	hoxb1bb1219
	80 embryos
	40 embryos
	20 embryos

	# 50bp WT reads >Q30 [million]
	35.4
	16.0
	8.1
	3.7
	2.1
	41.5
	20.1
	10.1
	4.8
	2.4
	48.5
	19.8
	9.6
	4.6
	2.6

	# 50bp MUT reads >Q30 [million]
	38.1
	17.4
	8.9
	4.1
	2.2
	36.0
	17.5
	8.8
	4.2
	2.1
	46.7
	17.6
	8.6
	4.1
	2.3

	Mapping
	.
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	# Markers (>25x/25%) (thousand)1,4
	27.9
	9.8
	3.7
	1.4
	0.8
	34.0
	13.1
	5.0
	1.9
	0.9
	40.2
	11.2
	4.1
	1.6
	0.8

	Homozygous linked (Mb)2,4
	6.5
	none
	none
	none
	none
	7.9
	none
	none
	none
	none
	11.6
	none
	none
	none
	none

	Non homozygous linked (Mb)3,4
	6.5
	3.1
	36.3
	chrom
	chrom
	7.9
	7.0
	34.5
	36.3
	chrom
	11.6
	8.9
	46
	chrom
	chrom

	Average marker freq. linked chr
	0.83
	0.82
	0.83
	0.80
	0.78
	0.85
	0.84
	0.88
	0.86
	0.84
	0.84
	0.82
	0.81
	0.75
	0.72

	Average marker freq. unlinked chrs
	0.65
	0.65
	0.65
	0.65
	0.65
	0.65
	0.65
	0.66
	0.66
	0.66
	0.66
	0.66
	0.65
	0.65
	0.65

	Coverage of hoxb1b mutation
	8
	1
	1
	1
	0
	11
	6
	1
	0
	0
	9
	3
	1
	0
	0
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