[bookmark: _GoBack]Supplemental Figure 3.  Correlation of time series with single embryo data (Hashimshony et al. 2015).  A) The Spearman correlations of the single embryo data obtained with Cel-seq with the synchronized bulk samples of the 0223 rRNA subtracted time series.  Correlations within the two different series appear along the diagonal and correlations between the series appear at the upper right and lower left quadrants.  Maximal correlation of samples between the series centers around equivalent times in both series.  The correlations between nearby time points fall off substantially after 480 minutes both within the single embryo data and between that and the 0223 series.  In contrast, the correlations between nearby later time points in the 0223 remain high.  The source of this discrepancy is unclear.  B) Spearman correlations of the single embryo data with the unified stages derived by Bayesian analysis of all four bulk time series, arranged as above.  The correlations between nearby stages fall off more rapidly in the unified values than in the 0223 series, and the overall shape more closely resembles that of the single embryo series.  Both differences show that the unified values have successfully deconvolved the different stages in the bulk samples of the 0223 series.  Again the correlations of the unified values with the single embryo data fall off sharply at later time points.   [image: ]
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