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Supplemental Figure 1.  Nuclear counts per sample.  A) Nuclear counts of the initial sample in the times series using polyA selection.  B) Nuclear counts of the initial sample of the 0223 series, using ribosomal rRNA subtraction.  C) and D) Nuclear counts of samples 30 and 60 minutes after the initial time point.  The initial sample in the polyA selected sample has a slightly broader distribution of embryo stages than the initial sample in the 0223 series.  With later time samples in the 0223 series the distribution shifts to the right (older embryos) as expected.  See methods for details of counting procedures.
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