
Supplemental Figure 9. 5hmC distribution and histone modification enrichment around 

different CGI categories. (A-B) 5hmC distribution around different CGI groups in human 

stem cell (A) and fetal brain (B). (C-H) Histone modification enrichment around different 

CGI groups in liver normal (C, E and G) and liver tumor (D, F and H). 
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