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Supplemental	Fig.	S5.	piRNA	gene	methylation	in	TGCT	and	references.	Shown	are	the	64	
targets	on	the	450K	array	from	the	genes	PIWIL1,	PIWIL2,	PIWIL4,	and	TDRD1.	A.	TGCT	and	
reference	samples	data	 from	the	450K	array	platform.	B.	Methylation	at	 the	same	human	
genome	map	positions	extrapolated	from	WGBS	data	from	PGC	and	somatic	tissues.	
	


