
Supplemental Figure S4: Differentially expressed genes in P19 cells at different time-points during 
RA treatment. Y-axis; number of genes responding to RA by induction or repression of mRNA levels relative 
to untreated cells. X-axis; the time-point at which the gene expression has been assessed. The threshold cut 
off values used were for up-regulated genes ≥ 1.8-fold and for down-regulated genes ≤ 0.5 fold relative to the 
0h control time-point. 
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