Supplementary table S1 : Parental strains and introduced modifications

Name Parent genotype Origin
TMS1-1a MATa his3-41, leu2-41, ura3-40, ade2-801, lys2-801,LYS2:: TETR-GFP, (Albert et al. 2013)
nup49-4.:HPHMX6 I/ plasmid : pASZ11-NupNop
Benl12-1a TMS1-1a + interRPS3-MRP22: :ura3::tetO-NAT This study
Jezl la TMS1-1a + interYLR353w-YLR354c::his3::tetO-NAT (Albert et al. 2013)
Ben3-1a TMS1-1a + interYLR092w-YLR093c::his3::tetO-NAT (Albert et al. 2013)
HTB24-1a TMS1-1a + interYLRO48W-YLR049C: :his3::tetO-NAT (Albert et al. 2013)
GA-1320 MATa ade2-1 can1-100 leu2-3,112 trp1-1 (Heun et al. 2001)
his3-11,-15::Pyyss-GFP-Lacl-HIS3 nup494::NUP49-GFP
BYS10 GA-1320 + MAT(194kb)::lacO-TRP1 (Bystricky et al. 2005)
GA-1325 GA-1320 + 1V(908kb)::lacO-TRP1 (Heun et al. 2001)
GA-1985 GA-1320 + TELXIV-L(11kb)::lacO-TRP1 (Hediger et al. 2002)
GA-2113 GA-1320 + TELXIV-L(11kb)::lacO-TRPI sir4A-::KANMX6 (Hediger et al. 2002)
W303-1a MATa leu2-3,112 trp1-1 can1-100 ura3-1 ade2-1 his3-11,15 (Rothstein 1983)
206R4 W303-1a + RS::E-HMR-1-TRP1-lacO::RS (hmr::lacO-TRP1) SIR3::URA3::4sir3::HIS3 (Bystricky et al. 2009)
sirdA-::KANMX
BYS100 MATa his341 leu2A0 lys24202 trpl1A463 This study
YGL117::TETR-mRFP-NATMX ura34::Pyiss-GFP-LACI-URA3
YCG34 BYS100 + XIV(20kb)::tetO-LEU2 X1V(515kb)::lacO-TRP1 This study
YCG54 BYS100 + XIV(20kb)::tetO-LEU2 X1V(240kb)::lacO-TRP1 This study
YCG54sinl BYS100 + XIV(20kb)::tetO-LEU2 X1V(240kb)::1acO-TRP1 sin1A::HPHMX6 This study
YCG54hhol BYS100 + XIV(20kb)::tetO-LEU2 X1V(240kb)::lacO-TRP1 hholA::HPHMX6 This study
YCG54asfl BYS100 + XIV(20kb)::tetO-LEU2 X1V(240kb)::lacO-TRP1 asf1A::HPHMX6 This study
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