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Figure S4. Occluded genes appear randomly distributed in the genome. The distribution of distance 
between neighboring genes for the 790 occluded genes in 129TF (A) is highly similar to the average distribu-
tion of distance for 1000 randomly chosen groups of 790 genes per group (B). This is consistent with 
occluded gene being randomly distributed in the genome. Distance between neighboring genes was calcu-
lated based on TSS-to-TSS distance.
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