
Supplemental Table 4. SNPs typed in both VeraCode and genome sequence from P. vivax  single cells
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Pv01_655621 PviS_CM000442 655621 C C C C C C C N N N N C C N N N N N N

Pv01_737143 PviS_CM000442 737143 C N N C C C C N N N N C C C C N N C C

Pv02_627583 PviS_CM000443 627583 G T N G G G G T TG G G G G G N N N N N

Pv02_689038 PviS_CM000443 689038 C C C C N C C N N C N C C C C N N C N

Pv03_301681 PviS_CM000444 301681 TC N N N N C C C C T T T T T N N T N T

Pv03_594923 PviS_CM000444 594923 C C C C C C N C C N N C C C C N N C C

Pv03_717122 PviS_CM000444 717122 T T T T T T T T T T T C C C N N N N C

Pv03_785501 PviS_CM000444 785501 TC C C T N C C N N T T C C C C N N C C

Pv04_370876 PviS_CM000445 370876 C A A A A N N N N N N A A N A N N A N

Pv04_508314 PviS_CM000445 508344 AG N N G G A AG A A N N A A N A N N A N

Pv04_696267 PviS_CM000445 696297 C C C T N N N C C C N C C C N N N N C

Pv04_792480 PviS_CM000445 792510 AG N N A A G AG G G G N G G G AG N N G G

Pv05_179561 PviS_CM000446 179561 G G G G G G G G G N N G G G N N N G N

Pv05_323176 PviS_CM000446 323176 G G G G G G G G G G G G G N N G G N N

Pv05_499928 PviS_CM000446 499928 N N N N N N N N N C N C N C N C N C N

Pv05_538751 PviS_CM000446 538751 TG T N N N N N T T N N G G G N N N N N

Pv05_1104008 PviS_CM000446 1104008 T T N T T T T N N T N T TC T T N T T T

Pv05_1201371 PviS_CM000446 1201371 A A A A A A A N N A AC C C N N N N N N

Pv05_1216806 PviS_CM000446 1216806 N G G G G G G N N N N G G N N N N N N

Pv06_126837 PviS_CM000447 126837 GC C N C N N N C C C C N GC N N C C N N

Pv06_274421 PviS_CM000447 274421 G N N N N G G G G G G G G N N N N N N

Pv06_999554 PviS_CM000447 366034 C C C C C C C N N C C A A N A N A A N

Pv06_980923 PviS_CM000447 384665 G G G G G G G N N G G G G G N G G N G

Pv06_891710 PviS_CM000447 473878 TC T T N N C C N T T T C C C N N N N C

Pv06_488587 PviS_CM000447 877001 G G G G G G G N N G G G G G N G G N G

Pv07_1140487 PviS_CM000447 1140487 TC C C T N N N N N C C T T T N N N N T

Pv07_14335 PviS_CM000448 14335 C C C C N C C N N C C C C N N N N N N

Pv07_73440 PviS_CM000448 73440 C C C C C C C C C C C C C N N N N N N

Pv07_141420 PviS_CM000448 141420 G G G G N G G G G N N G G N G N N G N

Pv07_303395 PviS_CM000448 303395 G G G G N G N G G N N G G G G N N G N

Pv07_672072 PviS_CM000448 672072 AC A A N N A N C N A A A A A N A A N A

Pv07_823425 PviS_CM000448 823425 AG N N A A A A G G N N G G G N G G G G

Pv07_1294884 PviS_CM000448 1294884 T N N N N T T N N T T T T T T N N T T

Pv08_72119 PviS_CM000449 72119 C N N A A N N C C N N C C N N N N N N

Pv08_108957 PviS_CM000449 108957 TC C C T N N N C N T T C C C C N N C N

Pv08_293076 PviS_CM000449 293076 TC T T C C T N T T C C T T T N T T N T

Pv08_702981 PviS_CM000449 702981 G N N N N G G N N G N G G G N G N N N

Pv08_747638 PviS_CM000449 747638 TG G TG G N G G G TG G N G G N N G G N N

Pv08_1598514 PviS_CM000449 1598514 TC T T T T C C C C N N C C C TC N N C C

Pv09_148307 PviS_CM000450 148307 N A A A A A A N N A A G G N G N N G N

Pv09_398781 PviS_CM000450 398781 T T T T N T N T T T T T T N N N N N N

Pv09_445710 PviS_CM000450 445710 AG A A N N N N A A A A A AG N A N N A N

Pv09_780482 PviS_CM000450 780482 A A A A A A A A A N N T T T T T T T T

Pv09_800284 PviS_CM000450 800284 TC C C T T C C C C C TC T T T T T T T T

Pv10_1079004 PviS_CM000450 1079004 T T T T T N N N N T T T T N T N N N N

Pv09_1430436 PviS_CM000450 1430436 TG N N N N T T T N T T G G N N G G N N

Pv09_1457147 PviS_CM000450 1457147 AG G N N N A A A A A N G G G G G G G N

Pv10_55617 PviS_CM000451 55617 G G N G G G G N N G N G G G N G N N N

Pv10_329085 PviS_CM000451 329085 AC A A A A C N N N N N C C C N C C C N

Pv10_362870 PviS_CM000451 362870 A A A A A A A N N A A AG AG N N A A AG N

Pv10_415514 PviS_CM000451 415514 N C N C C N N T N N N C N N N N N C N

Pv10_435533 PviS_CM000451 435533 G G G G G G G G G G N C CG N C N C C N

Pv10_742568 PviS_CM000451 742568 GC G G N N N N C C G G G G G N N N N G

Pv10_905853 PviS_CM000451 905853 N N N A N G N G N A N A N N N N N N N

Pv10_990752 PviS_CM000451 990752 AG A A N N G G A A G G G G N G N N G N

Pv11_1406626 PviS_CM000451 1406626 C N N C N N N N N C C T TC T T N N T T

Pv11_239520 PviS_CM000452 239520 AG G G A A G G A A A A G G G N N N N N

Pv11_368766 PviS_CM000452 368766 G N N G G N G G G G G G G G N N N N G

Pv11_569629 PviS_CM000452 569629 T N N N N N N N N N N T T N N N N N N

Pv11_764358 PviS_CM000452 764358 A A A A A A A N N G G G G N N N N N N

Pv11_805674 PviS_CM000452 805674 N G N G N G N G N G N G N G N N N G N

Pv11_926923 PviS_CM000452 926923 T T T T T N T N N T T C C N N N N N N

Pv11_1483242 PviS_CM000452 1483242 A A A A N A N N N A A A N N N A A N N

Pv12_205690 PviS_CM000453 205690 TC N N N N C C N N T T C C N N N N N N

Pv12_239990 PviS_CM000453 239990 TC T N N N T T N N C C C C N C N N C N

Pv12_863346 PviS_CM000453 863346 N N N T N T N T N N N T N N N N N N N

Pv12_1185180 PviS_CM000453 1185180 G N N N N N N N G G G G G N N N N N N

Pv12_1410920 PviS_CM000453 1410920 A A A A A A A N N N N A A N N N N N A

Pv12_1752233 PviS_CM000453 1752233 C C N C C C C C C C C C C N C N N C N

Pv12_1796509 PviS_CM000453 1796509 C C N N N N N N N N N C C C C C C C C

Pv12_2192552 PviS_CM000453 2192552 CG G G G G G N C C C C G G G N N N N G

Pv12_2279221 PviS_CM000453 2279221 TG T T T T T T G G G G G G G G G G G N

Pv12_2419371 PviS_CM000453 2419371 AG G G G G G G A A A N A A A N N N N A

Pv12_2667491 PviS_CM000453 2667491 GC N N N N C C G G G G G G G G N N G G

Pv12_2933890 PviS_CM000453 2933890 T T T N N T T N N N N G G N N G G N N

Pv12_3003775 PviS_CM000453 3003775 C N N C C C N N N CT T C C N N C C N N

Pv13_259864 PviS_CM000454 259864 AC A A A A N A C C C C C C N C N C C N

Pv13_308456 PviS_CM000454 308456 G G G N N G G G G G G T T T N N N N T

Pv13_670891 PviS_CM000454 670891 C C C C C C C C C C C C C C N N N N C

Pv13_705424 PviS_CM000454 705424 T G G T T T T T T T T T T N T T T T N

Pv13_850957 PviS_CM000454 850957 G G G N N G G N N G N G G N N N N N N

Pv13_1229481 PviS_CM000454 1229481 N N N A N A N A N A N G N N N G N G N

Pv13_1354999 PviS_CM000454 1354999 T T N N N N N T T N N T T N N N N N N

Pv13_1834684 PviS_CM000454 1834684 A A A A A A A A A A A A AG A N N A N A

Pv13_1912361 PviS_CM000454 1912361 G G N N N G G G G G G G G G G N N G G

Pv14_764662 PviS_CM000455 764662 T T N T T T T T T T T T T T N N N N T

Pv14_1077928 PviS_CM000455 1077928 G G G N N G G G G G G G G N G N N G N

Pv14_1703896 PviS_CM000455 1703896 G G G N N N N G N N N G G N N N N N N

Pv14_2003760 PviS_CM000455 2003760 T T T C C N N T T T T C C C N N N N N

Pv14_2042312 PviS_CM000455 2042312 C C N N N N N C N C C T T T N T T N T

Pv14_2148184 PviS_CM000455 2148184 G N N G G G N N N N N G G G N N N G G

Pv14_2440112 PviS_CM000455 2440112 AG G G N N N N N N A A A A N A N N A N

Pv14_2549860 PviS_CM000455 2549860 T T T T N T N N N N N C C C C N N C C

Pv14_2704545 PviS_CM000455 2704545 T T N T T T N T N T T C C C N N N N C

Pv14_2916900 PviS_CM000455 2916900 TC C C C C C C N N T T T T T T T T N T

Pv14_2963845 PviS_CM000455 2963845 TC T T T T T T N N C N C C C N N N N C


