
500 1000 1500 2000 2500 3000

0.
5

1.
0

2.
0

5.
0

10
.0

20
.0

Kendall Tau: 0.231

Elongation Rate (bp/min)

G
en

e 
Ex

pr
es

si
on

 (r
pk

m
)

Supplemental Figure 3.  Relationship between transcription elongation rate and nascent RNA transcription (measured using Bru-
seq in the 40kb analysis region) for the HF1 cell line.  The red  trace indicates a local regression (LOESS) fit and the title indicates 
Kendall's Tau correlation coefficient.


