
Supplemental Figure S8 (related to Figure 5): Correlation between TRIM28 association and 
H3K9me3 signals. Scatterplot of TRIM28 signal vs. H3K9me3 signal for the 50 KRAB proteins that 
were studied by AP-MS and ChIP-seq. The Pearson correlation is calculated using the log-trans-
formed TRIM28 signal.
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