Datasets used for the integration of Arabidopsis thaliana epigenome
	
	
	
	

	Epigenetic Mark
	Plant Tissue
	Growth Condition
	Reference

	
	
	
	

	H3K4me2
	Col-0, 2-week-old seedling
	Constant light; solid half strength MS
	(Luo et al. 2012)

	H3K4me3
	
	
	

	H3K9ac
	
	
	

	H3K9me2
	
	
	

	H3K18ac
	
	
	

	H3K27me1
	
	
	

	H3K27me3
	
	
	

	H3K36me2
	
	
	

	H3K36me3
	
	
	

	H2Bub
	Col-0, 10-day-old seedling
	LD, liquid half strength MS
	(Roudier et al. 2011)

	H3.1
	Transgenic plants in Col-0 background, 10-day-old seedling
	LD, solid MS
	(Stroud et al. 2012)

	H3.3
	
	
	

	H3K4me1
	Col-0, 3-week-old seedling
	Constant light, soil
	(Zhang et al. 2009)

	H3K27me2
	Col-0, 14-day-old seedling
	LD, soil
	(Park et al. 2012)

	H4K5ac
	Col-0, 10-day-old seedling
	LD; solid half strength MS
	(Costas et al. 2011)

	5mC
	Col-0, 2-week-old seedling
	LD, solid half strength MS
	This study
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