
H0: μS1.i =!μS2.i    vs.%%%Halt: μS1.i≠!μS2.i

Test%sta+s+c:%
%%%%ti = c1(%MeDIP[S1,i] !%MRE[S2,i] ) –%c2(%MeDIP[S2,i] !%MRE[S1,i]%)%
%%%%c1,%c2:normalizing%factors%
%
PCvalue:   
    pi =%P(%|Ti|%>%|ti|%|%!MeDIP[S1,i]%%+ MRE[S1,i]%+ MeDIP[S2,i]%+%MRE[S2,i]%= ni!)%
    Ti:%test%variable %ni:%total%reads 
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