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RACE and Sanger sequencing results of the retroposed locus, CG17604_r. 
The full-length CG17604_r is predicted based on the double-switch model in Fig. 4 with the majority of its sequence assembled (shown in 
Supplemental Dataset 1).
RACE experiment was performed using SMARTer™ RACE cDNA Amplification Kit. We used the following primers to do PCR and 
sequence the 5’ and 3’ ends of this retroposed locus:
P1_L “AAGCAGTGGTATCAACGCAGAGTAC”; 
P1_R1 “AAAATGTTTGCCGCTTGTTTTTTATCTG”; 
P1_R2 “CTTGCTGATAAAATCGTGTCCCA”; 

P2_L1 “GGTGCAGCCGAAAATGCAGACCTATTGT”; 
P2_L2 “GGGCCGAATGTAACATGGAGTAAGGCTG”; 
P2_R “AAGCAGTGGTATCAACGCAGAGT”. 

The low quality sequence at the 3’ end is due to the sequencing error of poly(A) tail. 



 
>CG17604_predicted&assembled TGTAACATGGAGTAAGGCTGAAGGCTGGCAACAACCCGGTTGGCAGCGCT

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GTTGAGCAGCAACATGATTGTCGGAAATCGAAGTTATCGACAATCAGTCA

>CG17604_sequenced ----------------------------------TATAG-CAGTGGGGTA

**************************************************

>CG17604_predicted&assembled TCGAAGGAACGATCGCAAGGCAGCAGTGGAGTGGAAGTCAGCGTTGCAGT

>CG17604_sequenced C--AACGCA-GAGTACATGGGGGGAGTCGAGTGGAAGTCAGCGTTGCAGT

**************************************************

>CG17604_predicted&assembled CAGTCGAGTTCTCAGCAGCAGTCGTTCGGTCACAAACTAAGAATACTTTA

>CG17604_sequenced CAGTCGAGTTCTCAGCAGCAGTCGTTCGGTCACAAACTAAGAATACTTTA

**************************************************

>CG17604_predicted&assembled TATAATTACCGCATTTAGAATTAAACTAATAATTAAATTAATAATAAACA

>CG17604_sequenced TATAATTACCGCATTTAGAATTAAACTAATAATTAAATTAATAATAAACA

**************************************************

>CG17604_predicted&assembled ATAATAATAAACAATCTTACATGGGGGCTCGTCCAGTCCTAAATCGGTTA

>CG17604_sequenced ATAATAATAAACAATCTTACATGGGGGCTCGTCCAGTCCTAAATCGGTTA

**************************************************

>CG17604_predicted&assembled TATGAAGGTGCAGTTGTTTAAAGAAAAAAGACATTGTTGTGTGCGTGGGT

>CG17604_sequenced TATGAAGGTGCAGTTGTTTAAAGAAAAAAGACATTGTTGTGTGCGTGGGT

**************************************************

>CG17604_predicted&assembled ATAGTCTTTAAAAGTTGTAAAGTTGTGGCTATATCTATTGCATTTAAAGT

>CG17604_sequenced ATAGTCTTTAAAAGTTGTAAAGTTGTGGCTATATCTATTGCATTTAAAGT

**************************************************

>CG17604_predicted&assembled TGGAAAAATCAGTTGTACAGATTTTGTTTGAACACAAGTCGGTAAAAGTC

Sequence alignment
Sanger sequences are aligned to the de novo assembled (internal retrocopy) and predicted 
(flanking LTR retrotransposon on the basis of RepBase annotation) retroposed locus.
The alignment is color-coded as follows:
5’ and 3’ LTR retrotransposon repeat zone
Coding region of LTR retrotransposon BLASTOPIA
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>CG17604_sequenced TGGAAAAATCAGTTGTACAGATTTTGTTTGAACACAAGTCGGTAAAAGTC

**************************************************

>CG17604_predicted&assembled GGGAAAGCTGCTAGAGAGAACTGATAAAGTTGAAATTGTCGTGTGCGTGG

>CG17604_sequenced GGGAAAGCTGCTAGAGAGAACTGATAAAGTTGAAATTGTCGTGTGCGTGG

**************************************************

>CG17604_predicted&assembled ATTTAGTCTTTAAAGTTGTAAAGTTATGGCTACGTCTACTGCATTGAAAG

>CG17604_sequenced ATTTAGTCTTTAAAGTTGTAAAGTTATGGCTACGTCTACTGCATTGAAAG

**************************************************

>CG17604_predicted&assembled TTGAAAAAATCGATTGAACTCATACAGACTCAAGTCGTTTTGCTGTTGTG

>CG17604_sequenced TTGAAAAAATCGATTGAACTCATACAGACTCAAGTCGTTTTGCTGTTGTG

**************************************************

>CG17604_predicted&assembled GAATTTAAAACAATTAAATTGCAAAGGTGGTGAAATTCGTTTCTAACGAA

>CG17604_sequenced GAATTTAAAACAATTAAATTGCAAAGGTGGTGAAATTCGTTTCTAACGAA

**************************************************

>CG17604_predicted&assembled AATCAAAATTTGTCTTTTAACCGGTGGCGCCGTCTGCAAAATCGACTACC

>CG17604_sequenced AATCAAAATTTGTCTTTTAACCGGTGGCGCCGTCTGCAAAATCGACTACC

**************************************************

>CG17604_predicted&assembled GTCGCGCCGTTAGAACATTGTCGTTGTTTGCTGGTGTTAGTGCCTTGTCG

>CG17604_sequenced GTCGCGCCGTTAGAACATTGTCGTTGTTTGCTGGTGTTAGTGCCTTGTCG

**************************************************

>CG17604_predicted&assembled CGGAATGTTCACACGTACACCACCTACAAATAAAAAACTTAACACCGACC

>CG17604_sequenced CGGAATGTTCACACGTACACCACCTACAAATAAAAAACTTAACACCGACC

**************************************************

>CG17604_predicted&assembled AAATACAAGCAATTCTAGAGAACGAAAGCGAGGACGAAAGCAGAAAAGAA

>CG17604_sequenced AAATACAAGCAATTCTAGAGAACGAAAGCGAGGACGAAAGCAGAAAAGAA

**************************************************

>CG17604_predicted&assembled AAAATGAACGAAGAAGATCAAAAGTTGGCGCCTGTAGGAGAAGCAGAGGC

>CG17604_sequenced AAAATGAACGAAGAAGATCAAAAGTTGGCGCCTGTAGGAGAAGCAGAGGC

**************************************************

>CG17604_predicted&assembled AAAGAAGCAGAATAAAGACGCTAGTGCTAAAGTCGAAGAGAAATTTGAAC

>CG17604_sequenced AAAGAAGCAGAATAAAGACGCTAGTGCTAAAGTCGAAGAGAAATTTGAAC

**************************************************

>CG17604_predicted&assembled AAATGATGAATACTCTAACCCAGAGCATGTTGGCAAAATCTAAACAAGAG



>CG17604_sequenced AAATGATGAATACTCTAACCCAGAGCATGTTGGCAAAATCTAAACAAGAG

**************************************************

>CG17604_predicted&assembled GGGCAAGTAATTATCGCTGCAGAAAAATTTGAAAAAGTTGTAAGTGACTG

>CG17604_sequenced GGGCAAGTAATTATCGCTGCAGAAAAATTTGAAAAAGTTGTAAGTGACTG

**************************************************

>CG17604_predicted&assembled TGATGGCAAATCAATTCCTATTAAAAAATGGTTTGAAATTTTTGAGAAAA

>CG17604_sequenced TGATGGCAAATCAATTCCTATTAAAAAATGGTTTGAAATTTTTGAGAAAA

**************************************************

>CG17604_predicted&assembled ATGCCGAGGCATATGAACTTTCGGAGAAACAAAAATATGTTCAAGCCAGA

>CG17604_sequenced ATGCCGAGGCATATGAACTTTCGGAGAAACAAAAATATGTTCAAGCCAGA

**************************************************

>CG17604_predicted&assembled AGTAAGATGATTGGATCAGCAGAACTTTTCTTAGAATCTGAATGTGTCAG

>CG17604_sequenced AGTAAGATGATTGGATCAGCAGAACTTTTCTTAGAATCTGAATGTGTCAG

**************************************************

>CG17604_predicted&assembled TGGATACACTGAACTCAAAGAGTTACTAATTGAAGAATTTTCAGGCAGCT

>CG17604_sequenced TGGATACACTGAACTCAAAGAGTTACTAATTGAAGAATTTTCAGGCAGCT

**************************************************

>CG17604_predicted&assembled ATAATAGCGCCGTTATTCACAAAAAGTTGCAAGACAGGAAGAAGAAGAGG

>CG17604_sequenced ATAATAGCGCCGTTATTCACAAAAAGTTGCAAGACAGGAAGAAGAAGAGG

**************************************************

>CG17604_predicted&assembled GAGGAAACTCTACACGACTATTTGTTACAAATGAAGAAAATAGCAGCCTT

>CG17604_sequenced GAGGAAACTCTACACGACTATTTGTTACAAATGAAGAAAATAGCAGCCTT

**************************************************

>CG17604_predicted&assembled AGGTGAAGTTGAAACAGTTGCTTTGATAACTCATATCGTAAACGGCCTCG

>CG17604_sequenced AGGTGAAGTTGAAACAGTTGCTTTGATAACTCATATCGTAAACGGCCTCG

**************************************************

>CG17604_predicted&assembled ACATTAAAAAGGAGTATAAGGGTGCTATGCTCCGTTGTAAAACTCTTAAG

>CG17604_sequenced ACATTAAAAAGGAGTATAAGGGTGCTATGCTCCGTTGTAAAACTCTTAAG

**************************************************

>CG17604_predicted&assembled GAATTAAAGCAAGAATTCGAAATCTACGAGAGTCTGAATATTGTTGACAA

>CG17604_sequenced GAATTAAAGCAAGAATTCGAAATCTACGAGAGTCTGAATATTGTTGACAA

**************************************************

>CG17604_predicted&assembled GCCGAATATTCAACCAAAACCAAAGCAAATTACACAAGGTGTAAAAGCAG



>CG17604_sequenced GCCGAATATTCAACCAAAACCAAAGCAAATTACACAAGGTGTAAAAGCAG

**************************************************

>CG17604_predicted&assembled ATCACTGCTTCAACTGTGGTTCGAGGGAACACAAACGAAAGGATTGTACA

>CG17604_sequenced ATCACTGCTTCAACTGTGGTTCGAGGGAACACAAACGAAAGGATTGTACA

**************************************************

>CG17604_predicted&assembled CTTCCTACCAAATGTTTCAGCTGTAATCAAGAGGGCCATATCTCAAGCAA

>CG17604_sequenced CTTCCTACCAAATGTTTCAGCTGTAATCAAGAGGGCCATATCTCAAGCAA

**************************************************

>CG17604_predicted&assembled GTGTCCGGAAAAAGTAAACAGCATGCGCATTCACGTTGATAGTGCACGAA

>CG17604_sequenced GTGTCCAGAAAAAGTAAACAGCATGCGCATTCACGTTGATAGTGCACGAA

**************************************************

>CG17604_predicted&assembled CAAAGCCAGTAATCATAAATGGGATTATCATCAACTGTCTGGTGGACACA

>CG17604_sequenced CAAAGCCAGTAATCATAAATGGGATTATCATCAACTGTCTGGTGGACACA

**************************************************

>CG17604_predicted&assembled GGATCAGATGTGACCATAATTAAAGAAGCTATATTCAAGAAGATGAAAGA

>CG17604_sequenced GGATCAGATGTGACCATAATTAAAGAAGCTATATTCAAGAAGATGAAAGA

**************************************************

>CG17604_predicted&assembled TGTTGATTTAAACCGCACTGCAACAGTATTGCGAGGTTTGGGAAATGCCT

>CG17604_sequenced TGTTGATTTAAACCGCACTGCAACAGTATTGCGAGGTTTGGGAAATGCCT

**************************************************

>CG17604_predicted&assembled CAACACAGCCGATTGGATGCTTCAGAGCATTAATCAAGACCGACCAGGTG

>CG17604_sequenced CAACACAGCCGATTGGATGCTTCAGAGCATTAATCAAGACCGACCAGGTG

**************************************************

>CG17604_predicted&assembled GAAGCAAGCCACAACGTTTTAGTCGTCCACGATTCTAAATTCAGTTGCGA

>CG17604_sequenced GAAGCAAGCCACAACGTTTTAGTCGTCCACGAT-CTAAAT----------

**************************************************

>CG17604_predicted&assembled TGGAATAGTGGGACACGATTTTATCAGCAAGTTTCGTCTTATCTGTAGTG

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled CAGAAGGCTATACTTTTCTTGACCTGGAAGCAGATAAAAAACAAGCGGCA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AACATTTTACAATTAAGCAGCGACTTAAATGCAAAGATGCTTGACTGCGC



>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled CCAGCTTGAAGATCGCATTGAGCAGCTGCCAATAGAGGCCAACAAAGCTT

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled TGTCGAAACTGCAACGTGATTTAGAAGCCAGTGAATTGCAGTTCGTGGAT

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled CAGCAACGATTGACTGATCAGGCAACGAGGGAACTCGAACTTGTTCGCAA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled TGAGATAAATACGTTTAAGACTCTTATTGAGGAAAAGGAAAGAAGACATG

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled TTTCCCTAAGTGATGAACTAACTCAAATGACGGAGAGATTGAGCGAGCTC

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GCTGATATCAACGAAAGTTATATCAATGAGTTGACTGAAACAAAATTGAA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GCACTCCCAGGAAATAAAAGATCAAGCAGATGCCTACGAGATTGTTGTTC

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AAGAGTTAAAAGAGAGCTTGAACAAGGCTTCAGTTGATTTTACTCAGCTA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AAAAGCAACAGTGAGAAGCTACACAAAGAAACCCTTCTGCAGGTCTCCGA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled ACTGCAGGAAAAACTTATAGAAATGGTGTCCCATCGCAGCAATCAGGAAG

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AGCTAATAAAGCGTCTTGGTAATGAAATTCAAGAAAAAACTCATAATTTT



>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GAAGAAGAACTCAAAAGGCAACAGGAGCAGCTTGCTAATCAAATGCAGAC

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GAAGGCCACTGAAGTTGAGAGCGAAAATAAGCGAAACGCTGTTGAAATAC

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AAAAAGTTAAATTTAGCGAGGAATTACAGTCTCAGAAAGATAACCTAATG

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AAAAAGGTATCCGAATTGGAGCTTGAAATTAAAAGAAAGGAAACCGAATT

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GATTGAACTTGAGCGCGAAAAGAACAATGAAATGGCTGTGCTACAATTTA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled AAATGAATCGAATTAATTGCCTGATCGACCAACCAGTGACCACAATTAAA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled CAGCTAAAAGATTCCAAAGGGCCAACCAGAACTGAGAGCATTCCTACTAA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled GGTGCAGCCGAAAATGCAGACCTATTGTCATCCGGGTCGGATGATGATGA

>CG17604_sequenced --------------------------------------------------

                                                                                  

>CG17604_predicted&assembled TCAGGAGGGCCGAATGTAACATGGAGTAAGGCTGAAGGCTGGCAACAACC

>CG17604_sequenced ---------------------------------TTTGAGTGGC-ACA--C

**************************************************

>CG17604_predicted&assembled CGGTTGGCAGCGCTGTTGAGCAGCAACATGATTGTCGGAAATCGAAGTTA

>CG17604_sequenced CGGTTGGCAGCGCTGTTGAGCAGCAACATGATTGTCGGAAATCGAAGTTA

**************************************************

>CG17604_predicted&assembled TCGACAATCAGTCATCGAAGGAACGATCGCAAGGCAGCAGTGGAGTCGAG



>CG17604_sequenced TCGACAATCAGTCATCGAAGGAACGATCGCAAGGCAGCAGTGGAGTGGA-

**************************************************

>CG17604_predicted&assembled TKSWAGTCAGCGTYGCAGTCAGTCGAGTTCTCAGCAGCAGTCGTTCGGTC

>CG17604_sequenced ----AGGCAGCGATGCAGTCAGTCCAGTTCTCAGCAGCAGTCGTTCGGTC

**************************************************

>CG17604_predicted&assembled ACAAACTAAGAATACTTTATATAATTACCGCATTTAGAATTAAACTAATA

>CG17604_sequenced ACAAACTAAGAATACTTTATATAATTACCGCATTTAGAATTAAACTAATA

**************************************************

>CG17604_predicted&assembled ATTAAATTAATAATAAACAATAATAATAAACAATCTTACA----------

>CG17604_sequenced ATTAAATTAATAATAAACAATAATAATAAACAATCTTACATACATATGCA

**************************************************

>CG17604_predicted&assembled --------------------------------------------------

>CG17604_sequenced TATATGTATGTATATATATCCTAACACCGTTTTGGAAGAAAAACTCAACG

                                                                                  

>CG17604_predicted&assembled --------------------------------------------------

>CG17604_sequenced GGAACGCAAAAAAAAAAATATTTATTTCCGTGGGGTCCCCCTTTAAAAAA

                                                                                  

>CG17604_predicted&assembled --

>CG17604_sequenced AC

                            




