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TargetSeq

o TCGCCAATTTACGC CTAACGGO

AGCTCTGGT TCATCCGGCTCTTCCACAAATCAAACCTTAACCATC TGAGAACTAGTAG

AAGAAGAGGAGAAATAGGACGACGTTCACCAGCTATCAACTTC {TTTCAAAGAACGCACTATCCC!

CAAGCCAAAAGTCGAGACTGGGTGTGGCTTCGAACCAGCTGCTICAGCTTTCAGAATCCTTACACCGATGAAGTGGAGTACATCGTCTGCACCAATACAG
T T c

GATATATGTTC TG TAACK GGTGT

TACCACCACAGAAAGAGAAAAGCGAMAAAAGAAGTCTAAGAAATTCCCCGATTGAMCCGCAAGCTATTTTTTCTACGCTTCAACGAGGTCTTCGA

GTTTGTIGTGATTTTG TTTTToAGC TTATTGTTG
TTGTTCOGCARAGACCTOGATGA CRACACGCACTICACGAC arer
AMGTGOCTTAC OTTTGAATATTOCTGTTGOGTGAACAGGATAGGTGAGGAGTITAGCCTOA
COCTCAGTCACCBOTCCOAACCRRCTTGTTCOGTARGOOTCAT o TCRCATCAACGRG
GOGTGTTOTGAGACC TTACCTAGTCATANTGGTTCCGAMOGGT roaeAT T
ACAGCATTCATC oo \CAACGATGACT TCAAGACD
GaTT COTGATTGTGAGATCAC reet AGCTGTTG
(GG0CGGAGAGOGAGAAGACTIGACCCATCT TAAGGCAAT T o TGToA
CAAGACCAAGTGGOTGAA TGTOTAGGGT TTGATGTTOTGG TeAG
T TTTAGACAARACTGAAGAGAGTGAGCAT TTGTAACGTAGAAGAGGTT TTGGGGCGAT
TCATGTGOGAGTGTG oATGT TOGACTGGTAARG
raacT TAGGGCTATCACTTTATGAAGTCTTG or TTCTGATOA
T TTGATCTGACTGGGOTCACATTAG TGTGGTTARAGACGAGTTT
GACGTGARACCAGC TATTGATOTGAAGATGAT GTCGATTTGTTTOTAGO0G
GocARCAATG rocecaTT TCAACGAAGOATTCARAGAA TTACACCTO! oo

CAGAATGGTTTGGACGACGACTTTGTTGOGCTCTCGOCACCGGOTGTGGACGACTACCTCTTTGCCTTGAAGGACAACGAAGGCATCTCTGACCTGTTCG

TeAGT TCGGTTTGCTOACT TTOGTTGGTOTACTTCAAGAAGCACY TTAGATCTTAAGGAAGOG
AGACAGTC GTATCAATCGTC T TGACAACCTGT reo
Asceo AGG TGAGTACCTITGG00
ATCGTGAGAATTCCAGTGGACGACGTOCTTACGG e CGTGACAGTGATGTTC
(GOCACGECACATCATCAAGCCTATGCCCACAGAGGCATCCTTCTTTACACTCTCAGTGGATGAGGGACTCTACCACOCTGAGCCCATCTATCACAC
TrcaoGaTTTTY G COATACGAATGTTGGAACA ot
(GOGCTTCACCTACAMATTCAACTTG TGATICTAGTG canc TrCAT wcrcaceaT
AT ca TATTTGAG cac
TCCGGGACOTICTCANGTCCG armaTes GGAGTTTTCOGATICATCARCTCGRAAGCAGTCAS
CACGTACAGMGCCGAGTAATTC NTTCRAGTTCBAGETCC: aoaTon
TGTOCAGAAGTGGTTGTT TCGOTTTaAGE CTTTTACATCANTGGACCAACCCTTGOARCACTOCAG
(CCTOCGATCACBAGOAGAGCTTCTAG TTACGCAGACOGTITCCAMCCCTACTACOGCTCS
a TICTTATGCGT TTTATG ara
TCACTGO0GCGACTACTCACGAGGATTCAGCARTGTCAGCTCTGAGTTTTGRCTGRGCARTGATTCCTT T \CTACAT

CAAGGCOGTAGGCATCGCTCACGAAGGACGATGCGAAATTTCACTTCATGTTCTGCTTTGAGCTGTGTTCGCGGTAATCAATGTGTGATGGATCOCATC

co \CAGTATATAGTTTAGOAGATATAT TAGAGTOAGOTCACGATC ACMOG
\CAGTGATG COATATTGOTAGATGTCCCT TCCAGAGCT TAGGOT T
ACe TGOACCTTATGATT TCoAT TTOGGTGTTTOCAGY TACTATOGGCACOS
AAGAGGOAGCAACCAGACTITTTCAGGGAAGCGGGROATITCAT TCGATATOCT GOATACGGTTATGOGAT I
TATGAT TG COGTGGATTCATGACTAGCTGCT

AGTGTGOCAA
GanTao T TOGTGOATOOCATOTGTOTGEG T TCTGAGGTAGTTG
(GACAGOATGO0AAGOAGOATOOTOAAGGAGGACTTCAGTTGBAAGTGOATCTTCGAGT TTGAGATG T
T GOTTAC 6o T TTTAGOGGGGTCTOATOAAGOOGOTCO
AATGOTTTGOTCOTGAAGGCTOCTT ARATCTTC (GATOCTAGOAGARTGCCOATGTTATCAGC
ATGATCCAATGGACCCGOACOGACACATCAATAGCAMACCTOCTTTOTCATTTAGCTGCGTCATAT TECCOTCTTAAGCGTCT
AGGCAAGTCATC o ACAAATTCARAGTTTC aceC
CGCCTIGATGATT TOCAACARGTTC TTGTTCG
GATTIGTGGGCAATCOATOCCGOTARGGTIGAAGACT T \GoACEAT: TrTeTe
GOCTACGTAGOGAGGTTOAC TCATCGATTGOCTTACTCCTCATITTCOATACCATTTGTAGTGTTCTGOACT
TGGAGATACCAGGTCO ™ camTCeaT
TGBA00CTCTGACATAGAGAACCCOAMCTATTTCGGACTACTTATAGAACTACTGCGAGCTGRACTCTGGGACAGATAATGCTTTCATTGTGATTGA

TCTOATAMAG T GAC! TACATGTGCTAG

ar araACTaTT. TIcae COAAGBACCOGTTY

GTTCAAGAACCGCCBAGCTAAGTGGRAGGAAGCAGAMCGGGAGCAACAAGAGGCTGCCAACGAGCTTCCGAAGCATATAMACCGAGTACGGGTCCAR

\GGCACAGCAGCBACTCACGACAA00CE rTcoeTTa T
GOTGTCARGAACACH caATACaCaTT (CCTCANCOGCGTTAAGTTCATCAMOGGCATCGTGACATCA
(GOAACATCGOOAGTOCAGCAGTTTGOTACAAGACCARACGGCATGRTTG oG TTCaAs
cacaTT TTOGTT CaGACAGOCT TACTAC
cancTr CoGTRGTTATCAATG TTGAGOAAGTGGATOA
aTecACCTITACC aGeT TATCAAGAAGTCACG: TGAGCAGAAGGACGACAGTACTGGGAG
CAAGAAGRACC e TATGTCTGOATACGCTTACTTTGTAGAGGATTOCAGAGCAGAGCATGGOAAGAACCACOOTARG
GTACAGGATOGGCGOAGTAMGCTGAAGGGOAGTGAATTTCACCGOTTT o
ca GTCCGTCGATGT TATACGGOTCCACTOG TG 0GTTC06GGCTT
GAGAAGTGGTAGATT TCTOAACCAATOAGAT T T oan
TGOGTGATGGACAAGGACAAGAGGAACT o OTGTTCAGANTGAGOGGG
TGATACCCATTCGTCTCAGT TTAARCY rrCTT TTTCGoGET
GACGAMAGATGAGATCTTGGAAGAGTTCGO0AMAGTTGARAAGGGTCTTCTGGATGTS (GATGOGCAACOGTGGTTTT
AmoGC TACTCCARGTTACAGATCTACGAAG: TTOACAACTARGATGTATTGACOOGAGATOGTOGOTCGAAGCTOTOACAGGD
TARTTCAGCGTC GGAGTT
A TTGAGCATGTOCGAT TOAAGOAACTTGTGO0GACAATCCCGAAGARCAGGARAGTOACACGAGTGGAG
AGGTOOTARGGATTY (CTTAGGGATGATT TG TGAGOGGATTGANTGG
1o aooeC (GCAAGCGOAAGOTTGAGCGTATTGCCAGGTTAGA
CGGCGTCGCATICAAGATOGACCC TCGCARGOGACTTTTATCCGGATTCTCCG:
CACTAGGAMGCCTCTTCRTTGOGTOCTGOGATCAGAGCACCTATCACCATGTGOACCACGCCTC TCCATARTCTCT
TC ATTCACTCACTTTT AT Tac
ACCTCATGAAAGTAATGGATCACTGCTGGCACGAGCAATGTCTT T oacAn
coacar GGACAATTCCCGATACCTATCACCACGGGTGAAGTTAGCAGCTTTCOCTCTAGCTATA

ATCTGAAGGTTTTACCTOGCACAANGACCAGCTATGCAGAGACAGCGCTTCCTCAGAAGGAGATTGGATTACTTACAGTCTACCTTGCACAGACAACGT
TTGGAGAGATCTTCGACAGGGGAAGTAGCCAAGACCAACGGCATCATTCTCAACACCAAATTATCTCACTACGACGCCGGTTCOGAATCOGACTCGAACT

cacoac TACCAGAAGATG TTTaA coATaAe
CAGGTCAGACAGAACCGTTGECTIACK cooatacs CACAMTATGATTGAGCGAAGGA
GOTAGTTTTGCAGAGCTTT e T TCOGAGACTGGTTGOTGAAGTOTTGAGGARAG
(GOGCARATTOOGCCAMMAGCAGTACCTCTOGAT T \COTCACCGAMACTCAGGTOAAGA
ATGGOCCTAGOGTTGGTCTCTCATCAGCARGTTT \CAGGH T TGAATOCTGATATANA
CAGAGTICCOTGCTACACATGGACATGACTATCTAT TTTACGTCTITGAGCGTATTGGATITGGACCACTTACCCAGE
AMMGAAGTCAATGAGATGK G CTCTGTGAAGAAGTCTTTGOCTCGGTTCAG! STTGATOOCAATGAGT
COTTGAGOCTGTOATATCAGTGOCAGTCTTTGATAGGAAGGOACT TeOTGT
CTGACGAAGATTGAAACOOTTOGCTTOGCCOAC AGATGOT TGGTTGCCOAGGAA
COAGGATGAAGGAATGTOGCCTGACTICTCGATGGCTGAT T ToGGOGTTOTTT TeCTAGCC
OTTCGG0CAACAACCCGTATGO0CACATGCACGTOO0TCAGCTTTOOCACAACTATTGE mmeco
ror ooTAT TGGOTTOAMACTG TTAGTCATCTT TATCT
CAGGTCAARGAAGOGOTACACAAATTCAT TAGOT 0G0 TCARGAGTTTTG
TEGACGTTGATTTOGGTOGAAT o \GOAGTTCAACGOCTAGOGT oTCTTGA
06T AT TTTOGToT CAAGTIGTCGGOCGOGTIGOAGTIGRAGGTGAAGAAGGTC
CTGOGAGTOTGTCGTTAACTGGTGCAGOOCTOAGARCAACOCTTGCTAG Te0GT e
COAGCGTAGTCGATT CAAGTGAAC T TATCCTGATATCT TTCCGATG
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ATTCT XTTGAAGAGCGTTAT TGTATOTCOTOTGOTGGOOATTGATTGOTTCACCATACACTCT,
GTCTATTGAACATC GO TAATTATOGTOAGATTATOOTATCATACTTGCCGTTCATIGGCATITTGTTTAGGAAGGTCGCTGGAACATTTCTGOACTICT
AGTAACCACATT TTGTICTAGG TCAAGOTAT: \CAGH GTATTGTTATOCCGGCT
TACGTGATGTOGTTOGCC TOGTOGATCT CTCARGACH T o
TTOACTTON TGTTATG AGATOTIGAGACTCARTGGGCGGG
GeACTCT TTAGOACACAGOGGOGCCOGTNN TCTOOCGTATAGTAGAGGTTTO0!
GAGTCGTGATTCCTTTATCC TTGCACACATTGACACG: (GCTTATACGOGAGTGGTTGARAG
TGGAATGOGGOAGGGOGT GTAC CACAATGAGOO! Ter
TCGGAC CAACGGC GCACACATTTCACGAGOS
COGTGGTAGGCAT TTGTeGo TGACTTCTGGAAGGTTCTCMGGAMGGTMGGAGTACATCCTAGACATICE
meres TTCATTTGCGG TTIGCTTATT TTGOGGAGAGE
AMCTCAGGACATG CTCCAAGACTICTG TTGTTCAGGTIGCCATGAGTACGOTATG
TCAGATGANGAC TAAGCAT CTIATGGGATT TGCAGGAGTIATAACCTTCTA
\CCTACATAACAGTT: TeoaTor ceTeTATTG

GCACGCAGCAGCGGTCACTGTCGCTACAGCCGOCAGCCAAACAGCTATGTTTCCTTTG

TCGTACGCCGAATCTTCACCAATAGCC CGATGGCGGCAGCAGAATGTTAACTCTGCATTTTCC
AGCACGCTAGOCAGCGTAGTCACATCCTTAGCCAATATGAACAAGAAGACGGAAGAAGGGCCAAGTCATTCACAACAGATCTATTCTCCATCTCAGACCC

caGTTACTT TTcooTa TAAACCGGAGOACCOATOTTATTTGCAATTTTCGCTCCGATTGE
CAGCBACACTE COTGTAGMAG Teao CTaATACTCC cor
GGTTGCCTG0GTOTG0RAGGTTOTCOMCARTOOGGCACATOBAGAGACTTGGCCGTTT o s

GOGGAGTTTGOT TOCARGACOOTTATCOTACCCTACCAMAAMOGTGAACTAGCTOAAGCCACAGGACTTACAC
™ e TTACAGOTT! TOAGTT

GAACTGGAAAGAGGATGGCCACATTTCTTGOAGTGCAACGAAGAGCACATGCCTAGAGATTGAGTGAACCAAACACCTACAAGGCAGTGACATTTAACT

GO0GTCACATTCOGOATOCAGTTATCOACAAAGOOGAGOCTOT TTOOCAACCOATOBGOCTACT TCGAATGTGATOT
TGATGOACCACGD TCAGCOGOOAAGTOOGARG CAGAGCGAACGOAGTOAGY
TGOCTTTATGGTTTGRTCAAGAGGACAGAGGAGGARACTTGCTCAGGARRACCT 7o T T6G
(GOTGOTAAGACOACCAGCAGCAACOARMGOCAACAAGCD TOGTGATOGACCAGATGCACCOG
ACTATGAGGAACAAGCCCGACTT TACAAGTACH \GCGAACGTGOATOAT

TGACTT T TTTCAT T TAGATOGT TAGOTAGT
TCAGTOCTCARGAGCTGCGTGAAGOGT CAMCCACC AAGGAATCATOCAGARAGOCGACGOCARTAAGGA
aagTeTCTTCH COTACGAATG Tea00T TTACGOGTOACACCAAGATCCACACCGGAGA

TGGATCATGTTTACC reTar TAGCGGACO! T

acaToATG TCTTGGACTATTATCAGTACAGACCGGGC CTGTTAAGATGOTTGTTAGAG
AAGAGATT CAAGAAG

TCGAATTCACGTCCTAGAGTTGAGCGAGAGCCGCTCTATCCAMCCCATAGCTTTCCCGAGACGCAATTCTICGGCGTGACGGRCCTACCAAAATACTGAT

TCCATTCGCT TTTCAGAG! TGO GAANTCGAC
ACGGTTGCGATGCGAGGTTGTCTGATTAT: T TACACGC a6

TGAGATCTCGCAGTCACCCATGTTGAATACATGATCAACTTCATCCACAAACTCAAGCATCTCCCAGAGAAGTACATGATGAACAGTGTTCTAGAGAAC

CAGCGCATGTTCGAGAAACAACCCTTGCGACTT \CCTCCACGACAACTTCAGCGAGTC TTCCaCoaT
AGCTCTACCTATCTCGCTTGRCTAACCTCACTCTICTCCAGGTGTGCAATTGGTTCATCAACGCTCGAAGACGTATCCTGCCAGAGATGATTCGTCGOGA

ATGGATC 2l \CTACH TGCGAAGGATGCAAGGGTTTCT
TG TGACTCCATCGAGAACGTAAAGGOCAAGATC \CAAGAAGGCATCCC
AGCGAGATCGATTCAGAAT XTTGATAC! (CTCCCGGATTC TTCAAGTTAGCGGCACG!

GGAGTTGATGTCAACTTCAGGTAACAACCGACGTGGCAGTCAAGTCATCAAAGAGCTTGGAGCGATAAGCAAAAATGTACAGCGAATCTGATTGTGACG
GCTTCACAGAGAACCATCGCTCOGAGGACACACCAGTTCAATACGAAATTGACAATTCAAGAACGGTTCGTGATGAGAGACGGAGGGCGACTCATAACG

CTCTCTGRAACAAATGTACTAAGTGG TGTTCCCATTE TCTTCGAGCGCG

TICAATGTTACCTGCAATGTAGAATCACCCCTTGGAATCCAAATCAGGT GGAAATGGGACTATCCAGGTCTTCATAACCCCAACGCTAATCCCAATAATT

AMOGTTGTTAGTCCTOGCTT TCTOTAGOTGGACE TAGTCGAGH
ror o TTAGCCGOTATTAACAGAGCAGTCAAGATGGCTGTATCAGAGTGTOGATAGOAGTT et

CTCTTGTOAMGATTOO0GGGACTIACTGTTGAACAGO ToGAGT roAT cTaGeTOsE

T60 COTTOGGOGACATTT Teor To

TeoTTe GATAGAA T {TTOGATGOCTTCC TGTTCATOCTGG

GATTC TATCAT (GCAGAGAGTTC TCTOOGTTATGACTOTAGATAAGAAG

GCTAAATTGTGOAAGTCCOACACGTGGTT TARAGCTATGTCAGGTCCAT TCATTOO CAAGGCGOCATGC

TEGTGGTGE TCTTGTGTCAGACGTGTGRGCARAGETTTGRGOGCAAGGACCATTTAGT (GCAAGAGTCACAA

ATAATTGTTCTO0AGC TGAMGCGTAGTOO! AMAAGGOTTACG

ATAGCACCCTGOGGOGCCTAGTACT o riGGaGTor Scomam

AGCTCACCGAGACGCTCOGACGTTCTCOGACGGGTTCOGCTTCATCAACGGACATATCOGCGAT GOCTACGAAGCGTCAACGAT TAGATGAGACTTCATC.

TcACCC TITCAATT: TAACTTC TCCATAMG
[ \GAACGTGCT e TCAAG
ATACTGCTACAAGCAGCGCCGTTCCAAGATATTTGTCTGTGAGGAAT GCGGCATCACGACCGAMCCGCCGATTTTCACTACGACCACATCAAGGAGATA
GAGGTTCACGTGCGACGTTCC! TTTCGCCTGTGACATTTGCCAMAGACGTTCGACK \GCACCAC
TCACATCTT/ TTCCCGTGTAACTGGC! TTTTGOGCGGTCTGACGAGCTTG

AGTCTATGGCAAGACCTCGCATCTCAAAGCTCATCTGCGT JGACCCTTCGTTTGCAACTGGCTTTTCTGCGGGAAGTCGTTCACG

TCANTGTACATCACTCAGGGACCACTCAGCAAGGAA GGCCCTTGTCACTTT

AMOGAGCCAAT! cm TTCACCATG oy T

GOTTACTOTGACTIGAGACCTCAAGACTCATCTTCGATCOCATAC Tec cerTereTA
(GACCACCGOBCTEAGCT TIATCTGAT CATGAATTCOTACGGCATGBACACCTOTCATATGACK

CGEOGATCAGGGAGGACAAGGTTTACAGACTACCAGATTAAAGTTCTACAGGAGTTTTTCGAAAGCAATGCCTACCCTAAAGATGATGACCTCGACCACS

ToTeACGAACT TATGGOAAGCAT \GOOATICARATGT TTCTCARGATG reTor
CACGATGTGTGGTAAGAAGOTGAGTICTACGAGTTCCTT TTGATGOATICTGGAGAGOGTOOOTTTAG
ATGTGATGGOAGCAGAGACTGTTCAGTOATTCOCAGAAGTCAAGH TTGATAT T
ACCAGGAGCGTCCATTCOGOTGTGATTGOTGTAGCAAGGGATTCTO0AG ot TGACTOAC
e TGTACAGTGTARGOTATGT rTToTG TTAAACGAGCACATGAATGTTCATTG CoTAC
TIGOCTGAAGTGRTTT: TCOAGTTCTTGCTTCACATOCE TTAAGOCTTTOMGTGTARCATGTGCGG
AGTTTGATCARG TATOGGOTCAGOCTATCGTATCOT GOTTGTTTCACACCT GOTTTOAGAT T
COTTCARCTT TATCCATGCT ACCATTGOATGTOOTGTGACTACAAGTGTGOTGACAAAGGOAT
GGGAAACOACTGOGACTTTTCATACGAGATTT TTTCTT CAGCTTT: TCATTTGO!
AACAGARAATTAC T TCATCAGOTGAACTTGGTOGT T T
GOCGAATGTGAGTTTAGAGGTGCAACGAA ATGOCCGOGTON T v
AAGAGCT r TOCTTAGY (GTCACCGCCROCACCCTTTGAAGAAGCOAACGACAGCAGTAGOGAGS
TCAGGOCTIGO0CT ar T TGAGGCACCCGTTORACG TCCROCTAT
TCGOCCGATIGGATTATGGO CTTTGAACGTARTOG
GOCGOTTICAOTCRGRTCTGCRGGTTATAGCTTT TaoT GOCATTCAGAGATTTGCTC
TACCTGGCATTTGRGCACTICTTGOGTITANGEY NTTIGCGATACTTCOOATTC TCTATGTACTC
GGTIGANTTTGAGD TGCGTCATAACO! TOCOTATTT TGGTCA
ACGAGCTGTTOGECCACACBCARGTACCTCCCACTIAGAAGCGARTAACCD TTCAACCCTGGCCRTCTCTCARCCAGGTATGCARTCA
COGACCATTATCAACAGACACTCCANTOOGCG CoATTA GATaC0AR
TTCATACGCTT TaAGATC
CGO0GCATACBGCCGAT NTTATAACAACGGTGCANTCTCAGCTAACOGACGCAGTTTTGCTCCTTGOATICTGAGCCCG
TGGCATIGATOGTTTCAGGAGGOCAT TGGTTTATATGAAGGANCATGGATCATTTGAAGTCATTGGGRAMACOCTTGATGATGCGB0AG
TTCoT TTGOGGGOATAGAGGTCORTTGOGATCTATATICGGAGATARCTATICACOC)
AGAGATOACGTGGACCAMAGOTGATTGATTACGGGACTAGCCAT TCTAGATCOGGOTAMATT "
(COCAGATGAGCTTCTCCCTOATAATCACTTAATCTGAGO! TTARTTG \OGACGOGACCAAGT
aceTooT™ TCAGTACAAT TTAACOGGCCATT? T
Acca G TTTATOATT TeTaTo TTACGRTG
Rt G \CGCGOTATTCAGACGTTATT OTGGGOTCGAT




Note 1. Concerning Figure 2A

The Red Line demarcated in Figures 2A1-2 represent a two-fold change in gene expression from moderate abundance onwards.

Hundreds of technical replicates were compared using the nCounter Analysis System

In no instance has the code count between technical replicates, for any given gene, deviated beyond the demarcated threshold.

This serves to indicate the limit beneath which variation can be attributed to error in the instrument.

Such error increases when measuring exceedingly low abundance levels and the demarcated red line shown in Figure 2A1-2 reflects this phenomenon.

Note 2. Concerning the handling of Raw Code Counts (RCC)

Data manipulation outlined below is per Lane

1.3 ALL NEG controls (Barsi code v2 #188 through #197)

2. Calculate NEG NORM Factor as follows: 25 / (value obtained in step 1)

3. Multiply ALL the reads by the NEG NORM Factor obtained in step 2

4. Background correct by subtracting the Gene specific noise for each gene (only if the NO RNA runs suggest this is necessary)

5. If the counts for any given gene transcript turn out negative after Background correction, replace ALL negative values with 0.1 (if step 4 was not required, then step 5 may be ignored as well)

6.3 ALL counts w/o controls (Barsi code v2 #1 through #181)

7. Calculate POS NORM Factor as follows: 500,000 / (value obtained in step 6)

8. Multiply ALL the reads by the POS NORM Factor obtained in step 7

9. With the values obtained in step 8, calculate the following ratio: Experiment / Control

Note: In those instances where only one of the two values used in step 9 has been floored @ 0.1: replace the Ratio with a value of 0.5 iff Experiment was floored OR replace with a value of 2 iff Control has been floored

10. The values obtained in step 9 > 2 represent the Fold Difference UP

11. Furthermore, calculate the following: 1/ (value obtained in step 9)

12. The values obtained in step 11 > 2 represent the Fold Difference DOWN

13. Another useful way to assess fold difference is to calculate the following: Log(2) [value obtained in step 9]

14. Values obtained in step 13 > |1l represent Two Fold Difference, where (-) indicates DOWN & (+) indicates UP

15. Remember that the Ratio obtained in step 9 is meaningless for those instances where the Background corrected value has been floored @ 0.1 in step 5

16. Graphically represent data in the form of a labeled Scatter plot [i.e. x(Control) vs y(Experiment)]



