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Supplemental Fig S3. Extension and multimapper handling increases power without adding noise. A) Comparison of the LPS + 2 hour library

(coding genes only) with the full length before and after a 2 kb extension. Red points indicate genes for which the fold change difference between the full and
3’ library was greater than 4.B) For each library we the plot shows the correlation of estimated gene expression for 3’ (left panel) and 5’ (right panel) libraries
after extending genes by the indicated amount on the xaxis with the full length library from garber et al ( Garber et al. 2012).



