Nitrk3 Example of merging windows that overlap repetitive elements
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Example of merging windows that overlap repetitive elements
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Example of merging windows that overlap repetitive elements
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Example of merging windows that overlap repetitive elements
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E g r4 Example of merging windows that overlap repetitive elements.
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Call placed on “candidate” list. Extension called is below 1 fpkm
threshold (0.96 fpkm).
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Cnot6

Extension on “candidate” list. Extended by less than 500 nt.
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\D n \A\Qm Extension on “candidate” list. Extended by less than 500 nt.

- 3,934 bp o
32,890,000 bp 32,891,000 bp 32,892,000 bp 32,893,000 bp
I I L L | | | I
epvabilty (75 mer) | YT N
mm9 repeat masker . - . =
B1 B1F2 AT _rich MurSatRep1
L1_Mus1 B1_Mus1
[0 - 400)
Hippocampus RNA-seq |
! R i G T } I 3 T Y ",
. [0-20)
Brain PolyA-seq
_!
Ankrd6
- < < < < |
Ensembl65 Ankrd6
- < < < < |
Ankrd6
R TEEEEEE
Ankrd6

Processed sliding window

Raw sliding window

324 nt

= mouse



.m \ﬁNNQ 1 N Extension on “candidate” list. Extended by less than 500 nt.
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h 3 X.@ Extension on “candidate” list. Less than 500 nt before next
annotated exon.
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Extension on “candidate” list. Less than 500 nt before next
annotated exon.
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Kcha4 Low expressed extension. Extension call is truncated as adjacent
windows are not bridged. Extension is likely an ~30 kb 3’'UTR (2
fokm)
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Low expressed extension. Extension call is truncated as
D H.@ er N.QN .w /e adjacent windows are not bridged. Extension is likely a 23

kb 3UTR (0.7 fokm).
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Extension is of too low expression to be called by sliding window

(16 kb 3’'UTR predicted)
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Rn .\..h 1 Extension is of too low expression to be called by sliding window
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Processed sliding window

Sc5d Secondary Extension is too low expressed to be detected by
sliding window (0.61 fpkm)
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G \ S Extension calls cannot overlap other annotated exons. Region
might represent a retained intron.
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Extension calls cannot overlap downstream exons. Avoids calling
potential retained intron as a 3’'UTR extension.

3

12 kb

72,120 kb 72,122 kb 72,124 kb 72,126 kb 72,128 kb 72,130 kb
| | | | | | | | | | |

<1< | ] s = | i - . 1 = ) @ E ]
RLTR28B ORR1D1 AT_rich B4 ORR1A3 B3 B3 (TCTGpm AT_rich (TAn (CA)n
[
(TGGGGG)n
o 200) 4
_ _ . 7 ' 1 A
[0-50)
Zwint
HiH 1 —
Zwint
Zwint
|
1
Zwint
Zwint
Zwint
Zwint
Im B |

‘ MOouse



Extension is not called because it overlaps a downstream

I SUO X \\ annotated exon.
NORTHERN CONFIRMED EXTENSION
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Khdrbs3 Candidate eliminated because extension region harbors an
extensively spliced region. Distal end could represent alternative
last exon as opposed to 3’'UTR extension.
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ﬁ,Q 3 24 Candidate eliminated because extension region harbors an
extensively spliced region
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Candidate eliminated because extension region harbors an
extensively spliced region
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<\A~.®. > 20% of reads from pooled stranded RNA-seq data in extension
are antisense. Extension not called.
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R \QQQ > 20% of reads from pooled stranded RNA-seq data in extension
are antisense. Extension not called
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