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Supplemental Fig. S11. Effect of Tal2 and Gbx2 knockout on expression of neuronal genes in P19. 
Top and bottom panels in (A) illustrate the absence of Tal2 or Gbx2 expression in Tal2 or Gbx2 KO cells, 
respectively, assessed at the indicated time-points during 72h of RA treatment. Panels in (B) illustrate the 
transcription induction dynamics of 4 neuronal markers in wild-type (“WT”) and Tal2 or Gbx2 KO cells. Note 
that only the Gbx2 KO cells present significantly reduced expression levels for the evaluated neuronal 
markers. Expression levels are depicted as fold induction relative to the 0h time-point after signal 
normalization relative to the expression of the constitutive 36B4 gene. 
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