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Figure S3: Observed transcription start sites define the 5’ boundaries of nascent
transcription. A, B. Average PRO-cap and PRO-seq signal around the annotated start
sites in S. cerevisiae (A) and in S. pombe (B). C, D. Average PRO-cap and PRO-seq
signal around the observed TSS in S. cerevisiae (C) and in S. pombe (D). The y-axis
shows the median signal within 5 bp bins around the TSS as a fraction of the maximum
bin.



