100

98

IS

97

93

22

33

BA.Proteobacteria.Gamma.Cronobacter sakazakii ATCC BAA-894
;’EA.Proteobacteria.Gamma.Klebsiella pneumoniae subsp. pneumoniae MGH 78578 |2]
+BA.Proteobacteria.Gamma.Escherichia coli 0157.H7 str. EDL933 |3]

70 BA.Proteobacteria.Gamma.Enterobacter sp. 638
9s BA.Proteobacteria.Gamma.Erwinia tasmaniensis Et1/99

BA.Proteobacteria.Gamma.Salmonella enterica subsp. enterica serovar Typhi str. CT18 |1]

3 BA.Proteobacteria.Gamma.Yersinia pestis KIM10+ |5]

. BA.Proteobacteria.Gamma.Serratia proteamaculans 568

1t BA.Proteobacteria.Gamma.Sodalis glossinidius str. morsitans
BA.Proteobacteria.Gamma.Photorhabdus luminescens subsp. laumondii TTO1

** BA.Proteobacteria.Gamma.Proteus mirabilis HI4320
BA.Proteobacteria.Gamma.Actinobacillus pleuropneumoniae serovar 5b str. L20
| BA.Proteobacteria.Gamma.Haemophilus ducreyi 35000HP |2|

s, BA.Proteobacteria.Gamma.Haemophilus somnus 129PT |3]|
1BA.Proteobacteria.Gamma.Mannheimia succiniciproducens MBEL55E

BA.Proteobacteria.Gamma.Pasteurella multocida subsp. multocida str. Pm70 |1]

BA.Proteobacteria.Gamma.Vibrio cholerae O1 biovar El Tor str. N16961 |1]|

“*BA.Proteobacteria.Gamma.Vibrio campbellii ATCC BAA-1116
ol UN.Unknown.N/A | 18]
85 BA.Proteobacteria.Gamma.Vibrio fischeri ES114
"BA.Proteobacteria.Gamma.Aliivibrio salmonicida LFI1238
, BA.Proteobacteria.Gamma.Photobacterium profundum SS9
_@ BA.Proteobacteria.Gamma.Tolumonas auensis DSM 9187
BA.Proteobacteria.Gamma.Aeromonas hydrophila subsp. hydrophila ATCC 7966 |1|
BA.Proteobacteria.Gamma.Shewanella amazonensis SB2B

BA.Proteobacteria.Gamma.Colwellia psychrerythraea 34H
BA.Proteobacteria.Gamma.Psychromonas ingrahamii 37
BA.Proteobacteria.Gamma.Pseudoalteromonas atlantica T6c
BA.Proteobacteria.Gamma.Alteromonas macleodii str. Deep ecotype
BA.Proteobacteria.Gamma.ldiomarina loihiensis L2TR
BA.Proteobacteria.Gamma.gamma proteobacterium SCGC AAA300-D14
BA.Proteobacteria.Gamma.gamma proteobacterium SCGC AAA160-D02
BA.Proteobacteria.Gamma.Cellvibrio japonicus Uedal07
BA.Proteobacteria.Gamma.Saccharophagus degradans 2-40
BA.Proteobacteria.Gamma.Pseudomonas

BA.Proteobacteria.Gamma.Pseudomonas aeruginosa PA7
‘fE BA.Proteobacteria.Gamma.Hahella chejuensis KCTC 2396
B
81

84

68

100

54

100

A.Proteobacteria.Gamma.Marinobacter aquaeolei VT8
5% BA.Proteobacteria.Gamma.Marinomonas sp. MWYL1
BA.Proteobacteria.Gamma.Chromohalobacter salexigens DSM 3043
BA.Proteobacteria.Gamma.Acinetobacter baumannii ATCC 17978
4@°BA.Proteobacteria.Gamma.Acinetobacter
L 100 BA.Proteobacteria.Gamma.Psychrobacter arcticus 273-4 |1]
BA.Proteobacteria.Gamma.Alcanivorax borkumensis SK2
BA.Proteobacteria.Gamma.SCGC AAA076-D02

‘BA.Proteobacteria.Gamma.SCGC AAA076-F14
BA.Proteobacteria.Gamma.SCGC AAA076-D13

w

;OOE BA.Proteobacteria.Gamma.Candidatus Ruthia magnifica str. Cm _Calyptogena magnifica_

o7 2 BA.Proteobacteria.Gamma.Candidatus Vesicomyosocius okutanii HA
BA.Proteobacteria.Gamma.Thiomicrospira crunogena XCL-2

20 UN.Unknown.synthetic construct |2]

JUN.Unknown.synthetic construct |1
BA.Proteobacteria.Gamma.Francisella philomiragia subsp. philomiragia ATCC 25017
— BA.Proteobacteria.Gamma.SCGC AAA168-118
L-"BA.Proteobacteria.Gamma.SCGC AAA076-P13
BA.Proteobacteria.Gamma.ACD45
BA.Proteobacteria.Gamma.ACD60
BA.Proteobacteria.Gamma.ACD6
BA.Proteobacteria.Gamma.ACD44
BA.Proteobacteria.Gamma.ACD69
BA.Proteobacteria.Gamma.ACD21
BA.Proteobacteria.Gamma.Coxiella burnetii RSA 493 |2|

43

100

BA.Proteobacteria.Gamma.Methylococcus capsulatus str. Bath
BA.Proteobacteria.Gamma.Methylomicrobium album
BA.Proteobacteria.Gamma.Nitrosococcus oceani ATCC 19707
BA.Proteobacteria.Gamma.Methylophaga aminisulfidivorans
BA.Proteobacteria.Gamma.Marichromatium purpuratum
BA.Proteobacteria.Gamma.Alkalilimnicola ehrlichii MLHE-1
BA.Proteobacteria.Gamma.Halorhodospira halophila SL1
BA.Proteobacteria.Gamma.Thioalkalivibrio sulfidophilus HL-EbGr7
BA.Proteobacteria.Gamma.Dichelobacter nodosus VCS1703A

BA.Proteobacteria.Gamma.Xanthomonas oryzae pv. oryzae KACC 10331 |1]
= BA.Proteobacteria.Gamma.Xylella fastidiosa 9a5c |2|
10~ BA.Proteobacteria.Gamma.Stenotrophomonas maltophilia K279a |2|

BA.Proteobacteria.Gamma.Lysobacter_sp._ URHA0019
BA Proteobacteria.Beta.Acidovorax sp. JS42 |2]
* BA.Proteobacteria.Beta.Delftia acidovorans SPH-1
BA.Proteobacteria.Beta.Verminephrobacter eiseniae EFO1-2
BA.Proteobacteria.Beta.Polaromonas sp. JS666 |1|
BA.Proteobacteria.Beta.Rhodoferax ferrireducens T118
BA.Proteobacteria.Beta.Methylibium petroleiphilum PM1
BA.Proteobacteria.Beta.Leptothrix cholodnii SP-6
BA.Proteobacteria.Beta.Bordetella pertussis Tohama | |4|
“BA.Proteobacteria.Beta.Bordetella avium 197N
BA.Proteobacteria.Beta.Ralstonia solanacearum GMI1000 |1|
“BA.Proteobacteria.Beta.Ralstonia solanacearum GMI1000 |2|
BA.Proteobacteria.Beta.Ralstonia eutropha H16
BA.Proteobacteria.Beta.Polynucleobacter necessarius subsp. necessarius STIR1
BA.Proteobacteria.Beta.Burkholderia ambifaria AMMD |1]
BA.Proteobacteria.Beta.Janthinobacterium sp. Marseille
"“BA.Proteobacteria.Beta.Herminiimonas arsenicoxydans

BA.Proteobacteria.Beta.Thauera sp. MZ1T
‘I_;'E BA.Proteobacteria.Beta.Azoarcus sp. BH72

100

BA.Proteobacteria.Beta.Aromatoleum aromaticum EbN1
BA.Proteobacteria.Beta.Dechloromonas aromatica RCB
BA.Proteobacteria.Beta.Nitrosospira multiformis ATCC 25196
B BA.Proteobacteria.Beta.Nitrosomonas eutropha C91
BA.Proteobacteria.Beta.Thiobacillus denitrificans ATCC 25259
BA.Proteobacteria.Beta.Neisseria gonorrhoeae FA 1090
'N.Unknown.N/A |9]
BA.Proteobacteria.Beta.Chromobacterium violaceum ATCC 12472

BA.Proteobacteria.Beta.Laribacter hongkongensis HLHK9
BA.Proteobacteria.Beta.Methylobacillus flagellatus KT

[ BA.Proteobacteria.Gamma.Acidithiobacillus ferrooxidans ATCC 53993 |2]

'BA.Proteobacteria.Gamma.Acidithiobacillus ferrooxidans ATCC 53993 |1|

91

75

97

BA.Proteobacteria.Zeta.Mariprofundus ferrooxydans
BA.Proteobacteria.Alpha.Agrobacterium fabrum str. C58 |2]
*° BA.Proteobacteria.Alpha.Agrobacterium vitis S4
T BA.Proteobacteria.Alpha.Rhizobium leguminosarum bv. viciae 3841
'BA.Proteobacteria.Alpha.Rhizobium etli CFN 42 |3|
BA.Proteobacteria.Alpha.Sinorhizobium meliloti 1021 |2]
"BA.Proteobacteria.Alpha.Sinorhizobium fredii NGR234
BA.Proteobacteria.Alpha.Brucella abortus bv. 1 str. 9-941 |3]|
BA.Proteobacteria.Alpha.Brucella abortus bv. 1 str. 9-941 |2|
150 BA.Proteobacteria.Alpha.Brucella melitensis bv. 1 str. 16M |1]
BA.Proteobacteria.Alpha.Bartonella quintana str. Toulouse |2]
BA.Proteobacteria.Alpha.Chelativorans sp. BNC1
BA.Proteobacteria.Alpha.Mesorhizobium loti MAFF303099 |1|
BA.Proteobacteria.Alpha.Nitrobacter winogradskyi Nb-255
"BA.Proteobacteria.Alpha.Nitrobacter hamburgensis X14
® BA.Proteobacteria.Alpha.Rhodopseudomonas palustris CGA009 |1|
£ BA.Proteobacteria.Alpha.Bradyrhizobium diazoefficiens USDA 110
BA.Proteobacteria.Alpha.Oligotropha carboxidovorans OM5
BA.Proteobacteria.Alpha.Azorhizobium caulinodans ORS 571
. BA.Proteobacteria.Alpha.Xanthobacter autotrophicus Py2
BA.Proteobacteria.Alpha.Starkeya novella DSM 506
BA.Proteobacteria.Alpha.Beijerinckia indica subsp. indica ATCC 9039
BA.Proteobacteria.Alpha.Methylocella silvestris BL2
BA.Proteobacteria.Alpha.Methylobacterium extorquens PA1 |3]
BA.Proteobacteria.Alpha.Parvibaculum lavamentivorans DS-1
BA.Proteobacteria.Alpha.Ruegeria pomeroyi DSS-3 |1]
BA.Proteobacteria.Alpha.Ruegeria pomeroyi DSS-3 |2|
BA.Proteobacteria.Alpha.Roseobacter denitrificans OCh 114 |2|
BA.Proteobacteria.Alpha.Jannaschia sp. CCS1
BA.Proteobacteria.Alpha.Roseobacter denitrificans OCh 114 |1]|
BA.Proteobacteria.Alpha.Paracoccus denitrificans PD1222
BA.Proteobacteria.Alpha.Rhodobacter sphaeroides 2.4.1 |2|
BA.Proteobacteria.Alpha.Phenylobacterium zucineum HLK1
BA.Proteobacteria.Alpha.Caulobacter sp. K31 |2|
BA.Proteobacteria.Alpha.Maricaulis maris MCS10
BA.Proteobacteria.Alpha.Hyphomonas neptunium ATCC 15444
BA.Proteobacteria.Alpha.Zymomonas mobilis subsp. pomaceae ATCC 29192
""BA.Proteobacteria.Alpha.Zymomonas mobilis mobilis ZM4
BA.Proteobacteria.Alpha.Sphingomonas wittichii RW1
UN.Unknown.N/A |23]
BA.Proteobacteria.Alpha.Erythrobacter litoralis HTCC2594
BA.Proteobacteria.Alpha.Novosphingobium aromaticivorans DSM 12444
BA.Proteobacteria.Alpha.Sphingopyxis alaskensis RB2256
BA.Proteobacteria.Alpha.Gluconacetobacter diazotrophicus PAI 5
BA.Proteobacteria.Alpha.Gluconobacter oxydans 621H
BA.Proteobacteria.Alpha.Granulibacter bethesdensis CGDNIH1

10t

100

100

100

100

92

50

93

BA.Proteobacteria.Alpha.Rhodospirillum centenum SW
BA.Proteobacteria.Alpha.Magnetospirillum magneticum AMB-1

B BA.Proteobacteria.Alpha.Rhodospirillum rubrum ATCC 11170

BA.Proteobacteria.Alpha.ACD16
BA.Proteobacteria.Alpha.alpha proteobacterium SCGC AAA160-J14
BA.Proteobacteria.Alpha.Anaplasma phagocytophilum str. HZ
100 BA.Proteobacteria.Alpha.Anaplasma marginale str. St. Maries
100 BA.Proteobacteria.Alpha.Ehrlichia ruminantium str. Welgevonden |1|

100

00

100 BA.Proteobacteria.Alpha.Wolbachia endosymbiont of Drosophila melanogaster
BA.Proteobacteria.Alpha.Neorickettsia sennetsu str. Miyayama

89
BA.Proteobacteria.Alpha.Orientia tsutsugamushi str. Boryong
o BA.Prote

obacteria.Alpha.Rickettsia rickettsii str. Sheila Smith |2|

BA.Proteobacteria.Alpha.Candidatus Pelagibacter ubique HTCC1062
BA.Proteobacteria.Alpha.Magnetococcus marinus MC-1 |2|
BA.Proteobacteria.Epsilon.Arcobacter butzleri RM4018
BA.Proteobacteria.Epsilon.Sulfurimonas denitrificans DSM 1251
BA.Proteobacteria.Epsilon.Sulfurovum sp. NBC37-1
BA.Proteobacteria.Epsilon.Campylobacter concisus 13826
BA.Proteobacteria.Epsilon.Wolinella succinogenes DSM 1740
BA.Proteobacteria.Epsilon.Helicobacter pylori 26695 |3|

26

1 32

94
37 4{1

100

100

91

BA.Proteobacteria.Epsilon.Nitratiruptor sp. SB155-2
BA.Proteobacteria.Epsilon.Nautilia profundicola AmH
5m.mol-32-1605-014737
Em.mol-32-1605-047483
H®M.M151.1
1d@M.mol-32-1605-049533
- 5m.M151.2
5m.mol-32-1605-061249
5m.mol-32-1605-049741
GWC2_Deltaproteobacteria

[ BA.Proteobacteria.Delta.Anaeromyxobacter dehalogenans 2CP-C

01B°A.Proteobacteria.Delta.Anaeromyxobacter dehalogenans sp. K
BA.Proteobacteria.Delta.Anaeromyxobacter sp. Fw109-5
BA.Proteobacteria.Delta.Myxococcus xanthus DK 1622

69

100
39

BA.Proteobacteria.Delta.Sorangium cellulosum So ce56
BA.Proteobacteria.Delta.ACD62
BA.Unknown.ACD73
BA.Proteobacteria.Delta.Bdellovibrio bacteriovorus HD100

20

100

100

100

BA.Proteobacteria.Delta.Geobacter uraniireducens Rf4
BA.Proteobacteria.Delta.Geobacter daltonii FRC-32

BA.Proteobacteria.Delta.Geobacter bemidjiensis Bem

BA.Proteobacteria.Delta.Geobacter metallireducens GS-15
BA.Proteobacteria.Delta.Geobacter sulfurreducens PCA

BA.Proteobacteria.Delta.Pelobacter propionicus DSM 2379
BA.Proteobacteria.Delta.Geobacter lovleyi SZ

57 L———— BA.Proteobacteria.Delta.Pelobacter carbinolicus DSM 2380

100

31

70
100

46

BA.Proteobacteria.Delta.Syntrophus aciditrophicus SB

BA.Proteobacteria.Delta.Lawsonia intracellularis PHE/MN1-00
BA.Proteobacteria.Delta.Desulfovibrio desulfuricans subsp. desulfuricans str. ATCC 27774
BA.Proteobacteria.Delta.Desulfovibrio vulgaris str. Hildenborough
BA.Proteobacteria.Delta.Desulfovibrio vulgaris str. Miyazaki F

—— BA.Proteobacteria.Delta.Desulfovibrio alaskensis G20
— 47 BA.Thermodesulfobacteria.Thermodesulfobacterium thermophilum |2]
—L,
B

'BA.Thermodesulfobacteria. Thermodesulfobacterium thermophilum |1]
A.Thermodesulfobacteria.Thermodesulfobacterium geofontis OPF15

BA.Thermodesulfobacteria.Thermodesulfatator indicus DSM 15286
|:1°°BA.ThermodesuIfobacteria.Thermodesulfatator atlanticus

BA.Proteobacteria.Delta.Desulfococcus oleovorans Hxd3
BA.Proteobacteria.Delta.Desulfobacterium autotrophicum HRM2

w BA.Proteobacteria.Delta.Desulfatibacillum alkenivorans AK-01
|: BA.Proteobacteria.Delta.Unknown
“*— BA.Proteobacteria.Delta.Desulfotalea psychrophila LSv54

BA.Proteobacteria.Delta.Desulfobacca acetoxidans DSM 11109

67

BA.Proteobacteria.Delta.Syntrophobacter fumaroxidans MPOB

BA.Deferribacteres.Calditerrivibrio nitroreducens DSM 19672 |2|
4@: BA.Deferribacteres.Denitrovibrio acetiphilus DSM 12809 |2|

BA.Deferribacteres.Deferribacter desulfuricans SSM1

BA.Chrysiogenetes.Desulfurispirillum indicum S5 [2]
fA.Chrysiogenetes.Desulfurispirillum indicum S5 |1]

4m.mol-32-15fa-067149

[ Am.mol-32-15fa-042939
Am.mol-32-15fa-052242
4m.mol-32-15fa-059666
s4Am.mol-32-15fa-034449
“4m.mol-32-15fa-002183
s6dm.mol-32-15fa-055473
*Am.mol-32-15fa-009160

100

62

53

100

100

100

BA.

29

44

100

BA.

“4m.mol-32-15fa-041238
~ 4m.mol-32-15fa-011154

'BA.Aminicenantes.OP8 bacterium SCGC AAA252-L10
'BA.Aminicenantes.OP8 bacterium SCGC AAA252-011
BA.Aminicenantes.OP8 bacterium SCGC AAA252-F08 |1|

BA.Aminicenantes.OP8 bacterium SCGC AAA252-009

100 |— BA.Aminicenantes.OP8 bacterium SCGC AAA255-E10

BA.Aminicenantes.OP8 bacterium SCGC AAA252-K06
BA.Acidobacteria.Candidatus Koribacter versatilis Ellin345
BA.Acidobacteria.Terriglobus saanensis SP1PR4
BA.Acidobacteria.Candidatus Solibacter usitatus Ellin6076
BA.Nitrospirae.Leptospirillum sp. Group 1l C75
BA.Nitrospirae.Leptospirillum ferrooxidans C2-3
BA.Nitrospirae.Leptospirillum sp. Group IV
BA.Nitrospirae.Candidatus Nitrospira defluvii |2]
Nitrospirae.Thermodesulfovibrio yellowstonii DSM 11347 |1|
CD_NC10.Candidatus Methylomirabilis oxyfera
BA.Bacteroidetes.Bacteroides thetaiotaomicron VPI-5482 |3]|
HA Bacteroidetes.Bacteroides thetaiotaomicron VPI-5482 |1
5 BA.Bacteroidetes.Bacteroides thetaiotaomicron VPI-5482 |2]
BA.Bacteroidetes.Bacteroides vulgatus ATCC 8482
85 BA.Bacteroidetes.Porphyromonas gingivalis W83 |1|
'BA.Bacteroidetes.Porphyromonas gingivalis W83 |2]
BA.Bacteroidetes.Parabacteroides distasonis ATCC 8503
wol——— BA.Bacteroidetes.Candidatus Azobacteroides pseudotrichonymphae genomovar. CFP2 |1|
BA.Bacteroidetes.ACD77
BA.Bacteroidetes.Flavobacterium johnsoniae UW101 |2]
1OOBA Bacteroidetes.Flavobacterium johnsoniae UW101 |1|
10— BA.Bacteroidetes.Flavobacterium psychrophilum JIP02/86
BA.Bacteroidetes.Gramella forsetii KT0803
BA.Bacteroidetes.Candidatus Amoebophilus asiaticus 5a2
BA.Bacteroidetes.Cytophaga hutchinsonii ATCC 33406
BA.Bacteroidetes.Salinibacter ruber DSM 13855

100

140 84

85

| 99

100

BA.Chlorobi.Chlorobium luteolum DSM 273
BA.Chlorobi.Chlorobium phaeovibrioides DSM 265
BA.Chlorobi.Chlorobium chlorochromatii CaD3

BA.Chlorobi.Pelodictyon phaeoclathratiforme BU-1

BA.Chlorobi.Chlorobium limicola DSM 245
BA.Chlorobi.Chlorobium phaeobacteroides DSM 266

BA.Chlorobi.Chlorobium tepidum TLS

1L 2°BA Chlorobi.Chlorobaculum parvum NCIB 8327
BA.Chlorobi.Chlorobium phaeobacteroides BS1

BA.Chlorobi.Prosthecochloris aestuarii DSM 271

BA.Chlorobi.Chloroherpeton thalassium ATCC 35110
BA.lgnavibacteriae.lgnavibacterium album JCM 16511

BA.lgnavibacteriae.Melioribacter roseus P3M-2

100

100

96

BA.Unknown.Caldithrix abyssi DSM 13497
'BA.Unknown.Caldithrix abyssi LF13_ DSM_ 3497

BA.Marinimicrobia.SCGC AAA160-C11
fEdA.Marinimicrobia.SCGC AAA160-106
100 | BA.Marinimicrobia.SCGC AAA076-M08

BA.Marinimicrobia.SAR406 cluster bacterium SCGC AAA298-D23
BA.Marinimicrobia.JGl 0000113-D11

BA.Marinimicrobia.SCGC AAA003-E22

BA.Marinimicrobia.SAR406 cluster |1]|

'BA.Marinimicrobia.SAR406 cluster |2|

BA.Marinimicrobia.SCGC AAA257-N23

BA.Zixibacteria.RBG-1

BA.Latescibacteria.candidate division WS3 bacterium SCGC AAA252-D10
BA.Latescibacteria.candidate division WS3 bacterium SCGC AAA252-E07

EU.Arthropoda.Bacteria
BA.Gemmatimonadetes.Gemmatimonas aurantiaca T-27 |2|

100

BA.CD_KSB1.KSB1 bacterium SCGC AAA252-N17
;BA.CD_KSBl.KSBl bacterium SCGC AAA252-N11
BA.CD_KSB1.KSB1 bacterium SCGC AAA252-002
BA.CD_KSB1.KSB1 bacterium SCGC AAA252-017
BA.CD_KSB1.KSB1 bacterium SCGC AAA252-111
B8A.CD_KSB1.KSB1 bacterium SCGC AAA252-M08
BA.CD_KSB1.KSB1 bacterium SCGC AAA252-P10
- BA.CD_KSB1.KSB1 bacterium SCGC AAA252-F02
9BA.CD_KSB1.KSB1 bacterium SCGC AAA255-B16
10BA.CD_KSBl.KSBl bacterium SCGC AAA252-E13
BA.CD_KSBl.KSBl bacterium SCGC AAA252-N14
fBCA.CD_KSBl.KSBl bacterium SCGC AAA252-E20
BA.CD_KSB1.KSB1 bacterium SCGC AAA255-C20
BA.Cloacimonetes.WWE1 bacterium JGl 0000014-H19
| BA.Cloacimonetes.WWE1 bacterium JGI 0000039-M09

36

100

93

L *BA.Cloacimonetes.WWE1 bacterium JGI 0000059-L07

. (o BA.Poribacteria.Poribacteria bacterium WGA-3G
=— UN.Unknown.N/A |4]

BA.Spirochaetes.Sphaerochaeta pleomorpha str. Grapes
4@" BA.Spirochaetes.Sphaerochaeta globosa str. Buddy

BA.Spirochaetes.Sphaerochaeta coccoides DSM 17374
BA.Spirochaetes.Treponema caldaria DSM 7334

BA.Spirochaetes.Borrelia turicatae 91E135
"BA.Spirochaetes.Borrelia hermsii HS1
UN.Unknown.N/A |3]
BA.Spirochaetes.Spirochaeta thermophila DSM 6192 |1]

BA.Spirochaetes.Brachyspira hyodysenteriae WA1

BA.Spirochaetes.Leptonema illini
BA.Spirochaetes.Leptospira biflexa serovar Patoc strain Patoc 1 _Paris_ |1]
| BA.CD_NKB19.JGI 0000077-016

| 98

99

| '8A.CD_NKB19.JGI 0000059-)10
BA.Chlamydiae.Chlamydophila pneumoniae CWL029 |1]
BA.Chlamydiae.Chlamydophila pneumoniae J138
BA.Chlamydiae.Chlamydophila pneumoniae CWL029 |3]|
BA.Chlamydiae.Chlamydophila pneumoniae CWL029 |2|
BA.Chlamydiae.Chlamydophila caviae GPIC |2|
-"BA.Chlamydiae.Chlamydophila abortus $26/3
BA.Chlamydiae.Chlamydophila caviae GPIC |1]|
BA.Chlamydiae.Chlamydia trachomatis 434/Bu |1]|
'BA.Chlamydiae.Chlamydia trachomatis 434 /Bu |2|
'8A.Chlamydiae.Chlamydia trachomatis D/UW-3/CX |1|
A.Chlamydiae.Chlamydia trachomatis D/UW-3/CX |2|
BA.Chlamydiae.Chlamydia muridarum str. Nigg
BA.Chlamydiae.Candidatus Protochlamydia amoebophila UWE25
BA.Verrucomicrobia.Akkermansia muciniphila ATCC BAA-835
BA.Verrucomicrobia.Verrucomicrobium spinosum

BA.Verrucomicrobia.Chthoniobacter flavus

100

BA.Verrucomicrobia.Methylacidiphilum infernorum V4
BA.Verrucomicrobia.Opitutus terrae PB90-1
UN.Unknown.N/A |20]

BA.Verrucomicrobia.Coraliomargarita akajimensis DSM 45221

i UN.Unknown.N/A [17]

92

L'N.Unknown.N/A |7]
BA.Planctomycetes.Blastopirellula marina
BA.Planctomycetes.Rhodopirellula baltica SH 1
BA.Planctomycetes.Pirellula staleyi DSM 6068
BA.Planctomycetes.Planctomyces brasiliensis DSM 5305
BA.Planctomycetes.Planctomyces maris
BA.Planctomycetes.Planctomyces limnophilus DSM 3776
BA.Planctomycetes.Isosphaera pallida ATCC 43644

RS

21

BA.Planctomycetes.Gemmata obscuriglobus

100

100

BA.Planctomycetes.Phycisphaera mikurensis NBRC 102666

{ BA.Planctomycetes.Candidatus Kuenenia stuttgartiensis
L BA.Planctomycetes.planctomycete KSU-1

BA.Omnitrophica.SCGC AAAO011-A17
BA.Omnitrophica.SCGC AAA257-007

UN.Unknown.N/A |10]
4,100—500 BA.Elusimicrobia.uncultured Termite group 1 bacterium phylotype Rs-D17
BA.Elusimicrobia.Elusimicrobium minutum Peil91

BA.Parcubacteria.ACD56
4&7% BA.Parcubacteria.ACD1
BA.candidate_divison_OP11.ACD8

100
AE— BA.Parcubacteria.ACD11
BA.Parcubacteria.ACD7

72

100
BA.Parcubacteria.ACD15

BA.Parcubacteria.RAAC4
94 4|E BA.Parcubacteria.SCGC AAA011-A08
BA.Parcubacteria.SCGC AAA040-L21

BA.Parcubacteria.ACD81

BA.Parcubacteria.SCGC AAA011-A09

96

BA.Parcubacteria.SCGC AAA255-P19

UN.Unknown.SCGC AB-164-E21
BA.Parcubacteria.SCGC AAAO36-E14

BA.Parcubacteria.ACD41
BA.Parcubacteria.SCGC AAA011-N16

BA.Parcubacteria.ACD66
BA.Parcubacteria.ACD76

BA.Parcubacteria.SCGC AAA011-J21
BA.Gracilibacteria.ACD?2
Lo "BA.Gracilibacteria.ACD3

_|: BA.Gracilibacteria.ACD4
100 100 BA.Gracilibacteria.ACD49
BA.Gracilibacteria.ACD78

98

e UN.Unknown.JGI 0000069-P22
UN.Unknown.JGI 0000069-K10
BA.CD_SR1.ACD80

0 BA.candidate_divison_SR1.RAAC1

L BA.CD SRI.N/A

BA.CD_PER.ACD65
0 BA.CD_PER.ACD51
BA.CD_PER.ACD28

BA.Unknown.ACD58
I BA.Candidatus_Saccharibacteria.candidate division TM7 genomosp. GTL1 |2]

'BA.Candidatus _Saccharibacteria.candidate division TM7 genomosp. GTL1 |1]
ISR BA.Candidatus_Saccharibacteria.RAAC3

{BA Microgenomates.SCGC AAA011-121
BA.Microgenomates.ACD61

47

42

82

BA.Microgenomates.ACD40
BA.Microgenomates.ACD27

100

BA.candidate_divison_OP11.SCGC AAA011-B20

BA.Microgenomates.SCGC AAA255-J07
BA.Microgenomates.ACD38
BA.Microgenomates.ACD30

BA.Microgenomates.SCGC AAA011-L6

BA.Microgenomates.SCGC AAA011-L05

BA.Microgenomates.SCGC AAAO11-E14
BA CD_WWE3.ACD22
= BA CD_WWE3.ACD24
BA.CD_WWE3.RAAC?2
BA.Chloroflexi.Chloroflexus aurantiacus J-10-fl |1]
?’A Chloroflexi.Chloroflexus aurantiacus J-10-fl |2]
BA.Chloroflexi.Chloroflexus aggregans DSM 9485
BA.Chloroflexi.Oscillochloris trichoides
BA.Chloroflexi.Roseiflexus castenholzii DSM 13941

100

00 10BA Chloroflexi.Roseiflexus sp. RS-1

BA.Chloroflexi.Herpetosiphon aurantiacus DSM 785

10 BA.Chloroflexi.Sphaerobacter thermophilus DSM 20745
4|_—|; BA.Chloroflexi.Nitrolancetus hollandicus Lb

BA.Chloroflexi.Thermomicrobium roseum DSM 5159

78 BA.Unknown.Thermobaculum terrenum ATCC BAA-798

BA.Chloroflexi.ACD34
EA Chloroflexi.Anaerolinea thermophila UNI-1
BA.Chloroflexi.RBG9

BA.Chloroflexi.Caldilinea aerophila DSM 14535 = NBRC 104270

BA.Chloroflexi.Dehalococcoides sp. VS

BA Chloroflexi.Dehalococcoides sp. GT
100 BA.Chloroflexi.Dehalococcoides sp. CBDB1
BA Chloroflexi.Dehalococcoides sp. BAV1

98

—1 72

100

22

100

100

1

95
6

55

40

BA.F

BA.F

BA.
BA.
BA.Fi

100

"BA.Chloroflexi.Dehalococcoides ethenogenes 195
BA.Chloroflexi.Dehalogenimonas lykanthroporepellens BL-DC-9

BA.Chloroflexi.RBG1351

—— BA.Chloroflexi.RBG2
BA.Chloroflexi.Ktedonobacter racemifer
BA.Cyanobacteria.Nostoc sp. PCC 7120
' BA.Cyanobacteria.Anabaena variabilis ATCC 29413
BA.Cyanobacteria.Nostoc punctiforme PCC 73102
BA.Cyanobacteria.Trichodesmium erythraeum IMS101
BA.Cyanobacteria.Cyanothece sp. PCC 7425
BA.Cyanobacteria.Thermosynechococcus elongatus BP-1
BA.Cyanobacteria.Acaryochloris marina MBIC11017
BA.Cyanobacteria.Cyanothece sp. ATCC 51142
BA.Cyanobacteria.Cyanothece sp. PCC 8801
BA.Cyanobacteria.Synechocystis sp. PCC 6803
BA.Cyanobacteria.Microcystis aeruginosa NIES-843
BA.Cyanobacteria.Cyanothece sp. PCC 7424
BA.Cyanobacteria.Prochlorococcus marinus subsp. pastoris str. CCMP1986 |1]
BA.Cyanobacteria.Synechococcus sp. WH 8102
BA.Cyanobacteria.Gloeobacter violaceus PCC 7421

100

BA.Melainabacteria.Mel.C3
AEBA.Melainabacteria.MEL.BZ
BA.Melainabacteria.MEL.A1

100
1

BA.Melainabacteria.ACD20 |1|

BA.Melainabacteria.ACD20 |2|

BA.Firmicutes.Lactococcus lactis subsp. lactis 111403 |1]
'BA.Firmicutes.Lactococcus lactis subsp. lactis 111403 |2|
BA.Firmicutes.Streptococcus uberis 0140)
“BA.Firmicutes.Streptococcus thermophilus LMG 18311 |1]
UN.Unknown.N/A |1]

BA.Firmicutes.Enterococcus faecalis V583

98

] BA.Firmicutes.Leuconostoc citreum KM20
100 @.Firmicutesleuconostoc mesenteroides subsp. mesenteroides ATCC 8293

74 BA.Firmicutes.Oenococcus oeni PSU-1
BA.Firmicutes.Pediococcus pentosaceus ATCC 25745
BA.Firmicutes.Lactobacillus salivarius UCC118
BA.Firmicutes.Lactobacillus acidophilus NCFM
BA.Firmicutes.Listeria monocytogenes EGDe

BA.Firmicutes.Listeria monocytogenes HCC23

BA.Firmicutes.Listeria innocua Clip11262

BA.Firmicutes.Listeria welshimeri serovar 6b str. SLCC5334

BA.Firmicutes.Staphylococcus epidermidis ATCC 12228 |2|
“BA.Firmicutes.Staphylococcus aureus subsp. aureus Mu50 |2|

BA.Firmicutes.Lysinibacillus sphaericus C3-41
BA.Firmicutes.Geobacillus kaustophilus HTA426
L “BA.Firmicutes.Geobacillus thermodenitrificans NG80-2
BA.Firmicutes.Anoxybacillus flavithermus WK1
BA.Firmicutes.Bacillus amyloliquefaciens FZB42
BA.Firmicutes.Bacillus weihenstephanensis KBAB4
BA.Firmicutes.Oceanobacillus iheyensis HTE831

BA.Tenericutes.Ureaplasma parvum serovar 3 str. ATCC 700970 |1]
BA.Tenericutes.Mycoplasma agalactiae PG2 |1|
BA.Tenericutes.Mesoplasma florum L1
BA.Tenericutes.Aster yellows witches'-broom phytoplasma AYWB
BA.Tenericutes.Acholeplasma laidlawii PG-8A
BA.Unknown.Haloplasma contractile

100

"_E BA.Firmicutes.Exiguobacterium sibiricum 255-15
= BA.Firmicutes.Exiguobacterium sp. AT1b

irmicutes.Brevibacillus brevis NBRC 100599

BA.Firmicutes.Clostridium difficile 630
BA.

Firmicutes.Alkaliphilus metalliredigens QYMF
BA.Firmicutes.Roseburia hominis A2-183
BA.Firmicutes.Finegoldia magna ATCC 29328

BA.Firmicutes.Clostridium thermocellum ATCC 27405
BA.Firmicutes.Caldicellulosiruptor saccharolyticus DSM 8903
BA.Firmicutes.Desulfitobacterium hafniense DCB-2
'BA.Firmicutes.Desulfitobacterium hafniense Y51

irmicutes.Heliobacterium modesticaldum Icel

BA.Firmicutes.Syntrophomonas wolfei subsp. wolfei str. Goettingen

BA.Firmicutes.Candidatus Desulforudis audaxviator MP104C

BA.Firmicutes.Pelotomaculum thermopropionicum SI
BA.Firmicutes.Desulfotomaculum reducens MI-1

Firmicutes.Symbiobacterium thermophilum IAM 14863
Firmicutes.Natranaerobius thermophilus JW/NM-WN-LF
rmicutes.Halothermothrix orenii H 168
BA.Atribacteria.SCGC AB-164-D21
BA.Atribacteria.SCGC AAA255-N14

\BA.Atribacteria.SCGC AAA252-M02

BA.Atribacteria.SCGC AAA255-G05

BA.Atribacteria.JGI 0000059-114

BA.Actinobacteria.Clavibacter michiganensis subsp. michiganensis NCPPB 382
UN.Unknown.N/A |16]

BA.Actinobacteria.Sanguibacter keddieii DSM 10542

UN.Unknown.N/A |15]|

BA.Actinobacteria.Bifidobacterium adolescentis ATCC 15703
BA.Actinobacteria.Streptomyces avermitilis MA-4680

UN.Unknown.N/A |11]

100

E UN.Unknown.N/A |2]
100 100BA.Actinobacteria.Mycobacterium sp. MCS |2]

BA.Actinobacteria.Acidimicrobium ferrooxidans DSM 10331
UN.Unknown.N/A |12]

BA.Actinobacteria.Conexibacter woesei DSM 14684
BA.Actinobacteria.Rubrobacter xylanophilus DSM 9941

BA.Actinobacteria.Atopobium parvulum DSM 20469
BA.Armatimonadetes.Armatimonadetes bacterium JGI 0000077-K19

#A.Fusobacteria.Fusobacterium ulcerans ATCC 49185

32

BA.

100

BA.
BA.Synergistetes.Synergistetes bacterium SGP1

1BA.Fusobacteria.Fusobacterium varium ATCC 27725
‘|__{1°|f BA.Fusobacteria.Fusobacterium nucleatum subsp. nucleatum ATCC 25586
1wl 22" BA Fusobacteria.Fusobacterium gonidiaformans

— BA.Fusobacteria.llyobacter polytropus DSM 2926

100 BA.Fusobacteria.Leptotrichia goodfellowii

BA.Fusobacteria.Leptotrichia buccalis C-1013-b

5o BA.Fusobacteria.Sebaldella termitidis ATCC 33386
BA.Fusobacteria.Streptobacillus moniliformis DSM 12112

BA.Synergistetes.Jonquetella
BA.Synergistetes.Pyramidobacter piscolens
Synergistetes.Aminobacterium colombiense DSM 12261

Synergistetes.Synergistetes bacterium JGI 0000079-D21

BA.Synergistetes.Thermanaerovibrio acidaminovorans DSM 6589
BA.Synergistetes.Anaerobaculum hydrogeniformans
BA.Deinococcus-Thermus.Deinococcus radiodurans R1
4['% BA.Deinococcus-Thermus.Deinococcus deserti VCD115
BA.

BA.Deinococcus-Thermus.Thermus thermophilus HB27
[ 'BA.Deinococcus-Thermus.Thermus thermophilus HB8

Deinococcus-Thermus.Deinococcus geothermalis DSM 11300

BA.Thermotogae.Thermotoga petrophila RKU-1
BA.Thermotogae.Thermotoga sp. RQ2

1oBA. Therm
BA.Therm

100
100

otogae.Thermotoga maritima MSB8
otogae.Thermotoga neapolitana DSM 4359

BA.Thermotogae.Thermotoga lettingae TMO
BA.Thermotogae.Thermosipho africanus TCF52B
BA.Thermotogae.Thermosipho melanesiensis Bl429
BA.Thermotogae.Fervidobacterium nodosum Rt17-B1

BA.Thermotogae.Petrotoga mobilis §J95

100

BA.Caldiserica.Caldisericum exile AZM16c01
BA.Firmicutes.Coprothermobacter proteolyticus DSM 5265

BA.Dictyoglomi.Dictyoglomus thermophilum H-6-12
“BA.Dictyoglomi.Dictyoglomus turgidum DSM 6724

BA.A

94

BA.Aquificae.Hydrogenobaculum sp. YO4AAS1
'BA.Aquificae.Hydrogenobaculum sp. HO

BA.Aquificae.Thermocrinis albus DSM 14484
BA.

Aquificae.Hydrogenobacter thermophilus TK-6
quificae.Aquifex aeolicus VF5

BA.Aquificae.Hydrogenivirga sp. 128-5-R1-1
BA.Aquificae.Sulfurihydrogenibium yellowstonense

L¥BA.Aquificae.Sulfurihydrogenibium sp. YO3AOP1

100 BA.Aquificae.Sulfurihydrogenibium azorense Az-Ful

BA.Aquificae.Persephonella marina EX-H1

BA.Aquificae.D
Lo BA.Aquificae.T

esulfurobacterium thermolithotrophum DSM 11699

.Thermovibrio ammonificans HB-1
BA.Calescamantes.EM19 bacterium JGI 0000106-J16

BA.Cale

| BA.Cale
BA.Cale

AR.Euryarchaeota.Methanococcus vannielii SB

UN.Unknown.N/A |24]|

0.6

scamantes.EM19 bacterium JGI 0000106-G12
scamantes.EM19 bacterium JGl 0000106-N7
scamantes.EM19 bacterium SCGC AAA471-M6

BA.Proteobacteria.Gamma.Legionella pneumophila subsp. pneumophila str. Philadelphia 1 |2]



