
Correlation: MeDIP-seq reads Vs. methylated CpG sites
(Coefficient: 1.320,  Correlation score:0.6318363)
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Correlation: MRE-seq reads Vs. un-methylated CpG sites
  (Coefficient: 2.788,  Correlation score:0.5598464 )
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Methylated CpG sites in 500bp windows
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Un-methylated MRE-CpG sites in 500bp windows
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