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Supplemental Fig. S8. Spatial interactions in the SAMDA4A locus interrogated using T2C. T2C was applied
to HUVECs stimulated with TNF for 0 or 30 min. (A) Pairwise correlations of interaction profiles obtained
using two T2C replicas at each time-point. (B) Contact maps illustrating interaction frequencies detected
using T2C (Apol) or Hi-C (Mbol; from Rao et al. 2014) at 0 min. (€) T2C contact maps obtained in the 2.8-
Mbp around SAMDA4A (ideogram on top) using Hindlll. The directionality index (dl) of contacts in the
locus was calculated at the achieved sub-2 kbp resolution for both time-points. The up-regulated
SAMDA4A and GCH1 genes (orange) are insulated at 0 but not at 30 min according to the dl graph. (D)
Interactions captured by T2C between 29 CTCF-bound sites (top) or 13 RELA-bound enhancers (bottom)
in the SAMDA4A locus at 0 and 30 min. Magenta box: the intronic enhancer cluster in SAMD4A.



