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This file contains Supplemental Figures 1-3 and Supplemental Tables 1, 4 and 5.

Supplemental Legends

Supplemental Fig. 1. Phylogenetic incongruences between horizontally transferred LTR-RTs and
species trees. For each transferred element, the reverse transcriptase domain was used as a query for
a homology search against the NCBI nr nucleotide database using the blastN algorithm and excluding
the species involved in the transfer. Sequences were aligned using Muscle and a phylogenetic tree was
built using a maximum likelihood method with 100 bootstrap replicates. Both the alignments and the
phylogenetic analyses were performed using SeaView software on a LINUX platform. Left : TE tree;
Right : species tree.

Supplemental Fig. 2. Wet lab validation of the HTTs. For each analyzed HTT (see Table 1), a picture of
the electrophoresis of PCR amplification of LTR-RTs using DNA material of the species involved in the
transfer (see Supplemental Table 4), a schematic view of the LTR-RT with the location of the region that
was amplified, and a snapshot of the multiple alignments of the sequenced PCR products together with
the sequences that were mined out from the genome sequence are provided. Asterisks indicate the
positions that are diagnostic for species identification.

Supplemental Fig. 3. Functional annotation of the LTR-RT families involved in HTTs. For each HTT
one element per species was selected for the presence of functional domains. Long terminal repeats
(LTR), open reading frames (ORF) and non coding regions are represented as blue arrows, dark gray
boxes, and light gray boxes, respectively. The domains represented include GAG (for UBN2 superfamily
domain, pfam14223), pre-INT (for GAG-pre-integrase domain, pfam13976), INT (for integrase core
domain, pfam00665), RVT (for reverse transcriptase domain, pfam07727) and RNase H (for
Ribonuclease H domain, cd09272). BG12 is not included because it was previously described in ref. 14,



BC1 : grapevine / palm

PhyML In(L)=-2125.6 703 sites GTR 100

100

100

53

replic. 4 rate classes
palm_PDK_30s881351_3222_8251

vine_R252_sub0_chr19_7582998_7589117

vine_R252_sub0_chr3_15638062_15644610

populus_trichocarpa_AC216688

r populus_trichocarpa_AC211726

populus_trichocarpa_AC182720

— populus_trichocarpa_AC209265

BO1 : clementine / grapevine

PhyML In(L)=-6167 4 2205 sites GTR 100 replic. 4 rate classes

100

9

0.05

cine_max_AC236233_GM_WBc0210H12
clementine_scaffold_3_4701449_4706188
clementine_scaffold_14_1054408_1059224
%J
clementine_scaffold_88_912393_917140

_scaffold_118_373220_378047

; vine_R30_sub0_chr15_5650434_5655245

? vine_R30_sub0_chr8_13752129_13756919

£

- vine_R30_sub0_chrd_18808041_18812850
k7
— vine_R30_sub0_chr13_8331402_8337909

r— vine_R30_sub0_chr5_16306469_16311240

5 Vine_R30_sub0_chr2_16416251_16421016
vine_R30_sub0_chr8_18068844_18073616
éz vine_R30_sub0_chr19_5470021_5474861
[ vine_R30_sub0_chr3_1§123334_18128106
vine_R30_sub0_chr5_18560639_18565946
g
vine_R30_sub0_chr7_750739_756377

EZVMLR}O’;“W’CWZJ 4889975_14894746

5
vine_R30_sub0_chr14_20762843_20767675

Ezvine,k{fil],sub(),chr167863960 1_8646045

vine_R30_sub0_chr18_17804255_17809186

“vine_R30_sub0_chr18_29140490_29145922

~clementine

grapevine ]

poplar

lotus —

soybean

grapevine

Supplemental Figure 1



BO2 : clementine / grapevine

PhyML In(L)=-11293 4 4025 sites GTR 100 replic. 4 rate classes 005

populus_tri _NW_002369223_scaffold_3399

[ clementine_sca_25_869874_874942

vitis_R255_chr2_9505105_9510190

vitis_R255_chr9_5019862_5024912

vitis_R1814_chr9_6376050_6381056

BO3 : poplar / grapevine

PhyML In(L)=-6789.6 1677 sites GTR 100 replic. 4 rate classes
lotus_AP010443

medicago_truncatula_AC225520
2

énedicag(uruncmu la_AC203547

medicago_truncatula_AC170583

medicago_truncatula_AC160628

100 populus_R883_scaffold_14_11281730_11286829

100 [ vitis_R100_chr5_19406350_19411458

[~ vitis_R100_chr12_19759220_19764295

9
#1

[ vitis_R100_chr6_3223592_3228679

54

= vitis_R100_chr10_2355887_2360971

poplar

clementine

grapevine

0.1

lotus

medicago —

poplar

grapevine

solanum_lycopersicum_AC244279

tomato

solanum_lycopersicum_AC245363.7

Supplemental Figure 1



BO4 : poplar / grapevine

PhyML In(L)=-26735.5 3893 sites GTR 100 replic. 4 rate classes

100

100

| _CT573077
glycine_max_AC235891
populus_R202_sub0_scaffold_16_7809731_7814603
populus_R202_sub0_scaffold_5_25260766_25265607
populus_R58_sub0_scaffold_11_633651_638615
100 | - populus_R58_sub0_scaffold_11_16365927_16370979
00
populus_R58_sub0_scaffold_868_1178_6275
f vine_R47_subadd_chr7_random_1114242_1119225
0
vine_R47_subadd_chr14_22379585_22384630
— vine_R47_sub0_chr14_25157448_25162462
— vine_R47_sub0_chrUn_12916232_12920957
5
r5— vine_R47_sub0_chr12_16388963_16393699
e vine_R47_subadd_chr15_20087224_20092126
7
E vine_R47_sub0_chr19_18085032_18089846
0
vine_R47_sub0_chr7_14076115_14080899

52

o vine_R47_sub0_chr5_random_254171_258948

[ vine_R47_sub0_chr6_5689801_5694656
9

vine_R47_sub0_chr14_5899970_5904812

yo

— vine_R47_sub0_chr10_7734045_7738801

solanum_tuberosum_EF514213

BOS5 : castor bean / grapevine

PhyML In(L)=-5257.0 1633 sites GTR 100 replic. 4 rate classes

populus_trich _NW_002369131

ricinus_30198_926598_931666

100

ricinus_29687_23750_28791

2

0.1

medicago —

soybean

~ poplar

grapevine

vine_R84_sub0_chr11_7897924_7903009
8

— vine_R84_sub0_chr13_6956056_6961227

vine_R84_sub0_chrl_17672002_17677154

— vine_R84_sub0_chr2_17960569_17965512

potato

0.05

poplar

castor bean

[ vine_R84_sub0_chr5_12205214_12210296

grapevine

— vine_R84_sub0_chr5_20538372_20543298

Supplemental Figure 1



BOG6 : grapevine / peach

PhyML In(L)=-6162.6 1313 sites GTR 100 replic. 4 rate classes

100

medicago_truncatula_CU062622

di la_CU459040

100

la_AC167403

peach_scaffold_2_11604941_11610217

100

vine_R60_sub0_chr15_2800122_2804744

vine_R60_sub0_chr13_22429700_22434326

[ vine_R60_sub0_chr19_19925332_19931968

B6

- vine_R60_sub0_chr3_17616629_17621102

100

[ vine_R60_sub0_chr7_12544208_12548882

b

= vine_R60_sub0_chr8_3469962_3474700

BO7 : peach / poplar

0.1

PhyML In(L)=-8453.9 1444 sites GTR 100 replic. 4 rate classes A

o

0f
populus_R49_sub0_scaffold_5_4158943_4164048

glycine_max_AC235213

. gcachfscmffuldjjﬁ155275236638

peach_scaffold_4_2036397_2039789
apple_P003960P159_8636_13845

apple_P000589P336_4682_9780

100

' Lapple_P007526P239_12316_17407

apple_P007614P438_3804_8872

20

apple_P004041P132_4_5031

6
apple_P011865P232_2947_7997
8

apple_P022100P163_8139_13284
E
apple_P002498P218_5432_10450
5 populus_R49_sub0_scaffold_1_25999972_26005059

populus_R49_sub0_scaffold_6_22550541_22555596

8
populus_R49_sub0_scaffold_19_14635568_14640607

” vitis_AM448008

vitis_AM437470
1

vitis_AM454465

vitis_AM427506

8
vitis_ AM474266

vitis_AM458933

0.1

medicago

peach

grapevine

soybean

peach —

apple —

poplar

grapevine

Supplemental Figure 1



BO8 : common bean / tomato

PhyML In(L)=-3093.8 1683 sites GTR 100 replic. 4 rate classes —0l .
vitis_AM467619 grapevine
Jatropha_Jcr4S06305_12655_17417 J at ro p h a
phaseolus_scaffold00056_length_1142443_1147910 common b ean
=

— solanum_lycopersicum_chr10_16289484_16294116 to m ato

BG4 : millet / sorghum

PhyML In(L)=-11887.6 2894 sites GTR 100 replic. 4 rate classes 0.1
iticum_acstivum_FNS64437

riticum_aesticum_FN564437

wheat

triticum_aestivum_FN564437
triticum_aestivum_FN564437
millet_scaffold_3_31189935_31197806
100 millet_scaffold_4_24276521 24284256
?\llen,scaﬂ‘nld,l,22483268,224% 193

millet ———— ]

millet_scaffold_4_22545222_22552978

3
100 millet_scaffold_2_22481440_22489193
0 0
millet_scaffold_6_16038965_16046718

oryza_AP004755

oryza_punctata_AC225787

rice —

oryza_sativa_AP003756
oryza_sativa_AP003755

sorghum_R34_sub0_super_13_712784_720423

sorghum_R34_sub0_super_29_351565_358863

100

sorghum_R34_sub(_chromosome_2_33432241_33439879
6

s}olghum,RSanubO,chl romosome_2_32843619_32851285
i sorghum

sorghum_R34_sub0_super_18_380598_388484

RBrghum_R34_sub0_chromosome_2_35698148_35705767

Borghum_R34_sub0_super_16_1021259_1028891

7wrghum,R34,sub0,supc|,l 78_9882_17541

zea_AC203072 ma iZe

Supplemental Figure 1



BGS8 : millet / sorghum / rice

PhyML In(L)=-6819.6 1527 sites GTR 100 replic. 4 rate classes
brachypodium_sylvaticum_119638436

100

00

sorghum_R132_sub0_chromosome_2_10039609_10044227

sorghum_R132_sub0_chromosome_10_44757345_44762097

sorghum_R97_sub0_chromosome_4_9872613_9877580

L sorghum_R132_sub0_chromosome_1_22794848_22799353

Lrice_R39_subl_chromosome12_IRGSP_p_21253770_21258501

millet_scaffold_2_9603672_9608605

T 0r millet_scaffold_1_34047567_34053011

10 millet_scaffold_2_5814271_5819746

7
millet_scaffold_2_12178080_12183526

panicum_virgatum_AC243228

panic

um_virgatum_AC243242

ys_| yela_FO203443

BG11 : millet / maize

PhyML In(L)=-9334.5 2239 sites GTR 100 replic. 4 rate classes
triticum_aestivum_FN564437_BAC

100

triticum_aestivam_HF541876_chromosome

100

hordeum_vulgare_AY040832_Ty3/gypsy

8

00

zea_1_46649087_46655990

zea_1_47516802_47523274

zea_1_47854711_47861658

zea_1_47943810_47949022

Eanicumj irgatum_AC243233_clone
6

oryza_punctata_AC214408_clone

oryza_minuta_AC229938_clone

zea_1_47450742_47457605

oryza_officinalis_AY955098_clone

millet_scaffold_1_11817375_11823915

millet_scaffold_1_4783482_4790329

millet_scaffold_1_13052106_13058860

H millet_scaffold_1_12884933_12891764

brachypodium

sorghum

rice —_ —

millet

panicum ——

bamboo

wheat 7]

barley ——

panicum —

rice

millet ——

maize

Supplemental Figure 1



BG12 : rice / sorghum / maize (Route66)

PhyML In(L)=-11085.8 19000 sites GTR 100 replic. 4 rate classes 005

rice_R91_sub0_chromosome02_IRGSP_p_1767921_1772840

rice_R91_sub0_chromosome06_IRGSP_p_25701456_25706265

sorghum_R121_sub0_chromosome_6_35883705_35888605

maize_R67_sub0_chromosome_AGPv2_3_1_99504221_99518658

—maize_R67_sub0_chromosome_AGPv2_4_1_32517869_32528453
[ maize_R67_sub0_chromosome_AGPv2_1_1_116055387_116060058
9
— maize_R67_sub0_chromosome_AGPv2_1_1_232846307_232854511
1
maize_R67_sub0_chromosome_AGPv2_5_1_101144442_101148250
8
gnaize_R67_sub0_chromosome_AGPv2_6_1_73861014_73865933
maize_R67_sub0_chromosome_AGPv2_7_1_85858212_85863109
L maize_R67_sub0_chromosome_AGPv2_5_1_4329107_4334003
10
b1
- maize_R67_sub0_chromosome_AGPv2_1_1_31489899_31494795
2
- maize_R67_sub0_chromosome_AGPv2_6_1_126816983_126821884
74
~maize_R67_sub0_chromosome_AGPv2_2_1_84656782_84660755
p6

“maize_R67_sub0_chromosome_AGPv2_4_1_186598559_186603479

BG19 : apple / peach

PhyML In(L)=-1286.3 276 sites GTR 100 replic. 4 rate classes 002

ple_P001769P314_3452_8742
99 apple_P001769P314_3452_8742

apple_P008071P649_3055_7949

apple_P022056P274_10491_15469
apple_P021327P112_39417_43839
7 apple_P002246P341_9248_14647

apple_P004225P333_29471_34606

apple_P007017P605_17251_22305

a%ple,POlOZSﬁPl 17_1226_6565

apple_P007269P340_1781_6092

apple_P004186P253_12888_18129
apple_P029124P19_5980_10313
peach_scaffold_1_53142_58410

70 peach_scaffold_7_3319218_3324505
peach_scaffold_8_2910338_2915639
Pyrus_PbRTybl 1

Pyrus_PbRTzs19

Pyrus_PbRTyb16

Pyrus_PbRTyb23

Pyrus_PbRTzs17

94 14

Pyrus_PbRTzs25

Pyrus_PbRTyb6

Pyrus_PbRTzs16
Pyrus_PbRTzs6
Pyrus_PbRTyb2
Pyrus_PbRTzs12

Pyrus_PbRTzs14

rice

sorghum T

maize——

apple

peach

pear ————

Supplemental Figure 1



BC1 Grapevine / Palm

Grapevine
Palm

758 pb = —

4 | 14

Grapevine (in silico)
Grapevine (wet lab)
Palm (in silico)
Palm (wet lab)

G
G
G0 (G
* *%x X * ok * % * *oxk * ek * k xRk *

BO1 Clementine / Grapevine

Clementine
Grapevine

«

1519 pb = ot

 —

Clementine (in silico)

G (i G G G ﬁ G
Clementine (wet lab) G GORlGH G G G G
Grapevine (in silico) G G G G G ﬁ G
Grapevine (wet lab) G (e G G G G G
* *

Supplemental Figure 2



BO2 Grapevine / Clementine

Grapevine
Clementine

1473 pb = —

—

G G
G G
G G
G G ]

Grapevine (in silico)

Grapevine (wet lab)
Clementine (in silico)
Clementine (wet lab)

:s:\c\c
:s:\c\c
:s:\c\c

BO3 Grapevine / Poplar

Grapevine
Poplar

583 pb = v e

q

L

Grapevine (in silico) G o
Grapevine (wet lab) €6 G o
Poplar (in silico) o o
Poplar (wet lab) 5 i

mmmm
nnnn
nnnn
nmnn
n:\nn
nnnn

Supplemental Figure 2



BO4 Grapevine / Poplar

Grapevine
Poplar

378 pb = - o

/\

G G (i
G G G
G G G
G G G

Grapevine (in silico)
Grapevine (wet Iab)
Poplar (in silico)
Poplar (wet lab)

BO6 Peach / Grapevine

Peach
Grapevine

1132 pb = o

RN

Peach (in silico)
Peach (wet lab)
Grapevine (in silico)
Grapevine (wet lab)
*

onc\:\
mmmm
mnmm
onc\:\

oy

@

Supplemental Figure 2



BO7 Peach / Poplar

Peach
Poplar

2430 pb = ]

.

Peach (in silico) 6 GGG a G G GGGG
Peach (wet lab) « GORARAG GG G (
Poplar (in silico) G GGIRARAG 5
Poplar (wet lab) 6 6 5 GG G

GGG

i

=]
omom

BO8 Common Bean / Tomato

Common

Bean
Tomato

1188 pb =

L 8
¢

o e e ey
o e e ey

Common bean (in silico) 6 G

Common bean (wet lab) (el G

Tomato (in silico) 66 5

Tomato (wet lab) 6 y
*

G i
o G
GG
GogofG

* * % * *

Supplemental Figure 2



BG4 Millet / Sorghum

Millet
Sorghum

510 pb = 8 v

G G
0 {
G -
G -
* * * *

EEEEEE

Millet (in silico)
Millet (wet lab)
Sorghum(in silico)
Sorghum (wet lab)

* * *k *%

BG5 Millet / Sorghum

Millet
Sorghum

1195 pb == w w

AN

Millet (in silico)
Millet (wet lab)
Sorghum(in silico)
Sorghum (wet Iab)

o oo o
(A=

Supplemental Figure 2



BG6 Millet / Sorghum

£

>

- ey

z °

s 3

1033 pb = )

o

Millet (in silico)
Millet (wet lab)
Sorghum(in silico)

G
6
G
Sorghum (wet Iab) o

BG7 Millet / Sorghum

GGGG
GGG
GGGG
GGG

G Gt G
G Gt G
G Gt G
G Gt G

Millet
Sorghum

1126 pb = v v

T

Millet (in silico)
Millet (wet lab)
Sorghum (in silico)
Sorghum (wet lab)

G

G

G

€
* * *

G

g

G G GG

G (d GG
* "Hc

Folokok:

(¢ G
(¢ G
* * k ok kkk

* %

Supplemental Figure 2



BG8 Millet / Rice / Sorghum

Millet
Rice
Sorghum

1503 pb = Vv

Millet (in silico)
Millet (wet lab)
Rice (in silico)
Rice (wet lab)
Sorghum(in silico)
Sorghum (wet lab

* * % * * % *

BG9 Millet / Maize / Sorghum

- ° E
s g g
2395 pb = e W e

it £

Millet (in silico)

Gt G
Millet (wet lab) G G
Maize (in silico)
Maize (wet lab)
Sorghum(in silico)
Sorghum (wet lab
*  kk k% *%

** * *k

Supplemental Figure 2



BG10 Sorghum / Maize

sorghum
Maize

1337 pb = -

-

=

sorghum (in silico) GGG (§ GG GG GG G ¢

sorghum (wet lab) GGG G GG GG GGORANAG (

Maize (in silico) GGG (« G G G G G C

Maize (wet lab) 666 G G 5 G G G 4
*  x % * ** * * S ** K

BG11 Millet / Maize

Millet
Maize

449 pb = o -

(AR aEaE]

Millet (in silico) GG G G G
Millet (wet lab) GG « G G
Maize (in silico) o G G GG
Maize (wet lab) G g G 66

* ok ok ok kdokde ok * * ok * * * Sk * % * o *

Supplemental Figure 2



BG14 Medicago / Soybean

Medicago
Soybean

979 pb = - e

Medicago (in silico)
Medicago (wet Iab)
Soybean (in silico)
Soybean (wet lab)

BG19 Peach / Apple

G ¢ (i G GGACG
G ¢ G G GGACG
G G (i G GGACG
G G G G GGRCG

:s:scscs

Peach
Apple

«
«

940 ph =—

o / \

Peach (wet Iab)
Apple (in silico)
Apple (wet lab)

mmmo
mnmo
@@ oo
@ e o oe
@ @ o e

Supplemental Figure 2



BG20 Peach /Apple

Peach
Apple

1466 pb =— w

.

Peach(in silico) G G
Peach (wet Iab) G G
Apple (in silico) G ﬁ
Apple (wet lab) G G

mmmm

BG21 Peach / Apple

5 e
© Q.
jJ) Q
a <

1069 pb = - @
=

.

Peach (in silico)
Peach (wet lab)
Apple (in silico)
Apple (wet lab)

Supplemental Figure 2



BG22 Peach / Apple

Peach
Apple

1077 pb =— v

—

Peach (in silico) G
Peach (wet lab) G
Apple (in silico) G
Apple (wet lab) G

BG23 Peach / Apple

Peach
Apple

«
¢

1981 pb =

Peach (in silico) (i
Peach (wet lab) G
Apple (in 5|I|co) 5
Apple (wet lab) g

Supplemental Figure 2

e ]

csc\cs:\

G
G
G
G

oc—som



BC1

BO1

BO2

BO3

BO4

BO5

BO6

BO7

BO8

B LR = ORF GAG O RVT

~ NC = UBN ] RVE ] RNaseH
gepoie () T IR
LT O B s S
dlementine (4) = — g
grapevine (17) [ |
cementne (1) |
gopeine () [ ——
grapevine (4) [ ! —
o () [ i
gepeiine (13) [ |
poper 6 [y | Emmm
cosorbean ) [yl ||
gepeine () [y |
gepeine 0 I |
peach () [ —— i —
pech @ Dy | S
poper () Iy |
commanbean (1) I BT
ora () T | T

miet(11) [ o e e
soghum (29) - [y e —p——] )
milet @ [ I -

sorghum (1) EEE H -]

miet(t) TR TR — 3

sorghum (17) — H — o ——
miet 3) I ———

sorghum () [y e |

mietce) [ |
o (1) | T
sorghum (10) [y I

e B 1 —— e — o e —————
milet (18) === o ———
sorghum (3) - [— 3

maize (2)

— ] -

Jreee e By T

LI~ e - 1 — o ——

e m—
e m——

maize (400) [T
LETCDI - ——

BG14

BG16

BG18

oommonbean(1)ﬁ= :: = =
pgeonpea (1) By i |

medoago (2 [y ||
sopean @ DO I — ]

pgeonpea (1) BT I I
soypean (9 YT | BT

pigeonpea (1) - By

soybean (2) =Q. ™

= S s —
! m

lotus () t= - —
pigeonpea (2) [y |

wsaa@®) T EETTIETR
ot (1) I |

ape (17 [y |

peach () [T =
SR (I s S B m—
peach ) I |l
oppe (13 [y |
pecch (17) Iy |

apple (4) =:= I =:=:l=
pesch () [y | B E T

ae@ [y
peach (6)

Supplemental Figure 3



Supplemental Table 1. List of the 40 species used in our comparative genomics survey.

Species

Monocot/Dicot

URL Link

Manihot esculenta
Ricinus communis
Jatropha curcas
Linum usitatissimum
Populus trichocarpa
Medicago truncatula
Lotus japonicus
Phaseolus vulgaris
Glycine max
Cajanus cajan
Cucumis sativus
Cucumis melo
Prunus persica
Malus x domestica
Fragaria vesca
Cannabis sativa
Arabidopsis thaliana
Arabidopsis lyrata
Capsella rubella
Brassica rapa
Thellungiella halophila
Carica papaya
Gossypium raimondii
Theobroma cacao
Citrus sinensis

Citrus clementina
Eucalyptus grandis
Vitis vinifera
Solanum tuberosum
Solanum lycopersicum
Mimulus guttatus
Aquilegia coerulea
Musa acuminata
Sorghum bicolor
Zea mays

Setaria italica

Oryza sativa
Brachypodium distachyon
Hordeum vulgare
Phoenix dactylifera

Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Eudicot
Monocot
Monocot
Monocot
Monocot
Monocot
Monocot
Monocot
Monocot

http://www.phytozome.net
http://www.phytozome.net
http://www.kazusa.or.jp/jatropha/
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.kazusa.or.jp/lotus/
http://www.phytozome.net
http://www.phytozome.net
http://www.icrisat.org/gt-bt/iipg/Genome_Sequencing.html
http://www.phytozome.net
http://melonomics.net/
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://csativa.elasticbeanstalk.com
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://banana-genome.cirad.fr/
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.phytozome.net
http://www.barleygenome.org
http://qatar-weill.cornell.edu/research/datepalmGenome/




Supplemental Table 4. Description of the DNA material used for wet lab validations.

DNA Sample Genus Species Source/Origin

apple Malus domestica cv. Royal Gala, commercial variety

bean Phaseolus vulgaris cv. Regalia

clementine Citrus reticulata commercial Corsica variety

grapevine Vitis vinifera TLH11 clone, provided by Patrice This, INRA Montpellier, France

maize Zea maize B73, IRD Montpellier, France

medicago Medicago truncatula provided by Christophe Roux, University of Toulouse, France

millet Setaria italica cv. B100, University of Orsay, France

palm Phoenix dactylifera cv. Medjoul llicitan, provided by Norbert Billotte, CIRAD, Montpellier, France
peach Prunus persica sampled in a local orchard, Perpignan, France

poplar Populus nigra sampled from a single tree, University of Perpignan campus, France

rice Oryza sativa Nipponbare, provided by Emmanuel Guiderdoni, CIRAD, France

sorghum Sorghum halepense BTx623, provided by Angélique D'Hont, CIRAD, Montpellier, France
soybean Glycine max cv. William 82, provided by Jennifer Wood, University of Georgia, Athens, USA
tomato Solanum lycopersicon  cv. Marmande, commercial variety




Supplemental Table 5. Primers used for wet lab validations.

HTT Forward primer sequence Reverse primer sequence Amplicon size (bp)
BC1 TGGGTGTATTTGTTATCCTCTC GTCCCATGTTTCATTAGAGCAG 758
BO1 TTCTGATCATCCAGGAATGGT TCTAGAGGAAGACAAATGCCC 1519
BO2 ATGTATTTGAATCACCCACCAG TTTCCCTTGAACCATACTCCA 1473
BO3 GAAGTCACGACATACTACAACC GAAGGATTTGAGAATTGTGGAG 583
BO4 GTCAAACCTATTGGGAGTAAATGG  GAATTGTACTGCGAAACTTCTC 378
BO6 GAAGAAGCAAGACTTGATATCC CATCCTTCATTAGTCTAACGCC 1132
BO7 TGTTAGAAATGGTTCGTGCT TCAACCTCTACATGCTTGGTC 2430
BO8 ATGTTGTTGAATCTGGAGTAGC TAACTTGAGCAATCAAACCC 1188
BG4 CCTTTAGTTGAAAGTTGTGCTG ATATGTGGAATCACTCCCTC 510
BG5 TCTTGACTTCTTGAGCGAGG CTGAAGGAAACTCTGTGACGA 1195
BG6 GCATTCAAGGAGATATTTGTGG TGGATTTACTGATTTGGAGG 1033
BG7 TCTGTACCTCCAACAATTGG CTAGAGCCAGCAGAATCATCC 1126
BG8 TGTATGTCCAAGGATCTAACCA ATTCTGTTGTGGAGTATGGG 1503
BG9 CACTTTGCTGCTGATTGCCC AGCACATACCACTTCCCACC 2395
BG10 CTGGGTATGGTAATTCTTTACC GTGTATTCTTCATGGGAAACTC 1337
BG11 GCTGCATATCTTGATTGGGA CACTTCACGTTCAGCTTTGC 449
BG14 CCCAGGTACAATTGAAGGGT GCATTCCACTGCTTTGAACTC 979
BG19 CAGCATGGACTAAGGTTCTC GACCTCATCTAAAGTACCCA 940
BG20 CTGTGCACTGTAAGATAGGA TCCTTGGTCTGAATATCCTG 1466
BG21 TTGTTGTAAGCAGAGATGTGAC CGCTCTATCTCTTTCAATTTCC 1069
BG22 GTGCTTCAAACTCTAACAAGGG CATATCTGTAGTGCCATCTCCA 1077
BG23 CATAGAGATGAAGATAGCTGGG GTGGTTCGAGATTTGGTGTG 1981




