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Supplementary data 2

Starick, Ibn-Salem, Jurk et al ChiP-exo signal associated with DNA-binding motifs provide insights into the genomic binding of the glucocorticoid receptor and cooperating transcription factors.

Table pr the profiles with iler in IMR90 cell line.

Here, ChIP-seq peaks were limited to +30 bp around the peak summit. The motifs were obtained from JASPAR vertebrates only or discovered for this peak dataset with the program RSAT peak-
motifs.

The table displays the profiles for all motifs; the following information are indicated: the provenance (JASPAR ID or de novo) and its name (from JASPAR, or for de novo motifs: name of the
most similar motif within JASPAR, similarity values taken from peak-motifs result), the class and family of TF (information from JASPAR), motif logo, heatmap and profile, number of sites

contributing to the profile, coverage p-value.

Table can be sorted by clicking on the column headers. For our analyses, this table was sorted on the coverage p-value (last column), lowest values first.

Factor/motif Class Family Logo and exo-profile Sites.
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