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Figure S5. Consistency of global gene expression patterns in multiple clones and subclones of the 129TF-R1A
fusion. Four clones/subclones are used in the comparison, including 129TF-R1A(clonel) and 129TF-R1A(clone3),
which are two primary clones derived from the 129TF-R1A fusion, and 129TF-R1A(clonel-2) and 129TF-
R1A(clonel-4), which are two subclones derived from 129TF-R1A(clonel) . Expression level is measured in TPG.
In panels A-C, expression of 129TF genes (left plot) or R1A genes (right plot) in 129TF-R1A(clonel) is plotted
against expression in other clones/subclones.



