a
S chrll:1,266,228-1,266,894 ! Repeat
o number
SRUL PSSR e — —
I T T T I ——— 1234567
AN 11T T AT F ¥ 00000 1
[ TR R 111117 S TR SR me— § GEGGGGG
N 111130 N TR el 03’ Geccccecec
1] S B T — g | cccaccc
I-_ [ T a1 | O O O O O N ] ) TTTTTTC
[ S T 1 1 TV [[E——— Q| aAAARAA
e TR I T T T R e o ——1 S:) AACAAAA
e TR 0 N TR R Fo o s |
e Y ) F N I |/ B
f chrll:1,266,581-1,266,644 i
—
] —
.

' S ot
. S TR
CTAAGACTACAACTAAGGCTAATCCCAAGCCTAAGCCTACGCTTAAGCCTAAGCCTAAGCCCAAGACTACAACTAAGGCTAAGC Ref
CTAAGACTACAACTAAGGCTAATCCCAAGCCTAAGCCTACGCATAAGCCTAAGCCTAAGCCCAAGACTACAACTAAGGCTAAGC Seq

1 2 3 4 5 6 7
b Repeat
g _humber
§ b ¢hrlll:3,234,396-3,234,992 —— 12345
2 Jo3k e T e 8| TrrarT
O mm—— ——— & | cccro
[ R I R TR T Al = g_ C T C C C
F ] 111G 1 (o)
gl ——— @ | ccccc
= [ e | k] TTTTT
R == gvorrre
T [ N B
. ] i
L ] [ ccccce
GGGGG
ccccc
AAAAA
AAAAA

chrlll:3,234,650-3,234,739 i

I GBTATTGGATCAATTTTT TCGTCC TGGACGATCTTTCGATC TACGI TCGCATTTTTTGTGCCTAGGCGCAT:

TGCCTTGGCGCAAGTTTGGTGTCTTGGCGCAATTCTAGTGCCTTGACGCAATTCTCGATCCTTGGCGCARATTTGGTGCCTTGACGCAAT Ref
TGCCTTGGCGCAAGTTTGGTGTCTTGGCGCAATTCTAGTGCCTTGTCGCAATTCTCGATCCTTGGCGCARATTTGGTGCCTTGACGCAAT Seq

1 2 3 4 5
Supplemental Fig S4. Regions excluded for purposes of mutation detection.
(a) Example mutation candidate in repetitive region that is detected by Mutinack and excluded by considering RepeatMasker
annotations only. Identical GCCTAA repeats are shown in bold on right panel, the candidate mutation in red, and repeat mismatches
in blue. Tracks as in Supplemental Fig S3. (b) Example Mutinack mutation candidate in repetitive region that is only excluded by

“clipping threshold”. Identical TGCCTTGGCGCAA repeats are shown in bold on right panel, the candidate mutation in red, and
repeat mismatches in blue.




