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SUPPLEMENTAL INFORMATION

Supplemental text 1:|

OTUs correlated with age

In addition to the bacterial families whose abundances are correlated with age, a number of
operational taxonomic units (OTUs) at a 97% identity level are also correlated with age. The
correlation was significant with Bonferroni correction for both a Pearson correlation with the
actual age as well as after grouping them into 4 age groups (12 to 14, 15to 17, 18 to 21, and 22
to 24 years of age). The OTUs belong to the genera Veillonella (OTU 287), Actinomyces (OTUs
534, 40) and Streptococcus (OTUs 392, 258, 218, 56). The Veillonella OTU 287 is negatively
correlated with age, whereas all Streptococci and Actinomyces OTUs are positively correlated
with age (see Table S5, Figures S1-S3). All the reported significant correlations were at a p-
value of < 0.05 with Bonferroni correction. In addition, the Pearson correlation with the actual
ages retrieved OTU 84 (closest HOMD (Chen et al. 2010) hit is Streptococcus australis) and
OTU 645 (Actinomyces sp.) to be positively correlated. The correlation with age groups, not

actual ages, retrieved OTU 178 (closest to Actinomyces odontolyticus).

Supplemental text 2:

Living arrangements at age 22-24

We assessed whether the twin pairs were living apart at age 22 — 24. We determined that 21 pairs
were living apart, 1 pair (S14968 and S14969) was living with their parents and we could not
determine the living status for 4 pairs (S14895 and S14922, S14896 and S14897, S14973 and

S14974, S14976 and S14977).



The average unweighted UniFrac distance for the pairs living apart was 0.432, the average
unweighted UniFrac distance for the pair which certainly lived together at that time was 0.374.

As expected, their oral communities are more similar.

One individual (S14896) of the pair (S14896 and S14897) reported to be in poor health and lived
with her parents, whereas the other individual (S14897) reported to be in excellent health and we
did not have information about her living arrangements. Their oral microbiotas are distinct with
an UniFrac distance value of 0.520. If we exclude these two pairs, the average UniFrac values of
the remaining 3 pairs with unclear living arrangement is 0.430, which is slightly lower than the

average UniFrac distance for pairs living apart.

Supplemental Material and Methods:

Sample selection

The subjects in this study are part of the Colorado Twin Registry (Rhea et al. 2006) and were
selected based on the availability of multiple saliva samples. The birth years of the sample
subjects included are between 1976 and 1989. In the supplemental information (Rhea et al.
2006), Table 3B shows that the average of all births in the Colorado Front Range between the
years of 1984 and 1989 were 77% Non-Hispanic White and 16% Hispanic White. In the
Colorado twin cohort, 96% Non-Hispanic Whites and 3% Hispanic Whites were enrolled.
Therefore this sample set is a representation of the compliance rate with the sampling for the

twin study and not a product of ethnicity selection.

Oral health information was not available, but the subjects rated their general health on a scale of

1-5 (excellent health, very good health, good health, fair health, poor health). More than 96%



rated themselves as having good to excellent health at age 22-24. We therefore refer to this

cohort as generally healthy adolescent and young adults.

16S ribosomal specific PCR and 454 Sequencing

The bacterial PCR primers are composed of 454 Life Science primers as well as the broadly
conserved bacterial primer 27F and 338R respectively (27F: 5’-
GCCTTGCCAGCCCGCTCAGTCAGAGTTTGATCCTGGCTCAG-3, 338R: 5’-
GCCTCCCTCGCGCCATCAGNNNNNNNNNNNNCATGCTGCCTCCCGTAGGAGT-3"). In
addition, each 338R primer contained a unique 12-bp error corrected barcode, marked as
NNNNNNNNNNNN (Hamady et al. 2008) specific for each individual sample to trace back the

origin of each sequence obtained from the pooled parallel sequencing.

PCR amplifications were set up in triplicates (25ul each) with 0.6uM forward and reverse
primer, 1ul of template DNA and 1X of Invitrogen Platinum PCR Super mix. The PCR
conditions were: initial denaturation at 94°C for 5 min, denaturation at 94°C for 45 sec,
annealing at 50°C for 30 sec and elongation at 72°C for 90 sec for a total of 32 cycles. The final
elongation step was 10 min at 72°C followed by a 4°C hold. All PCR reactions were assembled
in a UV irradiated tissue culture hood and all equipment was wiped down with DNAaway
(Molecular BioProducts). 3ul of the PCR product was visualized on an Ethidium Bromide
stained 1% agarose gel in 0.5X TBE. The triplicates were pooled and cleaned up with Mobio
Ultraclean-htp with an elution volume of 100ul TE. The concentration was determined with the
concentration of each sample was measured by a Quant-iTTM PicoGreen dsDNA Assay

(Invitrogen) on a plate reader. 100ng of each sample was pooled in a 15ml Falcon tube. If less



than 100ng of DNA was available, 80ul of this sample was used. The pooled DNA samples were
precipitated in a 15ml Falcon tube with 2.2xVol 95% EtOH and 1/10xVol of 3M NaOAc,
washed with 70% EtOH and resuspended in 142.5ul H,0 for a final concentration of 80ng/ul
determined with a Nanodrop spectrophotometer (Fisher). Unidirectional sequencing with primer
A was done on a 454 Life Sciences Genome Sequencer Ti (Roche) at the Memorial Sloan-

Kettering Cancer Center, NY.

Data Analysis

All bioinformatic sequence analysis was done with the QIIME 1.2.0 and QIIME 1.3.0 package
(Caporaso et al. 2010), which is a collection of various software programs for large scale
microbial ecology data analysis. Quality filters identified low quality or short length sequences
that were excluded from further analysis (<200 bp, > 1000 bp, quality score < 25, contained
ambiguous bases, an uncorrectable barcode or no primer sequence). The data were denoised to
remove sequences with potential sequencing errors as well as chimeras with OTUpipe (Robert
Edgar, http://drive5.com/otupipe). Sequences were demultiplexed and assigned to their original
sample identities via the 12 base pair barcodes. Samples with less than 698 sequences are not
reported in this manuscript. This random cutoff was chosen, because a natural break in the data
existed. We sub-sampled to 800 reads for the beta-diversity analysis, which excluded 2 samples

(S08603 and S11707).



SUPPLEMENTAL FIGURES

Supplemental Figure S1:
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18 =
16 -
14 -
12 -
10 A

| ==0TU 287

Sequence counts/800 sequences

o N O
L

12to14 15t017 18to21 22t024
Ages

Supplemental Figure S1: Relative abundance of bacterial OTU in family Veillonellaceae and
its negative correlation with age from adolescence to early adulthood. Sample sizes: Age 12 to
14:n=72,age 15to 17: n =88, age 18 to 21: n= 19, age 22 to 24: n = 55. The average sequence
counts of one rarefaction iteration of each agegroup and = SEM are shown.

Supplemental Figure S2:

Actinomyces
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Supplemental Figure S2: Relative abundance of bacterial OTUs in family Actinomycetacea and
their positive correlation with age from adolescence to early adulthood. Sample sizes: Age 12 to
14:n=72,age 15to 17: n =88, age 18 to 21: n= 19, age 22 to 24: n = 55. The average sequence
counts of one rarefaction iteration of each agegroup and = SEM are shown.

Supplemental Figure S3:

Streptococcus
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Supplemental Figure S3: Relative abundance of bacterial OTUs in family Streptococcaceae
and their positive correlation with age from adolescence to early adulthood. Sample sizes: Age
12to 14:n=72,age 15to 17: n= 88, age 18 to 21: n= 19, age 22 to 24: n = 55. The average
sequence counts of one rarefaction iteration of each agegroup and + SEM are shown.

SUPPLEMENTAL TABLE LEGENDS

Supplemental Table S1: Description of 264 subjects and sequencing barcode
Content: Mapping file - description of subjects (sample ID, anonymized name, age, collection
year, sex, zygosity, weight class, family), sequencing barcodes.



[#samplelD |BarcodeSequence |LinkerPrimerSequence

AnonymizedName

|Age [CollectionYear [sex

[TwinSibling |zygosity

|WeightClass  [Family

S00016 AGATCTCTGCAT CATGCTGCCTCCCGTAGGAGT  [C00131 21 1997|male n adopted |normal adoptedsubjectC001
00186 AGCTATCCACGA CATGCTGCCTCCCGTAGGAGT |C00168 17 1997|female |n adopted |normal adoptedsubjectC001
S00358 AGTCCATAGCTG CATGCTGCCTCCCGTAGGAGT |C00241 21 1997(female |n adopted |overweight |adoptedsubjectC002
S00083 AGTCTACTCTGA CATGCTGCCTCCCGTAGGAGT |C00288 18 1997|female |n adopted adoptedsubjectC002
S03610 ACACTAGATCCG CATGCTGCCTCCCGTAGGAGT  [C00362 18 1999|female [n adopted |normal adoptedsubjectC003
$01845 ACATCACTTAGC CATGCTGCCTCCCGTAGGAGT |C00431 20 1998|male n adopted |normal adoptedsubjectC004
S01846 ACGATGCGACCA CATGCTGCCTCCCGTAGGAGT  [C00468 17 1998|female [n adopted |normal adoptedsubjectC004
S06421 AGATACACGCGC CATGCTGCCTCCCGTAGGAGT |C00531 22 2001|male n adopted |normal adoptedsubjectC005
S06422 AGCGCTGATGTG CATGCTGCCTCCCGTAGGAGT  [C00568 18 2001|female |n adopted |normal adoptedsubjectC005
S00532 ACGTTAGCACAC CATGCTGCCTCCCGTAGGAGT |C00631 17 1997|male n adopted |normal adoptedsubjectC006
S00530 ACTGTACGCGTA CATGCTGCCTCCCGTAGGAGT  [C00668 12 1997|female [n adopted |normal adoptedsubjectC006
$S00180 AGTAGTATCCTC CATGCTGCCTCCCGTAGGAGT |C00741 18 1997|female |n adopted |normal adoptedsubjectC007
S00181 ACACATGTCTAC CATGCTGCCTCCCGTAGGAGT  [C00762 14 1997|female [n adopted adoptedsubjectC007
S00054 ACATGATCGTTC CATGCTGCCTCCCGTAGGAGT |C00831 17 1997|male n adopted |normal adoptedsubjectC008
S00047 ACGCAACTGCTA CATGCTGCCTCCCGTAGGAGT  [C00868 14 1997|female [n adopted |normal adoptedsubjectC008
S13355 AGATCGGCTCGA CATGCTGCCTCCCGTAGGAGT C00931 26 2006[male n adopted |normal adoptedsubjectC009
$13387 AGCGTAGGTCGT CATGCTGCCTCCCGTAGGAGT  [C00968 22 2006|female |n adopted |normal adoptedsubjectC009
S00240 CTGTTCGTAGAG CATGCTGCCTCCCGTAGGAGT MZ00110 12 1997|female |y \Y/VA normal MZsubjectMZ001
S07698 CTTAGCACATCA CATGCTGCCTCCCGTAGGAGT |[MZ00110 17 2002|female |y MZ normal MZsubjectMZ001
S$14864 CTTGATGCGTAT CATGCTGCCTCCCGTAGGAGT MZ00110 23 2008(female |y \Y/V4 MZsubjectMZ001
S00250 GACAGGAGATAG [CATGCTGCCTCCCGTAGGAGT |MZ00120 12 1997|female |y Mz normal MZsubjectMZ001
S07695 GACAGTTACTGC CATGCTGCCTCCCGTAGGAGT MZ00120 17 2002(female |y \Y/V4 normal MZsubjectMZ001
514894 GACATCGGCTAT CATGCTGCCTCCCGTAGGAGT |[MZ00120 23 2008|female |y MZ normal MZsubjectMZ001
S00104 ACCTCGATCAGA CATGCTGCCTCCCGTAGGAGT MZ00210 12 1997|female |y \Y/VA normal MZsubjectMZ002
S08085 ACCTGTCTCTCT CATGCTGCCTCCCGTAGGAGT |[MZ00210 17 2002|female |y Mz normal MZsubjectMZ002
$14922 ACGACGTCTTAG CATGCTGCCTCCCGTAGGAGT |[MZ00210 23 2008|female |y Mz normal MZsubjectMZ002
S00106 ACGTACTCAGTG CATGCTGCCTCCCGTAGGAGT  |[MZ00220 12 1997|female |y MZ overweight  |MZsubjectMZ002
S03014 ACGTCTGTAGCA CATGCTGCCTCCCGTAGGAGT |MZ00220 14 1999|female |y MZ MZsubjectMZ002
S08092 ACGTGAGAGAAT  |CATGCTGCCTCCCGTAGGAGT |MZ00220 17 2002|female |y Mz normal MZsubjectMZ002
$14895 AGCGAGCTATCT CATGCTGCCTCCCGTAGGAGT |MZ00220 23 2008(female |y MZ overweight MZsubjectMZ002
S00308 AGAGAGCAAGTG |CATGCTGCCTCCCGTAGGAGT |MZ00310 12 1997|female |y MZ normal MZsubjectMZ003
S08023 AGAGTAGCTAAG CATGCTGCCTCCCGTAGGAGT |MZ00310 17 2002(female |y MZ normal MZsubjectMZ003
S00305 ACTCGCACAGGA CATGCTGCCTCCCGTAGGAGT |[MZ00320 12 1997|female |y MZ normal MZsubjectMZ003
$S08024 ACTCTTCTAGAG CATGCTGCCTCCCGTAGGAGT MZ00320 17 2002(female |y Mz normal MZsubjectMZ003
$14923 ACTGACAGCCAT CATGCTGCCTCCCGTAGGAGT |MZ00320 23 2008|female |y Mz normal MZsubjectMZ003
S00430 GACTCACTCAAT CATGCTGCCTCCCGTAGGAGT |DzZ00110 12 1997|female |y Dz obese DZsubjectDZ001
S05507 GACTCGAATCGT CATGCTGCCTCCCGTAGGAGT [DZ00110 15 2000|female |y DZ overweight  [DZsubjectDZ001
S08123 GACTGATCATCT CATGCTGCCTCCCGTAGGAGT |Dz00110 17 2002(female |y Dz normal DZsubjectDZ001
S00429 GAGCATTCTCTA CATGCTGCCTCCCGTAGGAGT [DZ00120 12 1997|female |y Dz overweight  |DZsubjectDZ001
S05508 GAGCTGGCTGAT CATGCTGCCTCCCGTAGGAGT |DZ00120 15 2000(female |y Dz overweight DZsubjectDZ001
S08125 GAGGCTCATCAT CATGCTGCCTCCCGTAGGAGT [DZ00120 17 2002|female |y Dz normal DZsubjectDZ001
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S00086 AACGCACGCTAG CATGCTGCCTCCCGTAGGAGT [DZ00210 12 1997|female |y Dz normal DZsubjectDZ002
S07895 AACTCGTCGATG CATGCTGCCTCCCGTAGGAGT |DZ00210 17 2002(female |y Dz normal DZsubjectDZ002
S$14896 AACTGTGCGTAC CATGCTGCCTCCCGTAGGAGT [DZ00210 23 2008|female |y DZ obese DZsubjectDZ002
S00102 ACACTGTTCATG CATGCTGCCTCCCGTAGGAGT |DZ00220 12 1997|female |y Dz overweight DZsubjectDZ002
S07899 ACAGAGTCGGCT CATGCTGCCTCCCGTAGGAGT  [DZ00220 17 2002|female |y Dz normal DZsubjectDZ002
$14897 AATCGTGACTCG CATGCTGCCTCCCGTAGGAGT  |DZ00220 23 2008|female |y DZ normal DZsubjectDZ002
S00173 GATCAGAAGATG  [CATGCTGCCTCCCGTAGGAGT |DZ00310 12 1997|female |y DZ normal DZsubjectDZ003
508236 GATCCGACACTA CATGCTGCCTCCCGTAGGAGT |DzZ00310 17 2002(female |y Dz normal DZsubjectDZ003
S14866 GATCGCAGGTGT CATGCTGCCTCCCGTAGGAGT [DZ00310 23 2008|female |y DZ normal DZsubjectDZ003
S00178 GCAATAGCTGCT CATGCTGCCTCCCGTAGGAGT Dz00320 12 1997|female |y Dz normal DZsubjectDZ003
S08235 GCACATCGAGCA CATGCTGCCTCCCGTAGGAGT  [DZ00320 17 2002|female |y DZ normal DZsubjectDZ003
514867 GCACGACAACAC CATGCTGCCTCCCGTAGGAGT Dz00320 23 2008(female |y Dz normal DZsubjectDZ003
S01899 AGCATATGAGAG |CATGCTGCCTCCCGTAGGAGT |MZ00410 13 1998|female |y Mz overweight  |MZsubjectMZ004
S02795 AGCCATACTGAC CATGCTGCCTCCCGTAGGAGT MZ00410 14 1999|female |y Mz overweight MZsubjectMZ004
S08352 AGCGACTGTGCA CATGCTGCCTCCCGTAGGAGT |[MZ00410 17 2002|female |y MZ normal MZsubjectMZ004
S15122 AGTACTGCAGGC CATGCTGCCTCCCGTAGGAGT MZz00410 24 2009(female |y Mz normal MZsubjectMZ004
S01900 AGGCTACACGAC CATGCTGCCTCCCGTAGGAGT |[MZ00420 13 1998|female |y Mz overweight  |MZsubjectMZ004
S02796 AGGTGTGATCGC CATGCTGCCTCCCGTAGGAGT MZ00420 14 1999|female |y \Y/VA overweight MZsubjectMZ004
S08341 AGTACGCTCGAG CATGCTGCCTCCCGTAGGAGT |[MZ00420 17 2002|female |y MZ overweight  |MZsubjectMZ004
S$15008 ACACACTATGGC CATGCTGCCTCCCGTAGGAGT MZ00420 24 2009(female |y \Y/V4 overweight MZsubjectMZ004
S01736 ACGCTCATGGAT CATGCTGCCTCCCGTAGGAGT |DZ00411 13 1998|male |y DZ normal DZsubjectDZ004
508464 ACGGATCGTCAG CATGCTGCCTCCCGTAGGAGT Dz00411 17 2002|male y Dz normal DZsubjectDZ004
$15123 ACGGTGAGTGTC CATGCTGCCTCCCGTAGGAGT |DZ00411 24 2009|male |y DZ overweight  [DZsubjectDZ004
S01737 ACCAGACGATGC CATGCTGCCTCCCGTAGGAGT Dz00421 13 1998|male y Dz normal DZsubjectDZ004
508461 ACCAGCGACTAG CATGCTGCCTCCCGTAGGAGT |DZ00421 17 2002|male |y DZ normal DZsubjectDZ004
S$14927 ACCGCAGAGTCA CATGCTGCCTCCCGTAGGAGT Dz00421 23 2008|male y Dz underweight [DZsubjectDZ004
$14870 ACGCTATCTGGA CATGCTGCCTCCCGTAGGAGT |[MZ00510 23 2008|female |y MZ normal MZsubjectMZ005
S01705 ACATGTCACGTG CATGCTGCCTCCCGTAGGAGT MZ00520 13 1998|female |y \Y/VA normal MZsubjectMZ005
S08489 ACATTCAGCGCA CATGCTGCCTCCCGTAGGAGT  |[MZ00520 17 2002|female |y MZ normal MZsubjectMZ005
$14930 ACCACATACATC CATGCTGCCTCCCGTAGGAGT MZ00520 23 2008(female |y \Y/VA normal MZsubjectMZ005
S01579 AGACCGTCAGAC CATGCTGCCTCCCGTAGGAGT [DZ00510 13 1998|female |y DZ normal DZsubjectDZ005
S08470 AGACGTGCACTG CATGCTGCCTCCCGTAGGAGT Dz00510 17 2002(female |y Dz normal DZsubjectDZ005
S$14898 AGACTGCGTACT CATGCTGCCTCCCGTAGGAGT [DZ00510 23 2008|female |y DZ normal DZsubjectDZ005
S01580 ACTCACGGTATG CATGCTGCCTCCCGTAGGAGT DzZ00520 13 1998|female |y Dz normal DZsubjectDZ005
508473 ACTCAGATACTC CATGCTGCCTCCCGTAGGAGT  [DZ00520 17 2002|female |y DZ normal DZsubjectDZ005
514931 ACTCGATTCGAT CATGCTGCCTCCCGTAGGAGT |DZ00520 23 2008(female |y Dz underweight [DZsubjectDZ005
508842 GCATCGTCAACA CATGCTGCCTCCCGTAGGAGT [MZ00611 18 2003|male |y Mz normal MZsubjectMZ006
$14899 GCATGTGCATGT CATGCTGCCTCCCGTAGGAGT |MZ00611 23 2008|male y Mz underweight [MZsubjectMZ006
S08843 GCGTTACACACA CATGCTGCCTCCCGTAGGAGT [MZ00621 18 2003|male |y Mz normal MZsubjectMZ006
$14900 GCTAAGAGAGTA  [CATGCTGCCTCCCGTAGGAGT |MZ00621 23 2008|male |y Mz normal MZsubjectMZ006
S01669 CTTGTGTCGATA CATGCTGCCTCCCGTAGGAGT [MZ00711 13 1998|male |y Mz overweight  |MZsubjectMZ007
S08496 GAACATGATGAG CATGCTGCCTCCCGTAGGAGT |MZ00711 17 2002|male y Mz overweight MZsubjectMZ007
514871 GAACTGTATCTC CATGCTGCCTCCCGTAGGAGT MZ00711 23 2008|male y Mz overweight MZsubjectMZ007




S01670 GACCACTACGAT CATGCTGCCTCCCGTAGGAGT [MZ00721 13 1998|male |y Mz overweight  |MZsubjectMZ007
S08497 GACCGAGCTATG CATGCTGCCTCCCGTAGGAGT [MZ00721 17 2002|male |y Mz obese MZsubjectMZ007
$14901 GACGAGTCAGTC CATGCTGCCTCCCGTAGGAGT [MZ00721 23 2008|male |y Mz obese MZsubjectMZ007
S01639 ATACTATTGCGC CATGCTGCCTCCCGTAGGAGT |DZ00610 13 1998|female |y Dz normal DZsubjectDZ006
S08590 ATACTCACTCAG CATGCTGCCTCCCGTAGGAGT |DZ00610 18 2003|female |y DZ normal DZsubjectDZ006
$14902 ATAGCTCCATAC CATGCTGCCTCCCGTAGGAGT |DZ00610 23 2008|female |y DZ normal DZsubjectDZ006
S01640 AGTGAGAGAAGC |CATGCTGCCTCCCGTAGGAGT [DZ00620 13 1998|female |y DZ overweight  [DZsubjectDZ006
S08595 AGTGCGATGCGT CATGCTGCCTCCCGTAGGAGT |DZ00620 18 2003|female |y DZ normal DZsubjectDZ006
$14903 AGTGGATGCTCT CATGCTGCCTCCCGTAGGAGT [DZ00620 23 2008|female |y DZ normal DZsubjectDZ006
S01875 ATCGCGGACGAT CATGCTGCCTCCCGTAGGAGT Dz00711 13 1998|male y Dz normal DZsubjectDZ007
S08603 ATCGCTCGAGGA CATGCTGCCTCCCGTAGGAGT [DZ00711 17 2002|male |y Dz normal DZsubjectDZ007
$15010 ATCGTACAACTC CATGCTGCCTCCCGTAGGAGT Dz00711 24 2009|male y Dz normal DZsubjectDZ007
S08604 ATGCAGCTCAGT CATGCTGCCTCCCGTAGGAGT |DZ00721 17 2002|male |y DZ normal DZsubjectDZ007
$14904 ATGCCTGAGCAG CATGCTGCCTCCCGTAGGAGT Dz00721 23 2008[male y Dz normal DZsubjectDZ007
S00330 ATTATCGTGCAC CATGCTGCCTCCCGTAGGAGT |MZ00810 11 1997|female |y Mz underweight [MZsubjectMZ008
S09038 ATTCTGTGAGCG CATGCTGCCTCCCGTAGGAGT MZ00810 17 2003(female |y Mz normal MZsubjectMZ008
$14963 CAACACGCACGA CATGCTGCCTCCCGTAGGAGT |[MZ00810 23 2009|female |y Mz normal MZsubjectMZ008
S00329 CACGACAGGCTA CATGCTGCCTCCCGTAGGAGT MZ00820 11 1997|female |y Mz normal MZsubjectMZ008
S09039 CACGGACTATAC CATGCTGCCTCCCGTAGGAGT |MZ00820 17 2003|female |y Mz normal MZsubjectMZ008
514964 CACGTCGATGGA CATGCTGCCTCCCGTAGGAGT MZ00820 23 2009(female |y Mz normal MZsubjectMZ008
$S09443 CAGATCGGATCG CATGCTGCCTCCCGTAGGAGT  |[MZ00910 18 2004|female |y Mz normal MZsubjectMZ009
$14966 CAGCACTAAGCG CATGCTGCCTCCCGTAGGAGT MZ00910 23 2009(female |y Mz normal MZsubjectMZ009
S09442 CATACCAGTAGC CATGCTGCCTCCCGTAGGAGT  |MZ00920 18 2004|female |y Mz normal MZsubjectMZ009
$14967 CATAGACGTTCG CATGCTGCCTCCCGTAGGAGT MZ00920 23 2009(female |y Mz normal MZsubjectMZ009
508661 AGTGTTCGATCG CATGCTGCCTCCCGTAGGAGT |[MZ01010 17 2003|female |y Mz normal MZsubjectMZ010
S15124 AGTTAGTGCGTC CATGCTGCCTCCCGTAGGAGT MZz01010 23 2009(female |y \/v4 normal MZsubjectMZ010
S08657 ATATCGCTACTG CATGCTGCCTCCCGTAGGAGT |[MZ01020 17 2003|female |y Mz normal MZsubjectMZ010
S15125 ATATGCCAGTGC CATGCTGCCTCCCGTAGGAGT MZ01020 23 2009(female |y Mz normal MZsubjectMZ010
S01547 ATCTACTACACG CATGCTGCCTCCCGTAGGAGT |[MZ01110 12 1998|female |y Mz normal MZsubjectMZ011
S08886 ATCTCTGGCATA CATGCTGCCTCCCGTAGGAGT MZ01110 17 2003(female |y Mz normal MZsubjectMZ011
$14968 ATCTGAGCTGGT CATGCTGCCTCCCGTAGGAGT |[MZ01110 23 2009|female |y Mz normal MZsubjectMZ011
S01548 ATGCGTAGTGCG CATGCTGCCTCCCGTAGGAGT MZ01120 12 1998|female |y \/v4 normal MZsubjectMZ011
508885 ATGGATACGCTC CATGCTGCCTCCCGTAGGAGT |[MZ01120 17 2003|female |y Mz normal MZsubjectMZ011
$14969 ATGGCAGCTCTA CATGCTGCCTCCCGTAGGAGT MZz01120 23 2009(female |y \Y/V4 normal MZsubjectMZ011
S08914 CAACTCATCGTA CATGCTGCCTCCCGTAGGAGT [DZ00810 17 2003|female |y DZ normal DZsubjectDZ008
$14970 CAAGATCGACTC CATGCTGCCTCCCGTAGGAGT Dz00810 23 2009(female |y Dz normal DZsubjectDZ008
S08915 CACTACTGTTGA CATGCTGCCTCCCGTAGGAGT [DZ00820 17 2003|female |y DZ normal DZsubjectDZ008
S$14971 CACTCAACAGAC CATGCTGCCTCCCGTAGGAGT Dz00820 23 2009(female |y Dz normal DZsubjectDZ008
S01740 CAGCATGTGTTG CATGCTGCCTCCCGTAGGAGT |[MZ01210 12 1998|female |y MZ normal MZsubjectMZ012
S08891 CAGCGGTGACAT CATGCTGCCTCCCGTAGGAGT MZ01210 17 2003(female |y \Y/V4 normal MZsubjectMZ012
$14936 CAGCTAGAACGC CATGCTGCCTCCCGTAGGAGT |[MZ01210 23 2009|female |y MZ overweight |MZsubjectMZ012
S01741 CATAGCGAGTTC CATGCTGCCTCCCGTAGGAGT MZ01220 12 1998|female |y Mz normal MZsubjectMZ012
S08890 CATATACTCGCA CATGCTGCCTCCCGTAGGAGT |[MZ01220 17 2003|female |y MZ normal MZsubjectMZ012
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S$14972 CATATCGCAGTT CATGCTGCCTCCCGTAGGAGT MZ01220 23 2009|female |y Mz normal MZsubjectMZ012
S01907 ATCACGTAGCGG CATGCTGCCTCCCGTAGGAGT |MZ01310 12 1998|female |y Mz normal MZsubjectMZ013
S08965 ATCACTAGTCAC CATGCTGCCTCCCGTAGGAGT |[MZ01310 17 2003|female |y Mz normal MZsubjectMZ013
$14937 ATCAGGCGTGTG CATGCTGCCTCCCGTAGGAGT |MZ01310 23 2009(female |y Mz normal MZsubjectMZ013
$01908 AGTTCAGACGCT CATGCTGCCTCCCGTAGGAGT |[MZ01320 12 1998|female |y MZ normal MZsubjectMZ013
S09019 AGTTCTACGTCA CATGCTGCCTCCCGTAGGAGT |MZ01320 17 2003(female |y MZ normal MZsubjectMZ013
$14993 ATAATCTCGTCG CATGCTGCCTCCCGTAGGAGT |[MZ01320 23 2009|female |y MZ normal MZsubjectMZ013
S01744 ATCTGGTGCTAT CATGCTGCCTCCCGTAGGAGT Dz00911 12 1998|male y Dz normal DZsubjectDZ009
509248 ATCTTAGACTGC CATGCTGCCTCCCGTAGGAGT |DZ00911 17 2003|male |y DZ normal DZsubjectDZ009
$15017 ATGACCATCGTG CATGCTGCCTCCCGTAGGAGT Dz00911 23 2009|male y Dz normal DZsubjectDZ009
S01745 ATGGCGTGCACA CATGCTGCCTCCCGTAGGAGT |DZ00921 12 1998|male |y DZ normal DZsubjectDZ009
S09246 ATGGTCTACTAC CATGCTGCCTCCCGTAGGAGT |DZ00921 17 2003|male % Dz underweight [DZsubjectDZ009
$14938 ATGTACGGCGAC CATGCTGCCTCCCGTAGGAGT |DZ00921 23 2009|male |y DZ normal DZsubjectDZ009
S09033 CACACGTGAGCA CATGCTGCCTCCCGTAGGAGT Dz01010 17 2003(female |y Dz normal DZsubjectDZ010
$15127 CACAGCTCGAAT CATGCTGCCTCCCGTAGGAGT [DZ01010 23 2009|female |y DZ normal DZsubjectDZ010
S01709 CACTCTGATTAG CATGCTGCCTCCCGTAGGAGT |DZ01020 12 1998|female |y Dz normal DZsubjectDZ010
S09032 CACTGGTATATC CATGCTGCCTCCCGTAGGAGT [DZ01020 17 2003|female |y Dz normal DZsubjectDZ010
$15128 CACTGTAGGACG CATGCTGCCTCCCGTAGGAGT |DZ01020 23 2009|female |y DZ normal DZsubjectDZ010
S03273 CAGGTGCTACTA CATGCTGCCTCCCGTAGGAGT |[MZ01410 13 1999(female |y Mz normal MZsubjectMZ014
S09615 CAGTACGATCTT CATGCTGCCTCCCGTAGGAGT |MZ01410 18 2004 (female |y Mz normal MZsubjectMZ014
$14973 CAGTCACTAACG CATGCTGCCTCCCGTAGGAGT |[MZ01410 23 2009|female |y Mz normal MZsubjectMZ014
S09612 CATCATGAGGCT CATGCTGCCTCCCGTAGGAGT |MZ01420 18 2004 (female |y Mz normal MZsubjectMzZ014
S$14974 CATCGTATCAAC CATGCTGCCTCCCGTAGGAGT MZ01420 23 2009|female |y \Y VA normal MZsubjectMZ014
503688 GACTGCATCTTA CATGCTGCCTCCCGTAGGAGT [MZ01511 12 1999|male |y MZ obese MZsubjectMZ015
S08530 GACTGTCATGCA CATGCTGCCTCCCGTAGGAGT [MZ01511 16 2003|male |y MZ obese MZsubjectMZ015
$10636 GACTTCAGTGTG CATGCTGCCTCCCGTAGGAGT Mz01511 17 2004|male y \Y/VA obese MZsubjectMZ015
S03689 GAGTAGCTCGTG CATGCTGCCTCCCGTAGGAGT [MZ01521 12 1999|male |y MZ obese MZsubjectMZ015
S08529 GAGTATGCAGCC CATGCTGCCTCCCGTAGGAGT Mz01521 16 2003|male y Mz obese MZsubjectMZ015
$10635 GAGTCTGAGTCT CATGCTGCCTCCCGTAGGAGT [MZ01521 17 2004|male |y Mz overweight  |MZsubjectMZ015
$11705 GATCTCATAGGC CATGCTGCCTCCCGTAGGAGT Dz01111 18 2005[male y Dz normal DZsubjectDZ011
$11707 GCAGCACGTTGA CATGCTGCCTCCCGTAGGAGT |DZ01121 18 2005|male |y DZ normal DZsubjectDZ011
S00041 GCATTGCGTGAG CATGCTGCCTCCCGTAGGAGT Dz01211 8 1997|male y Dz normal DZsubjectDZ012
508415 GCCACTGATAGT CATGCTGCCTCCCGTAGGAGT |DZ01211 13 2002|male |y DZ normal DZsubjectDZ012
S13111 GCCAGAGTCGTA CATGCTGCCTCCCGTAGGAGT Dz01211 17 2006[male y Dz underweight [DZsubjectDZ012
S00036 GCTAGATGCCAG CATGCTGCCTCCCGTAGGAGT [DZ01221 8 1997|male |y DZ normal DZsubjectDZ012
508414 GCTAGTCTGAAC CATGCTGCCTCCCGTAGGAGT Dz01221 13 2002|male y Dz overweight DZsubjectDzZ012
$13122 GCTATCACGAGT CATGCTGCCTCCCGTAGGAGT |DZ01221 17 2006|male |y DZ normal DZsubjectDZ012
S00223 GAAGAGTGATCA CATGCTGCCTCCCGTAGGAGT Dz01311 8 1997|male y Dz normal DZsubjectDZ013
S08000 GAAGCTACTGTC CATGCTGCCTCCCGTAGGAGT [DZ01311 13 2002|male |y DZ normal DZsubjectDZ013
S$13210 GAAGTCTCGCAT CATGCTGCCTCCCGTAGGAGT Dz01311 17 2006[male y Dz normal DZsubjectDZ013
S00221 GACGATATCGCG CATGCTGCCTCCCGTAGGAGT [DZ01321 8 1997|male |y DZ overweight  |DZsubjectDZ013
S08001 GACGCAGTAGCT CATGCTGCCTCCCGTAGGAGT Dz01321 13 2002|male y Dz overweight DZsubjectDZ013
$13209 GACGCTAGTTCA CATGCTGCCTCCCGTAGGAGT [DzZ01321 17 2006|male |y DZ obese DZsubjectDZ013
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S00021 AGCACGAGCCTA CATGCTGCCTCCCGTAGGAGT |DzZ01411 8 1997|male |y Dz normal DZsubjectDZ014
$12833 AGCAGTCGCGAT CATGCTGCCTCCCGTAGGAGT |Dz01411 16 2005[male y Dz normal DZsubjectDzZ014
S00008 AGCTGACTAGTC CATGCTGCCTCCCGTAGGAGT |DZ01421 8 1997male |y Dz normal DZsubjectDZ014
S06294 AGGACGCACTGT CATGCTGCCTCCCGTAGGAGT |DZ01421 12 2001|male |y DZ normal DZsubjectDz014
$12865 ACAGTTGCGCGA CATGCTGCCTCCCGTAGGAGT |DZ01421 16 2005|male |y Dz normal DZsubjectDZ014
S00070 GAGAATACGTGA CATGCTGCCTCCCGTAGGAGT |DzZ01511 8 1997|male y Dz normal DZsubjectDZ015
S08274 GAGACAGCTTGC CATGCTGCCTCCCGTAGGAGT [DZ01511 13 2002|male |y Dz normal DZsubjectDZ015
$12955 GAGAGAATGATC CATGCTGCCTCCCGTAGGAGT |DzZ01511 17 2006(male y Dz overweight DZsubjectDzZ015
S00074 GAGTGAGTACAA  [CATGCTGCCTCCCGTAGGAGT |DzZ01521 8 1997|male |y DZ overweight  |DZsubjectDZ015
508272 GAGTGGTAGAGA |CATGCTGCCTCCCGTAGGAGT |[Dz01521 13 2002[male y Dz overweight DZsubjectDzZ015
$12959 GATACGTCCTGA CATGCTGCCTCCCGTAGGAGT |DZ01521 17 2006|male |y DZ overweight  |DZsubjectDZ015
S00112 GATCTTCAGTAC CATGCTGCCTCCCGTAGGAGT MZz01611 8 1997|male y Mz normal MZsubjectMZ016
S08094 GATGATCGCCGA CATGCTGCCTCCCGTAGGAGT [MZ01611 13 2002|male |y Mz normal MZsubjectMZ016
$13143 GATGCATGACGC CATGCTGCCTCCCGTAGGAGT MZz01611 17 2006[male y \/v4 normal MZsubjectMZ016
S00113 GCAGCCGAGTAT CATGCTGCCTCCCGTAGGAGT [MZ01621 8 1997|male |y Mz normal MZsubjectMZ016
S08096 GCAGGATAGATA CATGCTGCCTCCCGTAGGAGT MZz01621 13 2002[male y Mz normal MZsubjectMZ016
S00049 GCCTATACTACA CATGCTGCCTCCCGTAGGAGT [MZ01711 8 1997|male |y Mz normal MZsubjectMZ017
S08039 GCGACTTGTGTA CATGCTGCCTCCCGTAGGAGT Mz01711 13 2002|male y Mz normal MZsubjectMZ017
$13425 GCGAGATCCAGT CATGCTGCCTCCCGTAGGAGT [MZ01711 17 2006|male |y Mz overweight  |MZsubjectMZ017
S00055 GCTATTCGACAT CATGCTGCCTCCCGTAGGAGT Mz01721 8 1997|male y Mz overweight MZsubjectMZ017
S08045 GCTCAGTGCAGA CATGCTGCCTCCCGTAGGAGT [MZ01721 13 2002|male |y Mz normal MZsubjectMZ017
$13426 GCTCGCTACTTC CATGCTGCCTCCCGTAGGAGT |MZ01721 17 2006[{male v MZ overweight MZsubjectMz017
S00146 GAATGATGAGTG [CATGCTGCCTCCCGTAGGAGT |DZ01611 8 1997|male |y Dz normal DZsubjectDZ016
S08120 GACACTCGAATC CATGCTGCCTCCCGTAGGAGT |DZ01611 13 2002|male |y DZ normal DZsubjectDZ016
S13353 GACAGCGTTGAC CATGCTGCCTCCCGTAGGAGT |DZ01611 17 2006|male |y Dz normal DZsubjectDZ016
S00145 GACGTTGCACAG CATGCTGCCTCCCGTAGGAGT |DzZ01621 8 1997|male y Dz normal DZsubjectDZ016
S08122 GACTAACGTCAC CATGCTGCCTCCCGTAGGAGT |DZ01621 13 2002|male |y Dz normal DZsubjectDZ016
$13367 GACTAGACCAGC CATGCTGCCTCCCGTAGGAGT |DzZ01621 17 2006[male y Dz normal DZsubjectDZ016
S00108 GAGAGCTCTACG CATGCTGCCTCCCGTAGGAGT [MZ01811 8 1997|male |y MZ normal MZsubjectMZ018
508224 GAGATGCCGACT CATGCTGCCTCCCGTAGGAGT |MZ01811 13 2002|male y Mz overweight MZsubjectMZ018
S13415 GAGCAGATGCCT CATGCTGCCTCCCGTAGGAGT [MZ01811 17 2006|male |y Mz obese MZsubjectMZ018
S00109 GATAGCTGTCTT CATGCTGCCTCCCGTAGGAGT MZz01821 8 1997|male y \Y/VA normal MZsubjectMZ018
S08225 GATAGTGCCACT CATGCTGCCTCCCGTAGGAGT [MZ01821 13 2002|male |y Mz normal MZsubjectMZ018
S$13405 GATATGCGGCTG CATGCTGCCTCCCGTAGGAGT MZz01821 17 2006[male y Mz obese MZsubjectMZ018
S01994 GATGTCGTGTCA CATGCTGCCTCCCGTAGGAGT [MZ01911 12 1998|male |y Mz normal MZsubjectMZ019
S08170 GATGTGAGCGCT CATGCTGCCTCCCGTAGGAGT MZz01911 16 2002|male y Mz normal MZsubjectMZ019
S08884 GATTAGCACTCT CATGCTGCCTCCCGTAGGAGT [MZ01911 17 2003|male |y Mz overweight  [MZsubjectMZ019
$15025 ACTGATCCTAGT CATGCTGCCTCCCGTAGGAGT |MZ01911 23 2009|male y Mz overweight MZsubjectMZ019
S01995 GCAGTATCACTG CATGCTGCCTCCCGTAGGAGT [MZ01921 12 1998|male |y Mz overweight  [MZsubjectMZ019
S08171 GCAGTTCATATC CATGCTGCCTCCCGTAGGAGT |MZ01921 16 2002|male y Mz normal MZsubjectMZ019
S08889 GCATAGTAGCCG CATGCTGCCTCCCGTAGGAGT [MZ01921 17 2003|male |y Mz normal MZsubjectMZ019
$14975 AGAGTCCTGAGC CATGCTGCCTCCCGTAGGAGT [MZ01921 23 2009|male |y Mz normal MZsubjectMZ019
S03344 GCGATATATCGC CATGCTGCCTCCCGTAGGAGT |[MZ02010 13 1999|female |y Mz MZsubjectMZ020
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S09097 GCGGATGTGACT CATGCTGCCTCCCGTAGGAGT |[MZ02010 17 2003|female |y Mz overweight  [MZsubjectMZ020
$14976 GCGTACAACTGT CATGCTGCCTCCCGTAGGAGT |MZ02010 23 2009(female |y MZ overweight MZsubjectMZ020
S09091 GCTGCTGCAATA CATGCTGCCTCCCGTAGGAGT |[MZ02020 17 2003|female |y MZ overweight  [MZsubjectMZ020
$14977 GCTGGTATCTGA CATGCTGCCTCCCGTAGGAGT |MZ02020 23 2009|female |y MZ normal MZsubjectMZ020
S09579 ACTAGCTCCATA CATGCTGCCTCCCGTAGGAGT |MZ02110 18 2004 |female |y Mz normal MZsubjectMZ021
$15132 ACTATTGTCACG CATGCTGCCTCCCGTAGGAGT |MZ02110 23 2009(female |y MZ normal MZsubjectMZ021
S09525 ACTTGTAGCAGC CATGCTGCCTCCCGTAGGAGT |[MZ02120 18 2004 |female |y Mz normal MZsubjectMZ021
$15133 AGAACACGTCTC CATGCTGCCTCCCGTAGGAGT |MZ02120 23 2009(female |y MZ normal MZsubjectMZ021
508682 AGATGTTCTGCT CATGCTGCCTCCCGTAGGAGT [MZ02211 16 2003|male |y MZ overweight  |MZsubjectMZ022
S09645 AGCACACCTACA CATGCTGCCTCCCGTAGGAGT |MZ02211 17 2004|male % Mz overweight MZsubjectMZ022
S08694 AGCTCCATACAG CATGCTGCCTCCCGTAGGAGT [MZ02221 16 2003|male |y Mz normal MZsubjectMZ022
S09644 AGCTCTCAGAGG CATGCTGCCTCCCGTAGGAGT [MZ02221 17 2004|male |y Mz normal MZsubjectMZ022
$10290 AGCAGCACTTGT CATGCTGCCTCCCGTAGGAGT |[MZ02310 17 2004|female |y Mz overweight  |MZsubjectMZ023
$15138 ACGTGCCGTAGA CATGCTGCCTCCCGTAGGAGT |MZ02310 22 2009(female |y Mz overweight MZsubjectMZz023
$10302 ACAGACCACTCA CATGCTGCCTCCCGTAGGAGT |[MZ02320 17 2004|female |y Mz overweight  |MZsubjectMZ023
$15088 AGAGCAAGAGCA |CATGCTGCCTCCCGTAGGAGT ([MZz02320 22 2009(female |y Mz overweight MZsubjectMZ023
502147 ACTACAGCCTAT CATGCTGCCTCCCGTAGGAGT MZ02411 10 1998[male y Mz MZsubjectMZ024
S06715 AGTCACATCACT CATGCTGCCTCCCGTAGGAGT Mz02411 13 2001|male y Mz obese MZsubjectMZ024
$12223 ACTACGTGTGGT CATGCTGCCTCCCGTAGGAGT MZ02411 17 2005|male y [\ VA obese MZsubjectMZ024
502148 ACTGTCGAAGCT CATGCTGCCTCCCGTAGGAGT [MZ02421 10 1998|male |y Mz MZsubjectMZ024
S06716 ACACGAGCCACA CATGCTGCCTCCCGTAGGAGT [MZ02421 13 2001|male |y Mz overweight  [MZsubjectMZ024
$12219 ACTGTGACTTCA CATGCTGCCTCCCGTAGGAGT [MZ02421 17 2005|male |y Mz obese MZsubjectMZ024
S00413 AAGAGATGTCGA  |CATGCTGCCTCCCGTAGGAGT [DzZ01711 8 1997male |y Dz normal DZsubjectDZ017

S08220 AAGCTGCAGTCG CATGCTGCCTCCCGTAGGAGT |DzZ01711 13 2002|male y Dz underweight [DZsubjectDZ017

S$13141 AATCAGTCTCGT CATGCTGCCTCCCGTAGGAGT Dz01711 17 2006|male y Dz normal DZsubjectDZ017

S00415 ACAGCAGTGGTC CATGCTGCCTCCCGTAGGAGT |Dz01721 8 1997|male y Dz normal DZsubjectDzZ017

S08219 ACAGCTAGCTTG CATGCTGCCTCCCGTAGGAGT [DZ01721 13 2002|male |y Dz normal DZsubjectDZ017

$13142 ACAGTGCTTCAT CATGCTGCCTCCCGTAGGAGT |Dz01721 17 2006[male % Dz normal DZsubjectDzZ017

S00132 ATACACGTGGCG CATGCTGCCTCCCGTAGGAGT [MZ02511 8 1997|male |y Mz normal MZsubjectMZ025
$S08148 ATACAGAGCTCC CATGCTGCCTCCCGTAGGAGT |MZ02511 13 2002|male y Mz overweight MZsubjectMZ025
$13045 ATACGTCTTCGA CATGCTGCCTCCCGTAGGAGT [MZ02511 17 2006|male |y Mz obese MZsubjectMZ025
S00131 ATCCGATCACAG CATGCTGCCTCCCGTAGGAGT |MZ02521 8 1997|male y Mz normal MZsubjectMZ025
S08147 ATCCTCAGTAGT CATGCTGCCTCCCGTAGGAGT MZ02521 13 2002|male y Mz overweight MZsubjectMZ025
$13062 ATCGATCTGTGG CATGCTGCCTCCCGTAGGAGT [MZ02521 17 2006|male |y Mz obese MZsubjectMZ025
S00343 ATGACTCATTCG CATGCTGCCTCCCGTAGGAGT [MZ02611 8 1997|male |y Mz normal MZsubjectMZ026
S07963 ATGAGACTCCAC CATGCTGCCTCCCGTAGGAGT [MZ02611 13 2002|male |y Mz normal MZsubjectMZ026
S13354 ATGATCGAGAGA  |CATGCTGCCTCCCGTAGGAGT [(MZ02611 17 2006|male |y Mz normal MZsubjectMZ026
S00345 ATGTCACCGTGA CATGCTGCCTCCCGTAGGAGT [MZ02621 8 1997|male |y MZ normal MZsubjectMZ026
S07969 ATGTGCACGACT CATGCTGCCTCCCGTAGGAGT [MZ02621 13 2002|male |y Mz normal MZsubjectMZ026
S13366 ATGTGTCGACTT CATGCTGCCTCCCGTAGGAGT [MZ02621 17 2006|male |y MZ normal MZsubjectMZ026
S08135 CACATCTAACAC CATGCTGCCTCCCGTAGGAGT |[MZ02710 13 2002|female |y MZ normal MZsubjectMZ027
$13398 CACATTGTGAGC CATGCTGCCTCCCGTAGGAGT |MZ02710 17 2006(female |y Mz overweight MZsubjectMZ027
S00167 CAGACATTGCGT CATGCTGCCTCCCGTAGGAGT  |[MZ02720 8 1997|female |y MZ overweight  [MZsubjectMZ027
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S08136 CAGACTCGCAGA CATGCTGCCTCCCGTAGGAGT |[MZ02720 13 2002|female |y Mz MZsubjectMzZ027
$13397 CAGAGGAGCTCT CATGCTGCCTCCCGTAGGAGT |[MZ02720 17 2006|female |y Mz obese MZsubjectMZ027
S00121 CAGTCGAAGCTG CATGCTGCCTCCCGTAGGAGT |DZ01811 8 1997|male |y Dz normal DZsubjectDZ018
S07955 CAGTGATCCTAG CATGCTGCCTCCCGTAGGAGT |Dz01811 13 2002|male y Dz normal DZsubjectDZ018
$13331 CAGTGCATATGC CATGCTGCCTCCCGTAGGAGT |DZ01811 17 2006|male |y Dz normal DZsubjectDZ018
S00123 CATCTGTAGCGA CATGCTGCCTCCCGTAGGAGT |Dz01821 8 1997|male |y DZ normal DZsubjectDZ018
S07991 CATGAGTGCTAC CATGCTGCCTCCCGTAGGAGT |DZ01821 13 2002|male |y DZ overweight  |DZsubjectDZ018
$13332 CATGCAGACTGT CATGCTGCCTCCCGTAGGAGT |DzZ01821 17 2006|male |y DZ normal DZsubjectDZ018
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Supplemental Table S2: Genus table

Content: Table of relative abundance of all assigned bacterial genera of all samples, sorted by
taxonomy assigned with RDP classifier.

Available for download: Stahringer table S2.xlsx

Supplemental Table S3: OTU table with taxonomic assignment

Content: Table of number of OTUs (97% identity level) of all samples. All OTUs that occur in
99.6% and > 80% of all samples are marked. Taxonomy assigned with both, Greengene database
and RDP classifier. Potential plant contaminations are grouped separately.

Available for download: Stahringer table S3.xlsx

Supplemental Table S4: Representative OTU sequences
Content: Representative sequence for each OTU at a 97% identity level
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Sequences for OTUs (97% ID)

>0TU_97.1
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTCC

>0TU_97.2
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTTAAAGGTAGGTTACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAAACTCT

>0TU_97.3
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTCT

>0TU_97.4
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACTA
TGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCAAAGAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTCC

>0TU_97.5
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTCC

>0TU_97.6
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGT
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTCC

>0TU_97.7
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCAGTCTCGATG
CCGAGATTGGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.8
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCAAAACCAACTTTTAAACATCAACCATGCAGTTAATG
CTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTC
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GCCGCTAAGTTTTTCCGGTGCAAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTCC

>0TU_97.9
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAGC
CACGGAGTCAACTACC

>0TU_97.10
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGGTTATATCACCATGCGGTAACATAACAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGAAGAAGCAAGCTTCTTCCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTCC

>0TU_97.11
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCATTACTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTCT

>0TU_97.12
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCAAATGGTCCCCTGCTTTCTTCCTCAGAATATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCACTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTCC

>0TU_97.13
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAATCAATATCATGCGATATCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAAGAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGA
GCCAGGATCAAACTCC

>0TU_97.14
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.15
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCTTGCGCCTCTTTTCCTCTTCAAACCATGCGGTTCGA
AGACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCT
GAGCCAGGATCAAACTC

>0TU_97.16
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCATCCAT
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TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGA
GCCACGGAGTCAACTACC

>0TU_97.17
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTTAAAGGTAGGTTACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGAGCCAC
GGAGTCAACTACC

>0TU_97.18
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTTCTTCAGTCATGCGACTGTA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCT
GAGCCAGGATCAAACTC

>0TU_97.19
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTCC

>0TU_97.20
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTTCACATCTGATGCCGTCAGTGAAGACCA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTCATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCAAAAAGTGCAAGCACTTAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.21
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCTTAGGATGCCCTAAAATCATAAT
ATCAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCGAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.22
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAATTAATTATCATGCAATAATCAA
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTC

>0TU_97.23
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGATCTCCCTCTCAGGACCCCTAAAGATCATCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATCTTGTGCGTGCCCATCCTTATCCACCGTAGCTTTCAATATCAAATGATGCCACCTGATATATTAT
AGGGTATTAATCATCCTTTCGAATGGCTATCCCCTTGATAAGGGTAGGTTGCACACATGTTACGCACCCGTACGCCGCTC
TCTCTAGTAGCAAGCTACCAAATACCGCTCGACTTGCATGTGTTAGGCCTTCCGCTAGCGTTCATCCTGAGCCAGGATCA
AACTCC

>0TU_97.24
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTCTACATTGGATGCCCAACATAGAGTGTA
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CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.25
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CACCAACAAGCTAATAGGACGCAAGGCTCTCCTGCAGCATCTCTTTTCATCAGGCTGGACATGAGTCCGCCTGACTTTAC
CAGGTCTTATCAGTCGTTTCCGTCTGTTATCCCTGACTGCAGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGG
CTAGGCTGTGCAAGCACAGCTTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTCC

>0TU_97.26
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATCAACATCATGCAATGTCGAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGA
GCCAGGATCAAACTCC

>0TU_97.27
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGAGCCTTTACCT
CACCAACAAGCTAATCAGACGCATCCCCATCCTTTACCGATAAATCTTTTATTCATATCTGATGCCATCAATGAATTACA
TCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCAAGTAAAGGGCAGGTTGGATACGCGATACTCACCCGTGCGCCGGT
CGACGTCCAAAATGTGCAAGCACATAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTATAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.28
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAGTTGCACCTTTCAACTGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTCC

>0TU_97.29
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTTATCCTTATCTGATGCCATCAAAGGATTACA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTTGTGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCATTCGGTGCAAGCACTAAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.30
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCCGAAACCAACTTTTAAACATATATCATGCGATTTAT
GCTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCCGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTT
CGCCGCTAAGTTTTCTAGTGCAAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTC

>0TU_97.31
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCCTGTGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCAAGAGAGCAAGCTCTCTGTCTGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAAACTCC

>0TU_97.32
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTAAGCCATTACCT
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CACCAACAAGCTGATAGGCCGTGAGCCCATCTAAAACCACTCCATAACGCTTTCCACCAACACCCCATGCAGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTCAAAGGTAGGTCACTCACGTATTACTCACCCGTTCGC
CACTAATCCACGGTGCAAGCACCGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAAACTC

>0TU_97.33
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGATCGGCTACTGATCGTTGCTTTGGTAGGCTTTTACCC
TGCCAACTGGCTAATCAGACGCGGGTCCATCTTATGGCGATAAATCTTTTCACCCTGTACCATGCGGTACTGTGTGCTTA
TGCGGTATTAGCAGTGATTTCTCTCTGTTATCCCCCTCCATAAGGCAGGTTACCCACGTGTTACTCACCCGTCCGCCACT
AGATAACGTATCTTCCGGCCGAAGCTTTCCAATACGCATCTCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCA
TCCTGAGCCAGGATCAAACTC

>0TU_97.34
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGGTTACTCTCCCATGCGAGAAAGCAACAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTGCGCCGGT
CGCCGGCATTGAAAGCAAGCTTTCAACCCGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.35
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAGCGCAAGGCCCGAAGGTCCCCTGCTTTCCCTCTCAAGACGTATG
CGGTATTAGCTGATCTTTCGATCAGTTATCCCCCACTACTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.36
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGATAAACCTCTCAGTTCCCCTACCCATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATGGGACGCATGCCTATCCTATACCGAATTTCTTTCCTCACTACTTGATGCCAAGTTGTGAGCATAC
GCAGTATTAGTCCGTCTTTCGACGGGTTATCCTCCTGTATAGGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGTC
GCCACCCAGATAGCAAGCTACCTTGTGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCA
GGATCAAACTC

>0TU_97.37
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTAAGCCATTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTAAAACCACTCCATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTCAAAGGTAGGTCACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GGATCAACTA

>0TU_97.38
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTGCCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCCTTACCGGAAAACCTTTGTTTCATATCGGATGCCGTCAATGAAACACA
TCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCAAGTAAGGGGCAGGTTGGATACGCGATACTCACCCGTGCGCCGGT
CGACGTCCAGAATGTGCAAGCACATAATGCCGTTTCCCCACGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTG
AGCCAGGATCAAACTCC

>0TU_97.39
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCCCGAAAGTCCCACCCTTTAATCCGAAGATTTTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.40
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CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCTTTCCACCAACCCCCATGCGAAGACCAGTGAA
TATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCACCCAACAAAAGCTGAGCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAAACTC

>0TU_97.41
CTGGGCCGTGTCTCAGTCCCAATCTGGCTGGTCGGTCTCTCAACCCAGCTACCCATCATTGCCTTGGTAGGCCGTTACCC
CACCAACAAGCTAACAGGCCGCGGGCCCATCCCTCTCCGCCGGAGCTTTCTCGAGTCTTCCATGCGGAAGTCTCGAAGTA
TTCGGTATTATCCACGGTTTCCCGTGGCTATCCCAATGAGAGGGGCAGGTTGCCCACGTGTTACTCAGCCGTTCGCCACT
TTATACACACCCGAAGGTGCTTTAATCGTTCGACTTGCATGTGTTAGGCGCGCCGCCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.42
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTTAAACAGTTATCATGCAATAACTGT
TGTCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.43
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTAGGCCGTTACCC
TACCAACTAGCTAATGCACCGCGGGTCCATCTCTTAGCGATAGCTTGCGCCACCTTTCCTCACAGAATCATGTGATCCCA
TGTCCTATGCGGTATTAGCAGTCGTTTCCGACTGTTATCCCCCACTATGAGGTAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTCACCTTGACCAAGTGCAAGCACTCAGTCGCGGTTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCG
TCCTGAGCCAGGATCAAACTC

>0TU_97.44
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAATTAATTATCATGCGACAATTAA
TATCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCACGGATCAACTAC

>0TU_97.45
CTGGGCCGTATCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCTTACCAGAAAAACAACCTTTCCAAACCAACCCATGCAGGCTGGTCAG
AATATCCCGTATTAGCTACCCTTTCGAGCAGTTATCCAGGAAAGTAAGGGGCAGGTTACTCACGTGTTACTCACCCGTTC
GCCACTAATCAACCAAGCAAGCTTGGTATTTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCC
AGGATCAAACTC

>0TU_97.46
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCACTGACCGATAAATCTTTCGTTTTCATTAGATGTCTGCAGAAAACCTCA
TAAGGTATTAGTCCGACTTTCGCCGGGTTATCCCTTAGTCAGAGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGCCCATCGAAGCAAGCTTCAATGTCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.47
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTGCGGTCCCGCACTTTCGTCTCTCGACTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC
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>0TU_97.48
CTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAAACCCCTCCTCCGGCGATAGCTTATAAATAGAGGCCATCCTTTCTTCCGACAGTCAT
GCGACTTTCGGAACGTATTCGGTATTAGCAGCCGTTTCCAGCTGTTGTCCCCATCCGTAGGGCAGGTTGTTTACGCGTTA
CTCACCCGTTTGCCACTAGATTGTAGAAAAAGCAAGCTTTCTCTACGCTCTCGTTCGACTTGCATGTGTTAAGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.49
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCCTTGCGGTCCCACCCTTTAATCTCTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAAGAAAGCAAGCTTTCTTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCA
GGATCAAACTC

>0TU_97.50
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGGGATCGTCGCCTAGGTGAGCCATTACCC
CACCTACTAGCTAATCCCATCTGGGCACATCTGATGGCATGAGGCCCGAAGGTCCCCCACTTTGGTCTTGCGACGTTATG
CGGTATTAGCTACCGTTTCCAGTAGTTATCCCCCTCCATCAGGCAGTTTCCCAGACATTACTCACCCGTCCGCCGCTCGT
CACCCGAGAGCAAGCTCTCTGTGCTACCGCTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAAACTC

>0TU_97.51
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGAAGTCTTGGTGAGCCGTTACCT
CACCAACAAACTAATCAGACGCATCCCCATCCAATACCGAAATTCTTTAATGTATAACTCATGAGAAAAATACATACCAT
CAGGAATTAGTCCGTCTTTCAACGGGTTATGCCTGAGTATTGGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGTC
GCCATCATTGGTTGCAAGCAACCAACATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.52
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCGGACCAGCTACTGATCATCGCCTTGGTAAGCTATTACCT
CACCAACTAGCTAATCAGACGCGAGCCCCTCCTCGGGCGGATTCCTCCTTTTGCTCCTCAGCCTACGGGGTATTAGCAGC
CGTTTCCAGCTGTTGTTCCCCTCCCAAGGGCAGGTTCTTACGCGTTACTCACCCGTCCGCCACTGGAAACACCACTTCCC
GTCCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC

>0TU_97.53
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTATGCGTCATAGCCTTGGTGAGCCATTACCT
CACCAACTAGCTGATACAATATAGCCTCATCCTACACCGAAAAACTTTCCCTATCTAACTTATGTTAGAGAGGAGTATAG
AGTATTAGCAGTCGTTTCCAACTGTTGTCCTCTAGTGTAGGGCAGATTAGCTATACATTACTCACCCGTGCGCCACTAAC
TCATAAGAGCAAGCTCTTACTTGTCCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCACTCTGAGCCAGGATCA
AACTC

>0TU_97.54
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.55
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACCGATCGTCGCCTTGGTGAGCCTCTACCT
CACCAACTAGCTAATCGGACGCGGATCCATCTTATACCTATAAATATTTTACCCCTGCACCATGCGGTGCTGTGGTCTTA
TGCGGTCTTAGCGGAAATTTCTCTCCGTTATCCCCCTGTATAAGGCAGGTTATCCACGCGTTACTCACCCGTCCGCCACT
AAGTCTACTAAAATTCCATCCGAAGACTTCCTTTTAGCAGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTA
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>0TU_97.56
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGAGCC
GACGGATTCAACTAC

>0TU_97.57
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTCGCCC
CGCCAACTAGCTAATCAGACGCATCCCCCTCCGTTACCGACGGATCTTTGCTTCGAATCTGATGCCGTCATCGAAGAACA
TGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCGCAGTAACGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCATTCAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTG
AGCCAGGATCAAACTA

>0TU_97.58
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTAGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCCTGACCGATGAAATCTTTAATCGTCGTTGGATGCCCGCAGACGATGCC
ATGAGGTATTAGGCCGACTTTCGACGGGTTATCCCTCAGTCAGAGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGACGCCCGGGGAAGCAAGCTTCCCCGTCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.59
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTCCGTAGTTATCCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTT

>0TU_97.60
TTGGACCGTATCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACCCATCGAAGGATTGGTGGGCCGTTACCC
CGCCAACTTCCTAATGGGACGCACCGCCATCCATCACCGCCCGAAGGCTTTACTCAATCATACATGCATACAACTGAGAC
CATCAGGTATTAATCTTGCTTTCGCAAGCCTATCCCTGTGTGATGGGCAGGTTCGGTACGCGTTACTCACCCGTGCGCCG
GTCGCCGGCATACTTAGCAAGCTAAGCATCCGCTGCCCCACGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.61
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CACCAACTAGCTAATAGGACGCAAGGCTCTCCTGCAGCGTCTCCTTTCATCAGGCCGGCATGCGCCAGCCTGACAATACC
AGGTGTTATCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGGC
TAGACTGCGCAAGCGCAGCTTCGCCAATGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAA
cTC

>0TU_97.62
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACGCATCATCGTCTTGGTGGGCCGTTACCT
CACCAACTAACTAATGCGCCATAAGCCCATCCACCAGTGTTTTTAACCTTTAATAATCAGAAGATGCCTTCCGATTACCT
ATCCGGTATTAGTCCCCGTTTCCAGAGATTATCCCAGTCTTCGTGGGTAGGTTGCTTATGTATTACTCACCCGTTCGCCA
CTCCTTCGATCTAGCAAGCTAGATCTCCAGCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGAGCCAG
GATCAAACTC

>0TU_97.63
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGATCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCTTATAGCTTTCATAATTATAGGATGCCCTATTATCATAAT
ATTAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCTAAGTTAAAAACCCAAATTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGAT
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CAAACTT
>0TU_97.64
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCATTTGCCCCTTTCAAATAAATGACATGGGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTGTCCTCGA
GCCAGGATTCAAACTTAC

>0TU_97.65
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTTACTGAAGGATGCCCTCCTGTAAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.66
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTAAGCCATTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTAAAACCACTCCATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTCAAAGGTAGGTCACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTGGAGCCAG
GAATCAAACTAC

>0TU_97.67
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCTGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGTGCTTATAGCTTTCATAATTCTAAGATGCCTTAAAATCATAAT
ATCAGGTATTAGCATTCATTTCTAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAATCTAAGTTAAAAACCCAAATTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGAT
CAAACTC

>0TU_97.68
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTAAGCTCTTACCT
TACCAACTAGCTAATACAACGCAGGTCCATCTACTAGTGATGCGCTTGCATCTTTCAATCAATTATCATGCAATAATTAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAATAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CGACTCAAGAAAACACGGTGTGCAAGCACAGTGTGTTCCCTTGCGTCCCACTTGCATGTATTAGGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAAACTA

>0TU_97.69
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTCTAGCCTGGATGCCCAAGCTGGAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGG
TCGCCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGA
GCCAGGATCAAACTT

>0TU_97.70
ATGGGCCGTATCTCAGTCCCATCGCGACCGGACATCATCTCAGACCGGTTACCCGTCATAGGCTTGGTAAGCCATTACCT
TACCAACTACCTGATAGGACGCACCCCCCTCCCGAAGCGATAAATCTTTCCTCACATCGGAATTTCACCATCGTGAGCAT
ATTGGGAATTAGCTACATCTCTGCAGTTATTCCCATCTTCGGGGCAGGTTAAGCACGCGTTACTCGCTCGTTTGCCACTA
ACCTTACTTTGTGCAAGCACAAGGTAAGGTCCGTTCGACTTGCATGTGTTAGGCATTTCGCTAGCGTTCATCCTGAGCCA
GGATCAAACTC

>0TU_97.71
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCTATTAGCACAAGGTCTTGCGATCCCCTGCTTTCTCCCATAGGACGTATG
CGGTATTAGCATTCCTTTCGGAATGTTGTCCCCCACTAATAGGTAGATTCCTAAGCATTACTCACCCGTTCGCCACTAAT
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CATACTAGCAAGCTAGTAATCATCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
cTC

>0TU_97.72
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGATCGGCTATCGATCGTCGCTTTGGTGGGCCGTTACCC
CGCCAACTGGCTAATCGAACGCGGGTCCATCTCATACCACCGGAGTTTTTACCCCCGCACCATGCGGTGCTGTGGTCTTA
TGCGGTATTAACAGTCGTTTCCAACTGTTATCCCCCTGTATGAGGCAGGTTACCCACGCGTTACTCACCCGTCCGCCACT
CGAAATGAAGCCTTCCGCCCGAAGGTTTCCGTCTTCATTTCTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTT

>0TU_97.73
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGACGCGGGTCCATCTTGCACCACCTCAGTTTTTACCCCTGTACCATGCGGTACTGTGGTCTTA
TGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTGTGCAAGGTAGGTTACCCACGCGTTACTCACCCGTCCGCCACT
CAGTCTGTCATTCTTCCACCCGAAGGTCTCCAAACAACAGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTT

>0TU_97.74
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGTTACCCGTCAAAGCCTTGGTAAGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCTTTCCACCACCCCCCATGCGAAGGACAGTGAA
TACCCGGTATTAGCAGCCGTTTCCGACCGTTATCCCAAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCAACCCAGCAAGCTGGGCCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAAACTA

>0TU_97.75
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATAGGACGCAAAGCTCTCCTGCAGCATCACTTTTCATTGCCGGGCACATGCGTGCTGGCAATTGTAT
CAGGTATTATCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCTTGG
CTAGGCTGTGCAAGCACAGATTTGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTT

>0TU_97.76
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCAAATGATGCCATTCGATCATAAT
ATTCGGTATTAGCATTCGTTTCCAAATGTTGTCCCAAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCGAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTA
>0TU_97.77
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATTCTAGCATGCACTAAAATCATAAT
ATCCGGTATTAGCATCCGTTTCCAGATGTTGTCCCAGTCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCGAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTT
>0TU_97.78
CTGGTCCGTATCTCAGTACCAGTGTGGGGGATATCCCTCTCAGAACCCCTATCTATCGTCGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCGCCTCAGCTTTAATATAAATGTGATGCCACACCTATATACCA
TTAGGTATTAATCCAAATTTCTTCGGGCTATCCCTATGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGT
CGAAGCCCGAAAGCTCCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.79
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTTGGGATAGGATGCCCTATCCCAAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAG
CCAGGATCAAACT
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>0TU_97.80
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATAGCATCTTTCAATCAATTATCATGCAATAATCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGGTATAAACTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAAACTAC

>0TU_97.81
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATAGGACGCAAGGCTCTCCGCAGGCGTCTCCTTTCATCACTAAGCTATGCAGCTTAATGACCTTATC
CGGTATTGTCAGCAGTTTCCTGCTGTTATCCCAGTCCCGCAGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCATGGTGCAAGCACCACTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.82
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGAAGGCTAGGTGGGCCATTACCC
CGCCTACTACCTAATCAGACGCATCGCCATCCTTTACCAATAAATCTTTAGTTGCAACAAGATGCCTCATCGCAACACTA
TCAGGTATTAATCTTACTTTCGCAAGGCTATCCCTGAGTAAAGGGCAGGTTCGATACGCGTTACGCACCCGTGCGCCGGT
CGACGCCCATTAAAAGCAAGCTTTCAATGTCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTT

>0TU_97.83
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCAGGTGGCCCGAAAGTCCCACCCTTTAATCTTCCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.84
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTA

>0TU_97.85
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACAATATCTTTCCCACACCCACCATGCAGCAGGCGCAGA
ATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCAGAACCAGCAAGCTGATCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.86
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTGGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCATAACCAACTTTTAAATATCTCTCATGCGAGAAATA
CTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTC
GCCGCTAAGTTTTTCTAGTGCAAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTA

>0TU_97.87
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGGCTTGGTAGGCCATTACCC
TACCAACTACCTAATCCAACGCAGGCTTCTCCCAAAGCGCCCGAAGGCTTTAATCCGAAGACCATATGCGGCATTAGCTA
CCCTTTCGGGCAGTTATTCCTCACTTTGGGGCAAATTCCTACGCGTTACTCAGCCGTCCGCCGCTCGCCGACATTTTACA
CAAAATTCTTGAATAGATCTTCTATATTACCCAGAAGCTTCCAGAATTCAGTGTAAAACTCGCTGCCGCTCGACTTGCAT
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GTGTTAGGCACGCCGCCAGCATTCATCCTGAGCCAGGATCAAACTT
>0TU_97.88
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCGACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGA
GCCAGGATCAAACTAC

>0TU_97.89
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTGAGCCCTTACCT
CACCAACTAGCTAATAGGACGCAAGGCTCTCCGCAGGCGTCTCCTTTCATCATAAAGCCATGCAGCTCCATGACATTATC
CGGTCTTGTCAGGAGTTTCCCCCTGTTATCCCAGTCCTGCAGGTAAGTCCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCATGGTGCAAGCACCACTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.90
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
ACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGCGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGCT
ATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCGC
AACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCCTGTAG
CCGACGGAGTCAAACTA

>0TU_97.91
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCGTCGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCGTAGCTTTAATATAAAAACGATGCCGCTCTTATATACCA
TTAGGTATTAATCCAAATTTCTTCGGGCTATCCCTATGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTGCGCCGGT
TTTGGTTACCCGAAGGTAACCTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.92
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCGC
AACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAGCC
AGATCAAACCTAC

>0TU_97.93
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAGAAGCAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAACTT

>0TU_97.94
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATAGGACGCAAAGCTCTCAAATGGCATCTCTTTTCATAAACTCACTATGCAGCAAGTTCATAATATC
CGGTCTTATCAGCCGTTTCCAGCTGTTATCCCAGTCCATTCGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCATGGT
TTCACGGTGCAAGCACCGCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAA
cTC

>0TU_97.95
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCTATTAGCGCAAGGTCCGAAGATCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCATCCCTTTCGGAATGTTGTCCCCCACTAATAGGCAGATTCCTAAGCATTACTCACCCGTCCGCCGCTAAG
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ATAAGGTGCAAGCACCTCATCTCCGCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
CTT

>0TU_97.96
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAGTCAACATCATGCAATGTCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAAGAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCCT
AGCCACGGATTCAACTAC

>0TU_97.97
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAAGCTCCTCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCCTCGTAGCC
AGGATCAAACTAC

>0TU_97.98
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCTCCTCGAG
CCACGGACGTCCAACTAC

>0TU_97.99
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTAATCCTCATTAGATGTCTGCTGAGAATACCA
TGGGGCATTAGTCTTACTTTCGCAAGGTTATTCCCCTGTAATGGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGCCTAAGAGAGCAAGCTCTCTCATCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT

>0TU_97.100
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTTCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
ATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTT

>0TU_97.101
CTGGGCCGTATCTCAGTCCCAATGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGAGCTCATCCTGCACCAAAACAATAATTTTTCCACCATGAGACACTAAACCATGGTCC
TATCCGGTATTAGACCCAGTTTCCCAAGCTTATCCCGAAGTACAGGGCAGATCACCCACGTGTTACTCACCCGTTCGCCA
CTCGAGCACCCCCACCAAGGTGGGGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCC
AGGATCAAACTA

>0TU_97.102
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGAGCAC
GGAGTCAACTAC

>0TU_97.103
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTCAATGGATTATCATGCGATAATCCA
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TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.104
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCATCCTCTCAGACCGGCTACCTATCTTCGTCTTGGTGAGCCGTTACCT
CACCAACTAACTAATAGGACGCAAAGCTCTCTCTTAGCATCTCTTTTCATTAAAGCTTCATGCGAAGCTTTAATAATATC
TAGTCTTATCAGTCGTTTCCATCTGTTATCCCAGACTAAGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCATGGT
TATCACGGTGCAAGCACCGTTTCCCCATTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.105
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTCAGCCGTTACCC
AACCAACTAGCTAATAGGACGCAAGACTCTCCGCAGGCGTCTCCTTTCATTACCAAACAATGCTGCCCAGTAACTTTATC
CGGTCTTGTCAGAAGTTTCCCTCCGTTATCCCAGTCCCGCAGGTAAGTTCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCAGCTAAGCAAGCTCAGCCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.106
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTTCCAATACGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGT
TCGCAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTG
ACGCCGAGGATCAACTT

>0TU_97.107
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATTTGC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCTCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTGTCCTGAGC
CGGGATCAAACTA

>0TU_97.108
TTGGACCGTGTCTCAGTTCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTCGCCTTGGTGGGCAGTTATCT
CACCAACTAGCTAATCAGACGCGGGTCCATCCTATACCGCTAACACTTTGATATATCTGCGATGCCGCAAATATATATTA
TCATGTATTAGTAAACTTTTCAGTATGTTATCCATGTGTATAGGGCAGGTTACCCACGCGTTACTCACCCGTCCGCCGCT
TGGTTTTGCTCAGAATTGAACATTCTAGTCTTAGAATACTCAATACTGAGCAAACCCTCGCTCGACTTGCATGTGTTAGG
CACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTT

>0TU_97.109
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGTTGCCACGGTGGGCCGTTACCC
CGCCGTCAAGCTAATCGGACGCATCCCCATCCCTCACCGCTAAGCCTTTCGTCCAAATCGGATGCCGTCAATGGACAACA
TACGGTATTAGTCCGACTTTCGCCGGGTTATCCCGTGGTGAAGGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCAGGGATTGCAAGCAACCCCCATGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT

>0TU_97.110
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCGGGCCGGCTACCTATCATCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATAGGATGCAAAGCTCTCTCTTAGCAATCTTATCCTTTCATGTTACCAAGATGCCTTAGTATCATAA
TATCTAGTATTATCAAGCGTTTCCACTTGTTATCCCAGTCTAAGAGGCAAGTTCTTTACACGTTACTCACCAGTCCACCA
TGCTCCTTATTTATGCAAGCATAAATAATTTACATAGATTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCA
GGATCAAACTT

>0TU_97.111
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
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CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTTAAACATCTACCATGCAGTAAATGT
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGAATACGGTGTAGTAAACTACGGTGCATCCTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAAACTA

>0TU_97.112
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGCCTTGGTGAGCCGTTACCT
CACCAACTAACTAATCAGACGCATCCCTATCTTATACCGATAAATCTTTATTATAACAGTCATGCAACTATTATAAACCA
TTAGGTATTAGGCCGTCTTTCAACGGGTTATCCCTAAGTATAAGCCAAGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGTCATCATCGGTTGCAAGCAACCAACATGCTACCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT

>0TU_97.113
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAGCAATATCTTTCCCGGGCCCGTCATGCGACAGACCCAGA
ATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCAGAACCAGCAAGCTGGTCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.114
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAATTGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTTGAGC
CACGGATCAAACTAC

>0TU_97.115
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTGGGCCTTTACCC
CACCAACTAGCTAATCAGATATTGGCTGCTCAAATAGCGCAAGGTCCGAAGATCCCCTGCTTTCCCCCTCAGGACGTATG
CGGTATTAGCCAATCTTTCGATTGGTTATCCCCCACTACTCGGTACATTCCAATATGTTACTCACCCGTTCGCCACTCGC
CGGCAGGTGCAAGCACCCCCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCA
AACTT

>0TU_97.116
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGATTAGTCCACCATGCGACGAACTAATAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTGCGCCGGT
CGCCGGCATTGAAGCAAGCTTTCAACCCGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGC
CAGGATCAACTT

>0TU_97.117
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGACATCGGCCGCTCGAATAACGTGAGGTCCGAAGAGCCCCCACTTTCCTTCTCAAAGCGTATG
CGGTATTAGCTATCCTTTCGGATAGTTATCCCCCATTACTCGGTACGTTCCGATGCATTACTCACCCGTTCGCCACTCGC
CACCAAAAGAGCAAGCTCTTTCGTGCTGCCGTTCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.118
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTTCTCCAGTCATGCGACTCAA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTC
GAGCCACGGAGTCAACTAC

>0TU_97.119
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CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCATTACCC
CACCAACTACCTAATCCCACTTGGGTTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATCCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCATAAGTACAAGTACTTACCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTT

>0TU_97.120
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGGTCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTGAGCCATTACCT
CACCAACTACCTAATCCGACGCGGGCTTCTCCCAAAGCGGATAAATCCTTTAATCCGAAGATCATATGCGGCATTAGCCA
CCCTTTCGGGCAGTTATTCCTCACTTTGGGGCAAATTCCCACGCGTTACTCAGCCGTTCGCCGCTCGCCGCCAAGTAGTA
AACTACTCGCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.121
CTGGGCCGTGTCTCAGTCCCAATCTGGCTGGTCGGTCTCTCAACCCAGCTACCCATCATTGCCTTGGTAGGCCTCTACCC
CACCAACAAGCTAACAGGCCGCGGGCCCATCCTTCTCCGCAAAAGCTTTCTCAATGTCGTCATGCGGCCACATTGAAGTA
TCGGGTATTATCCTCGGTTTCCCGAGGCTATCCCCAAGAGGAGGGCAGGTTGCCCACGTGTTACTCAGCCGTTCGCCACT
TTATACACACCTAAAAGGTGCTTTAACCGTTCGACTTGCATGTGTTAGGCGCGCCGCCAGCGTTCATCCTGAGCCAGGAT
CAAACTA

>0TU_97.122
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCCCCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.123
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGGTAGCTTATAAATAGAGGCCACCTTTCATTCACAAATGATG
CCATTCGTGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCAAGGGAGCAAGCTCCCTGTCCGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.124
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCAACCTCTCAATCCGGCTACTGATCGTCGCCTTGGTGAGCTGTTATCT
CACCAACTAGCTAATCAGACGCAAGCCCATCTATAAGCGATAAATCTTTTCTGAATGTATCATGCGATACCTCCAGCTTA
TGCGGTATTATCAGTAATTTCTCACTGTTATTCCCCTCTTATAGGCAGGTTGCTTACGTGTTACTCACCCGTCCGCCACG
GTGTCCGAACTAGTAGATAAATCTTCCAGTCTTCTCCCGTTCGACTTGCATGTCTTATGTACACCGCCAGCGTTTATCCT
GAGCCAGGATCAAACTT

>0TU_97.125
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGATCATCCTCTCAGACCAGCTATAGATCGTTGGCTTGGTAGGCCATTACCC
TACCAACTACCTAATCTAACGCGGGCTCTTCCTAAAGCGGATAAATCCTTTAATCCGAAGATCATATGCGGTATTAGCCA
CCCTTTCGGGCGGTTATCCCTCACTTTAGGGTAGATTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACAGGGTGCA
AGCACCCTTCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCATTCATCCTGAGCCAGGATCAAACTC
>0TU_97.126
CTGGTCCCTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTAGCCTTGGGGTGCCGTTACCA
CTCCAACTAGCTAATAGGACGCATGCCCATCTTTCACCACCGCAGTTTTAATTATCAAATGATGCCATCCAATAATATTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCTGTGAAAGGTAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
TTCTGCCCCCGAAAGGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAAC
TA

>0TU_97.127
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTGAGCCTTTACCT
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CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTTCGGTCCCGCACTTTCGTCTCTCGACACTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.128
TTGGACCGTGTCTCAGTTCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTTGCCTTGGTAAGCCGTTACCC
TACCAACTAGCTAATCAGACGCAGGCCCATCCTATACCGATAAATCTTTGACAAGTGATACATGTGTATCTCTTGCGTTA
TGGGGTATTAATCACCTTTTCGGGTGGCTATCCCCCTGTACAGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
TTCCATAAAGAAAATCTACCGAAGCTTCATTCCTTTATTTCTCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTC

>0TU_97.129
ATGGGCCGTATCTCAGTCCCATCGCGACCGGACATCATCTCAGACCGGTTACCCGTCATAGGCTTGGTAAGCCATTACCT
TACCAACTACCTGATAGGACGCACCACTCTCCCGAAGCGATAAATCTTTCCTCACATTGGAATTTCACCATCGTGAGCAT
ATTGGGAATTAGCTACATCTCTGCAGTTATACCCATCTTCGGGGCAAGTTAAGCACGCGTTACTCGCTCGTTTGCCACTA
ATCTTACTACGTATTGCTACGACGCAAGATCCGTTCGACTTGCATGTGTTAGGCATTTCGCTAGCGTTCATCCTGAGCCA
GGATCAAACTC

>0TU_97.130
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCATTACCC
CGCCAACAAGCTAATAGGACGCAAGGCTCTCCTGCAGCGTCTCCTTTCATCGCCAGGCACATGCGTGCCGGCAACTGTAT
CAGGTCTTGTCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGG
CTTGTCTGCGCAAGCGCAGCTTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.131
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCGCCGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGGGCTCATCCCACACCGCAAAAGCTTTCCACCATGACCCCTACGCCATGGTCGTATGT
GGTATTAGACCCAGTTTCCCAGGCTTATCCCACAGTGCGGGGCAGATCACCCACGTGTTACTCACCCGTTCGCCACTCGA
GTACCCACCACCAAGGTGGCGGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGG
ATCAAACTA

>0TU_97.132
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCAGTCCTGAC
GCCGAGGACTACAAACTC

>0TU_97.133
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATAGGACGCAAAGCTCTCCCGCAGCATCTCTTTTCATTGCCAGGCACATGCGTGCCGGCAACTGTAT
CAGGTGTTGTCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCTTGG
CTAGCCTGTGCAAGCACAGATTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.134
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTAGGCCTTTACCC
TACCTACTAGCTAATACAACGCAGGTCCATCTACTAGCGATGCAATTGCATCTTTCAAGCATCTAACATGTGTTACATAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCTCTAATAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGGTATAAACTGTGCGTCCTACTTGCATGTATTAGGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAAACTA

>0TU_97.135
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CTGGTCCGTGTCTCAGTACCAGTGTGGGGGGTCAACCTCTCAGTCCCCCTACCCATCGTTGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGGGACGCATGCCCATCTGTAATCAATAAATCTTTCCGTCCTCCCCCATGCGGAGAAAGAAGAATA
TAGGGTATTAGTCCGACTTTCACCGGGTTATTCCCTAATTACAGGCAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCTATCTTAGCAAGCTAAAATAATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT

>0TU_97.136
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCTGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTAATCCTAATCTGATGCCGTCAAAGGATTACA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCGAAGAGTGCAAGCACTCAACGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTT

>0TU_97.137
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTA

>0TU_97.138
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACGGATCGTCGCCTTGGTGGGCCTTTACCC
CGCCAACTAGCTAATCCGACATCGGCTCATTCAATCGCGCGAAGCCCGAAGGTCCTCCGCTTTCACCCGTAGGTCGTATG
CGGTATTAGCGTAAGTTTCCCTACGTTATCCCCCACGAAAGAGTAGATTCCGATGTATTCCTCACCCGTCCGCCACTCGC
CACCCATAAGAGCAAGCTCTTACTGTGCTGCCGTTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCACTCTGAGCCA
GGATCAAACTA

>0TU_97.139
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATAGTTGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCACGGATACAAACTAC

>0TU_97.140
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATACATAGAGGCCACCTTTCATCTTTCCTCGATG
CCGAGGTTAGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCTCTGAAGGGCAGGTTGATTACGCGTTACT
CACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAG
CGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.141
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTTAAACAGCTGTCATGCAACAACTGT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAAGAAGAGCAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCTGAG
CCAGGATTAAACTT

>0TU_97.142
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGGA
GCCACGGAGTCAAACCTAC
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>0TU_97.143
CTGGGCCGTATCTCAGTCCCAATGTGGCCGTTCAACCTCTCAGTCCGGCTACTGATCATCGTCTTGGTAGGCCGTTACCC
CACCAACTAACTAATCAGACGCAAGCCCATCTATTAGCGGATTGCTCCTTTCCTGCTTGTATCATGCGATACTCACAGCA
TATGCGGTATTAGCAACGATTTCTCGCTGTTATTCCCCTCTAATAGGCAGGTTGCTTACGTGTTACTCACCAGTCCGCCA
CTAACCGCTTTGAGAGCAAGCTCTCAATTAAGTTCGTTCGACTTGCATGTCTTATGTGCGCCGCCAGCGTTTATCCTGAG
CCAGGATCAAACTT

>0TU_97.144
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGTAGC
CACGGAGTAAAAACCTAC

>0TU_97.145
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGGCCCGCCAGCGTTCTCCTGTA
CGCCACGGACTC

>0TU_97.146
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCATCAGTGATAGCTTACAAGTAGAGGCCACCTTTCATCCAGTCCCGATG
CCGAGATTGGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGATGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACCTTCATAGAAGCAAGCTTCCATGTCGGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.147
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGATCACCCTCTCAGGCCCCCTAAAGATCGTCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATCTTGTGCGTGCTCATCCTTATCCGCCGTAGCTTTTAATATGAAATGATGCCATCCCATATGTTAT
AGGGTATTAATCCGGATTTCTCCGGGCTATCCCCTTGATAAGGGCAGATTGCACACATGTTCCGCACCCGTACGCCGCTC
TCATCGTTAGTTAGCAAGCTAACCAACAAATCCCGCTCGGCTTGCATGTGTTAGGCCTCCCGCTAGCGTTCATCCTGAGC
CAGGATCAAACTT

>0TU_97.148
CTGGACCGTGTCTCAGTTCCAGTGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CTCCAACCAGCTAATCAGACGCAAACCCCTCTTCAGGCGATAGCTTACAGGTAGAGGCCACCTTTTCTTCCATGGGCCAT
GCGGCTCTTGGAACTTATTCGGTATTAGCAGTCGTTTCCGTCTGTTGTCCCCATCCTGAAGGCAGGTTGTTTACGTGTTA
CTCACCCGTTTGCCACTCAATTCCGGAAAGAGCAAGCTCTTTCCCTCTTTTCGTTCGACTTGCATGTGTTAAGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.149
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATTCCGCTCGGTGCAAGCACCAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTG
AGCCAGGATCAAACTA

>0TU_97.150
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCGACCTCTCAGTCCGGCTACCGATCGTTGCTTTGGTAGGCTTTTACCC
TGCCAACTGGCTAATCGGACGCGGGCCCATCCTATACCTGATTGCTCATTTCCCGACAAAACCATGCGGTCTCGCCGACT
TATGCGGTCTTACCAGCCGTTTCCAGCTGCTATCCCCCTGTATAGGGCAGGTTGCCCACGCGTTACTCACCCGTCCGCCA
CTAAGAATTACAGTCTTCCATCCGAAAACTTCCGTCTGTAATCTCCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCG
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TTCATCCTGAGCCAGGATCAAACTT

>0TU_97.151
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCAAAACCCCAACTTTTAAACATCAACCATGCAGTTAA
TGCTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGT
TCGCCGCTAAGTTTTTCTAGTGCAAGCACCAGAAAACTTCGACTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGT
CCTGAGCCAGGATCAACTAC

>0TU_97.152
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGTTGCCACGGTGGGCCGTTACCC
CGCCGTCAAGCTAATCGGACGCATCCCCATCCTTTACCGCTAAGCCTTTGGTCCAAATCGGATGCCGTCAATGGACTACA
TACGGTATTAGTCCGACTTTCGCCGGGTTATCCCGTAGTAAAGGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCAGTAATTGCAAGCAATCACTATGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.153
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATCAACATCATGCAATGTCGAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.154
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTCGGTGGGCCGTTACCC
CGCCGACAAGCTAATCAGACGCATCCCCATCCATCACCGCAAATGCTTTATTCCGATTCAGAGGACTTCATCGGAATACA
TAGGGCATTAGGCCGACTTTCGACGGGTTATTCCCTTGTGATGGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCGGCATATACTTGAAAACAAGCATACCCGCTGCCCCACGACTTGCATGTGTTAGGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTT

>0TU_97.155
CTGGGCCGTGTCTCAGTCCCAGTCTGGCTGATCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTGAGCCATTACCT
CACCAACTACCTAATCCGACGCGGGCCACTCCCAAAGCGGATAAATCCTTTAATCCGAAGATCATATGCGGTATTAGCTA
CCCTTTCGGGCAGTTATCCCTCACTTTGGGGTATGTTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGCCAAGTAGTA
AACTACTCGCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTT
>0TU_97.156
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCAACATGGGCTCATCTCTTGCCGCGAGGCCTTTCGGTCCCCCGCTTTCACCCTTAGGTCTTATG
CGGTATTAGCGTAAGTTTCCCTACGTTATCCCCCAGCAAAAGGCAGATTCCCATGCGTTACTCACCCGTCCGCCACTCGA
CGCCTGGAGCAAGCTCCATCGTTTCCGTTCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCA
AACTA

>0TU_97.157
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCCCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTCATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.158
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCATTTGCCCCTTTCAAATAAATGACATGGGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAA
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GCCACGGATCAAACTAC
>0TU_97.159
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCATTTGCACCTTTCAAGTAAATGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTCGA
GCCACGGGATCAAACTAC

>0TU_97.160
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTCG
AAGCCACGGATCAAAACTAC

>0TU_97.161
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTAGGCCGTTGCCC
TACCAACTAGCTAATCAGACGCAGACCCATCGCAAAGCGATCGCTTACAAGTAGAGGCCATCTTTGCTGGAGTTTCCATG
CGGGATTTCCAGAACATTCGGTATTAGCAGTCCTTTCGAACTGTTGTCCCCATCTTTGCGGCAGGTTGTCTACGCGTTAC
TCACCCGTTTGCCACTCGACGTTTAAAAGCAAGCTTTTAATGTCTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCG
TTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.162
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCAAAAAAGGCGCAATCTTTCCCAGGCCCACCATG
CGACAGACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTAC
TCACCCGTTCGCCACTCATCCAGGACCCACAAAAGCAGGCCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.163
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTTCTTCAGTCATGCGACTAAA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTACTCCCCCTCTGATGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCT
GACGCCAGGATCAAACT

>0TU_97.164
CTGGGCCGTGTCTCAGTCCCAGTCTGGATGATCATCCTCTCAAACCATCTAACGATCGTCGACTTGGTGAGCCTTTACCT
CACCAACTATCTAATCGTACGCAAGCCATTCCCAAAGCGCATAAATGCTTTAATCCAAAGATCACATGCGGTATTAGCTA
ATCTTTCGACTAGTTATCCCTCACTTTGGGGTATGTTCTCACGCGTTACTCAGCCGTCCGCCGCTCGTCATCAGCTTCAC
GGTTCCCTCGAATCTTTCCACTCGCATAAGGCCAAGTGTGTCAAGGAAACGGTGAAGCCATGCTACCGCTCGACTTGCAT
GTATTAGGCATGCCGCCAGCATTCATCCTGAGCCAGGATCAAACTC

>0TU_97.165
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGCCCTGGTGGGCCGTTACCC
CGCCAGCAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTCTTATTCCGATGTCAGGCATAAGAGACC
ATAAGGGATTAGGCCGCATTTCTACGGGGTATTCCTTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGACGACAAAGAATAGCAAGCTATTCTCCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTT

>0TU_97.166
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTAGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATCAGACGCATCCCCATCCTTTACCGATAAATCTTTGGTTCAAATCAGATGCCATCAATGAACAACA
TCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCAAGTAAGGGCAGGTTGGATACGCGATACTCACCCGTGCGCCGGTC
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GACGTCCAAAATGTGCAAGCACATAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTATAGCTAGCGTTCATCCTGA
GCCAGGATCAAACTT

>0TU_97.167
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGATCACCCTCTCAGGCCCCCTAAAGATCATCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCTTGTGCGTGCCCATCCTTATCCGTCGTAACTTTCAATATTAAATGATGCCATCCAATATATTAT
AGGGTATTAATCCGAATTTCTCCGGGCTATCCCCTTGATAAGGGTAGGTTACACACATGTTCCGCACCCGTACGCCGCTC
TCTCTAGTAGCAAGCTACCAAATACCGCTCGGCTTGCATGTGTTAGGCCTCCCGCTAGCGTTCATCCTGAGCCAGGATCA
AACTC

>0TU_97.168
CTGGACCGTGTCTCAGTTCCAGTCTGACTGATCATCCTCTCAAACCAGTTAAAGATCGTCGACTTGGTAGGCCATTACCC
CACCAACTATCTAATCTTACGCAGGCCGTTCCCAAAGCGCCCGAAGGCTTTAATCCGAAGACCATATGCGGTATTAGCAC
ACCTTTCGATGCGTTATCCCTCACTTTGGGGTACGTTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACATTTTACA
CAAAATTCTTGAATAAATCTTCTCTTTAAACCAGAAGCTTCCAGAATTCAGTGTAAAACTCGCTGCCGCTCGACTTGCAT
GTGTTAGGCACGCCGCCAGCGTTAATCCTGAGCCAGGATCAAACTC

>0TU_97.169
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCTGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTCATTCTCTTCTGATGTCATCTAAGAATTACA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCATTCAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.170
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAG
GATCAAACTT

>0TU_97.171
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
TTCCAACTAGCTAATCAGACGCGAGCCCTTCTTACACCGATAAATCTTTGACCCCTATATCATGCGATTCTGTGGTCTCA
TGCGGTATTAATCGTCGTTTCCAACGGCTATCCCCCTGTGTAAGGTAGGTTGCTCACGTGTTACTCACCCGTTCGCCACT
TTCATTTCATTTCCATTCCCGAAAGAATTTCCACAAAAATCACGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
GTCCTGAGCCAGGATCAAACTA

>0TU_97.172
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCTCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGTAG
CCAGGATCAACTA

>0TU_97.173
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAG
CCAGGATCAACTA

>0TU_97.174
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCATCCAT
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TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCTGAGCAC
GAGTCAACTAC

>0TU_97.175
TTGGACCGTGTCTCAGTTCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTCACCTTGGTGAGCCGTTACCT
CACCAACTAGTTAATCAGACGCAGGCCCATCCCTGACCGATAAATCTTTGACCGATGAAGCATGTGCTTCTACGGTGTCA
TGAGGTTTTAATCATCGTTTCCAATGGCTATCCCTCTGTCAGGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
GTCCGTTAGCATAATCCCCCGAAGGTTCATGCGCTAACATCTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTA

>0TU_97.176
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTACGCGTCATAGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTGATACGATATAGCCCTATCCATTACCGAAAAACTTTCCCGTACCTACTTATATAGATACGGAGTATAA
GGTATTAGCAGTCGTTTCCAACTGTTGTCCCTTAGTAATGGGCAAGTTAGCTATATATTACTCACCCGTGCGCCACTAAG
ATTAAATAGCAAGCTACTTAATCTCCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCACTCTGAGCCAGGATCA
AACTC

>0TU_97.177
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGATCACCCTCTCAGGCCCCCTAAAGATCATCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCTTGCGCGTGCCCATCTCTATCCGCCGGAGCTTTCAATATTAAACGATGCCGTTCAATATATTAT
GGAGTATTAATCTTCCTTTCGAAAGGCTATCCCCCAGATAAAGGCAGGTTGCACACGTGTTCCGCACCCGTACGCCGCTC
TCTCATTTCCGAAGAAACAATACCGCTCGGCTTGCATGTGTTAGGCCTCCCGCTAGCGTTCATCCTGAGCCAGGATCAAA
CTT

>0TU_97.178
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCTTTCCACCAACCCCCATGCGAAGGCCAGTGAA
TATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCACCCAGCAAGCTGGGCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAAGCCACG
GAGATCAAACTA

>0TU_97.179
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACAATATCTTTCCCACACCCACCATGCAGCAGGCGCAGA
ATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCACACCCACCAAAGGAAGGTGCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAAACT

>0TU_97.180
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTTCCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCAGCGTTCGTCTGACGC
CGAGGTACTACAAACCTA

>0TU_97.181
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGCCCTGGTGGGCCGTTACCC
CGCCAGCAAGCTAATCAGACGCATCCCCATCCATAACCGAAATTCTTTGCTCCCACTCTGATGCCGTCATGGGAGTACAT
AAGGTATTAGGCCGCATTTCTACGGGGTATCCCTTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGTC
GACGACAGAAAGCAGCAAGCTGCTTTCCCGTTTCCCCTCGACTTGCATGTGTTAGGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT

>0TU_97.182
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
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CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCAAATGGTCCCCTGCTTTCCTTCCTCAGAAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCACTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAACTT

>0TU_97.183
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCCCTCGTAGC
ACGAGTCAACTAC

>0TU_97.184
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGACTTTCCTCTCAGAACCCCTAACCATCGTAGGCTTGGTGGGCCGTTACCT
CACCAACTACCTAATGGTACGCATGCCCATCCACAACCGATAAATCTTTAACAAATAACACCATGCGGTGTCCCTGTTTT
ATGAAGTATTAGACCGACTTTCGCCGGATTATTCTTCTGTTGTGGGTAGGTTGCATACGCGTTACTCACCCGTGCGCCGG
TCGCCAACTTTGTATTGCTACAAATTGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTCGCTAGCGTTCATCCTGAGCCA
GGATCAAACTC

>0TU_97.185
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGGCTTGGTAGGCCATTACCC
TACCAACAACCTAATCCAACGCAGGCTTCTCCCAAAGCGGATAAATCCTTTAATCCGAAGACCATATGCGGCATTAGCTA
CCCTTTCGGGCAGTTATTCCTCACTTTGGGGCAAATTCCTACGCGTTACTCAGCCGTTCGCCGCTCGCCGACAGGGTGCA
AGCACCCCTCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCATTCATCCTGAGCCAGGATCAAACTA
>0TU_97.186
TTGGACCGTGTCTCAGTTCCAATGTGACTGATCATCCTCTCAGACCAGTTACGCGTCATAGCCTCGGTAGGCCGTTACCC
CACCGACTAGCTGATACGATATAGTCTCATCCCTTGCCGAAATTCTTTCCCGATTTATCTTATGGTAAAAAGGAGTATGG
AGTATTAGCAGTCATTTCTAACTGTTGTCCTCCAGCAAGGGGCAGATTAGCTATATATTACTCACCCGTGCGCCACTAAA
TTTAAAAGAGCAAGCTCTTTTAAATTCCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCACTCTGAGCCAGGAT
CAAACTC

>0TU_97.187
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTTAAAGGTAGGTTACTCACGTATTACTCACCCGTTCGC
CACTAATCCACGGTGCAAGCACCGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCCGAGCCA
CGGATCAAACTA

>0TU_97.188
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCCAAAAAGGGCGCAATCTTTCCCACACCCACCAT
GCAGCAGGCACAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTA
CTCACCCGTTCGCCACTCATCCAGGACCCACAAAAGCAGGCCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCC
AGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.189
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCATCCTCGATG
CCGAGATTGGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCTGAGCCGAGATACAAACTA

>0TU_97.190
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTAAGCCGTCACCT
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TACCAACCAGCTAATAGGACGCAAAGCTCTCGGACGGCATCCCTTTTCATGGGCCAGCCATGCGGCCAGCCCACAGTATC
CGGTCTTGCCAGCCGTTTCCAGCTGTTATCCCGGTCCATCCGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCATGGT
TGCCACGGCGCAAGCGCCGCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.191
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCGTCCTCTCAGACCAGCTACAGATCGTCGGCTTGGTAAGCTTTTATCC
CACCAACTACCTAATCTGCCATCGGCCGCTCCGTTCGCGCAAGGCCTTGCGGTCCCCTGCTTTCATCCGTAGATCTTATG
CGGTATTAGCAAAGCTTTCGCTTCGTTATCCCCCACGATCGGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCGT
CAGCATCCGAAGACCTGTTACCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAACT
C

>0TU_97.192
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTTAAACAGCTGTCATGCAACAACTGT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCTCCTGGAGCC
AGGATCAAACTA

>0TU_97.193
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCGTCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGTTATCGGCCGCTCGAATAACGCGAGGTCTTGCGATCCCCCGCTTTCTCCCTTAGGACGTATG
CGGTATTAGCCAATCTTTCGATTGGTTATCCCCCATTACTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCGC
CGGCAGTAGTGCAAGCACTACCCCGCTGCCGTTCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.194
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAATCAATTATCATGCGATATTCAA
TATCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAGC
CAGGATCAAACTA

>0TU_97.195
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAATCAATTATCATGCAATAATTAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGGTATAAACTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTT
GTCCTGAGGCCAGGATCTCCAAACTA

>0TU_97.196
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGCGGTGCAATTGCACCTTTCAAACAGTTATCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTCAGCGGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTC

>0TU_97.197
TTGGACCGTGTCTCAGTTCCAATGTGACTGATCATCCTCTCAGACCAGTTACGCGTCATAGCCTTGGTAAGCCATTACCT
TACCAACTAGCTGATACGATATAGTCTCATCCCATAGCGAAAAACTTTCCCGACTTAACTTATGATAAGAAGGAGTATGG
AGTATTAGCAGTCATTTCTAACTGTTGTCCTCCACTATGGGGCAGATTAACTATATATTACTCACCCGTGCGCCACTAAG
ATTAAATAGCAAGCTATTTAATCTCCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCACTCTGAGCCAGGATCA
AACTA

>0TU_97.198
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CTGGACCGTGTCTCAGTTCCAGTGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTTGCCTTGGTAGGCCTTTACCC
TTCCAACTAGCTAATCAGACGCGAGCCCATCTTACACCGATAAATCTTTGACCCCTATACCATGCAGTATTGTGGTCTCA
TGCGGTATTAATCGTCGTTTCCAACGGCTATCCCCCTGTGTAAGGTAGGTTGCTCACGTGTTACTCACCCGTTCGCCACT
TTCATTTTATTTCCGTCCCCGAAGGTTCTTCCATAAAAATCACGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
GTCCTGAGCCAGGATCAAACTATTACGTACGTAGACGGGCGGTCGGTCGGAACGGAACGGCCGACTAAGTAG
>0TU_97.199
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCACCCTCTCAGGTCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCAGACGCAGGCCCATCCCATACCGATAAATCTTTGACCTACCTAGCATGCACTAGTTAAGTTTCA
TAAGGTATTAATATTCGTTTCCAAATGCTATCCCTTTGTATGGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
TTCCATTTTAAATTTCATCCGAAGAATCTTTTCAAAACTTCTCGCTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTT

>0TU_97.200
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCGTCCTCTCAGACCAGCTACAGATCGTCGGCTTGGTAAGCTTTTATCC
CACCAACTACCTAATCTGCCATCGGCCGCTCTAGTAGCACAAGGTCTTGCGATCCCCTGCTTTCATCCGTAGATCTCATG
CGGTATTAGCCACTCTTTCGAGTAGTTATCCCCCACTACTAGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCGT
CAGCATCCGAAGACCTGTTACCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAACT
A

>0TU_97.201
CTGGGCCGTTTCTCAGTCCCAATGTGGCTGTTCAACCTCTCAGTCCAGCTACGCATCATCGTCTTGGTAAGCCATTACCT
TACCAACTAACTAATGCGCCGCAGGCCCCTCTTCAAGCAGACCTAACGGTCCTTTAAATGTTTTTAGATGCCTAAAAACA
TCATTATTCGGTATTAGCACAAGTTTCCTTGTGTTATCCCCAACTTGTAGGCAGGTTACCTACGTGTTACTCACCCGTTC
GCCACTAGATAGTAAACTATCTCGTTCGACTTGCATGTATTAGACGTACCGCCAGCGTTAATCCTGAGCCAGGATCAAAC
TA

>0TU_97.202
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCCGTTCGTCTGAGC
CAGGATCAAACTA

>0TU_97.203
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
GCACCAACAAGCTAATCAGACGCATCCCCATCCTCCACCGATGAATCTTTGGTCCACGTCAGATGCCATATGTGGACAAC
ATCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCGAGTGGAGGGAAGGTTGGATACGCGATACTCACCCGTGCGCCGG
TCGACGTCCAGAATGTGCAAGCACATAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTATAGCTAGCGTTCATCCT
GAGCCAGGATCAAACTT

>0TU_97.204
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCTTTGGTGGGCCGTTACCC
CGCCAACTGGCTAATCAGACGCAGGCCCATCGACAGGCGATAGCATTATTCAGAGGCCATCTTTTATCCAAGGATGATGC
CATCCTCGGACTCCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGCCTACGTGTTACT
CACCCGTTTGCCACTCTCACCTTTACCGAAATAAAGGTTCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCG
TCCTGAGCCAGGATCAAACTA

>0TU_97.205
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTTCCCCCATTACTCGGTTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTT
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>0TU_97.206
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCCTATGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTACTCCCCCTCTGAAGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCAAGAGAGCAAGCTCTCTGTCTGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGACTCAAACTA

>0TU_97.207
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCAATAAATCTTTAATCCTATAATGATGCCATCATAAAATACCA
TGGGGTATTAGTCTTACTTTCGCAAGGTTATCCCCCTGTAATGGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGCCTAAGAGAGCAAGCTCTCTCATCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.208
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGAGGCA
GGAGTCAAACTA

>0TU_97.209
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACTGATCGTCGCCTTGGTGAGCCTTTACCT
CACCAACTAGCTAATCAGACGCGGACCCATCTTGTATCGACAGCGCTAAGGCCGCCTTTCCTCCTTACTTCATGCGAAGC
AAGGTTATTATGGGGTATTAGCTTCGATTTCTCGAGGTTATTCCCCTTTACAAGGTAGGTTGTCCACGCGTTACTCACCC
ATCCGCCACTAACTTTCCAGTTCCACTCCGAAAAGCTTCCCTGTTCTGTCCGTTCGACTTGCATGTGTTAGGCATGCCGC
CAGCGTTTGTCCTGAGCCAGGATCAAACTC

>0TU_97.210
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCTCGTAGC
ACGAGTCAACTAC

>0TU_97.211
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTTCCCACACTTTCATCTCTCGATACTAC
GCGGTATTAGCTACAGTTCCGTAGTTATCCCCCTCCATAAGCCTAGATTCCAAGCATTACTCACCCGTCCGCCACTCGTC
ATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.212
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCGTCCTGAGCCAGG
ATCAAACTA

>0TU_97.213
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCTTGCGCCTCTTTTCCTCCTTCAACCATGCGGTTAAA
GGACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTACTCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGT
TCGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCAGCGTTCGTCTG
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ACGCAGGATACAAACTA

>0TU_97.214
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCGTCGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTTACCGCCGTAGCTTTAATAAGTGCACGATGCCGTGCTCTTATACCA
TAGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCGGATAAAAGGCAGATTGTATACGCGTTACGCACCCGTGCGCCGG
TTTTAGCCCGAAGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTA
>0TU_97.215
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAACAGCTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCACTTGCATGTATTAGGCACGCCGCCAGCGTTGTCCTGAGC
CAGGATCAAACTA

>0TU_97.216
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGAAATTCTTTGCTCTATATAAGATGCCTAATAAAGAGAACAT
AAGGTATTAGACCGCATTTCTACGGAGTATCCCTTTGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGTC
GACGACAAAAAGCAGCAAGCTGCTTTCCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.217
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGATCGGCTACCGATCGTCGGCTTGGTGAGCCTCTACCT
CACCAACTACCTAATCAGACGCGGGTCCATCTTATACTGATAAATCTTTCAAATATCTCACATGCGTGAAATATTTTTAT
ACGGTATTAGCAGAAGTTTCCCTCTGTTATCCCCTTGTATAAGGCAGGTTACCCACGCGTTACTCACCCGTCCGCCACTA
AGTTTATACTTCCGTTGTCCGAAGACTCCTTCCGTATAAACTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.218
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATAGTTGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACT

>0TU_97.219
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCCGTTACC
CCACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCAACCTTTTAAGAAATGTCATGCAACATCTA
CTATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTT

>0TU_97.220
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATTGCCTTGGTGGGCCGTTACCT
CACCAACCAGCTAATGGGACGCAAAGCTCTCTCTTAGCGCATCTAGCTTTCATGATTCCTCCATGCGAAAAAACCATAAT
ATCCGGTATTAGCATCCGTTTCCAGATGTTGTCCCGGTCTAAGAGGCAAGTTCTTTACGCGTTACTCACCCGTGCGCCAC
CCAAGTCCGAAGACTCGAGTCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.221
CTGGTCCCTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTAGCCTTGGGGTGCCGTTACCA
CTCCAACTAGCTAATAGGACGCATGCCCATCTTCCACCGTCGTAGCTTTAATTGCCAGATGATGCCATCCAACAATATTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCTGTGAAAGGTAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
TTCTGCCCCCGAAAGGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAAC
TC
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>0TU_97.222
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGACCTTCCTCTCAGAACCCCTAAGGATCGTCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATCCTACGCATACCCATCTCCAATCAATAAATCTTTAAAACAAAAAGATGCCTCTTCCGTTTACTAT
GGGGTATTAGTCCAAATTTCTCCAGGTTATTCCCCAATTGAAGGTAGGTTGTATACGTGTTACGCACCCGTGCGCCGGTC
GCCACCAAACTATTGCTAATTCGTGATGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCAGG
ATCAAACTT

>0TU_97.223
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCAGACGCAGACCCATCAACAGGTGATAGCATATTCAGAGGCCATCTTTCATCAGAGGAGGATGCC
CTCCTCTGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTACTC
ACCCGTTTGCCACTAGATTCTCTAAAGCAAGCTTCTAATCATCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCGTCCTGAGCCAGGATCAAACT

>0TU_97.224
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCGCCCTCTCAGGCCGGCTACTGATCGTCGCTTTGGTGAGCCGTTACCT
CACCAACTGGCTAATCAGACGCGGGCCCATCCCATACCACCGGAGTTTTTCACACTGTAAGATGCCTTACCGTGCGCTTA
TGCGGTTTTACCAGTCGTTTCCAACTGCTATCCCCCGGTATGGGGCAGGTTGCCCACGCGTTACTCACCCGTCCGCCACT
CAGTCTATCAGTCTTCCACCCGAAGGCTTCCGTCTCATAGCTTCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.225
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTCAAACAGTTATCATGCAATAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGAGCC
AGGATCAACTT

>0TU_97.226
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAGTCAACATCATGCGATGTCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGAGCCA
GGAGTCAACTTAC

>0TU_97.227
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCTCTGAGCA
CGAGTCAACCTAC

>0TU_97.228
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCGCCGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGGGCTCATCCCACACCGCAAAAGCTTTCCACCACACTGTCTACAGTGTGGTCGTATGT
GGTATTAGACCCAGTTTCCCAGGCTTATCCCACAGTGCGGGGCAGATCACCCACGTGTTACTCACCCGTTCGCCACTCGA
GTACCCACCACCAAGGTGGCGGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGG
ATCAAACTA

>0TU_97.229
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAAGCATTACTCACCGTCCCGCCACTCGTC
ATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCACTTGGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
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TCAAACTC
>0TU_97.230
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCATTACTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAGCATCGCCGCCAGTCGTTCAATCTGACGCCA
AGGACTACAACTTC

>0TU_97.231
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGCGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAAGTAATCCCCCATACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCAGCGTTCGTCCTGAGCC
AGGATCAAACTA

>0TU_97.232
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAAATATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGGCGTTCGTCCTTCG
AGTCCACGGAGTAACAAACTAACC

>0TU_97.233
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAATTGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAC
GCCGAGGACTACAACTCT

>0TU_97.234
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGATCATCCTCTCAGACCAGCTACACATCATCGACTTGGTGAGCCATTACCT
CACCAACTATCTAATATGACGCAGGCCACTCCTTCAGCGCATAAATGCTTTAATCCGAAGACCGTATGCGGTATTAGAAC
ACCTTTCGGTGTCTTATCCCTCACTGCAGGGTGTGTTCCTACGCGTTACTCAGCCGTCCGCCTCTCGTGTACTCCGAAGA
GCCTTACCGATCGACTTGCATGTGTTAGGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC

>0TU_97.235
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAAGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCCTTTCCACCCACCCCCATGCGAAGGCAAGTGA
ATATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCACCCAACAAAAGCCAGGCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCA
GGATCAAACTA

>0TU_97.236
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTTCTTCAGTCATGCGACTAAA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGA
CGCCGGAATACAAACTACT

>0TU_97.237
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCAGACGCATCGCCATCACATACCAATAAATCTTTGATTAAACCATCATGCGATTGTTTAATAACA
TCAGGTATTAATCTTACTTTCGCAAGGCTATCCCTGAGTATGTGGTAGGTTCGATACGCGTTACGCACCCGTGCGCCGGT
CGCCGGCACAGAAAGCAAGCTTTCTGCCCGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
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CCAGGATCAAACTC
>0TU_97.238
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCAGACGCAGACCCATCGACAGGTGATAGCATATTCAGAGGCCATCTTTCACGGAAGAGAGATGCC
TCTCCTCCGCTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTACTC
ACCCGTTTGCCACTAAGCTCATAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAACTT

>0TU_97.239
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGATCGGCTACTGATCGTCGCTTTGGTAGGCTCTTACCC
TGCCAACTGGCTAATCAGACGCGGGTCCATCTCATAGCGATTCTCTTTTCACCCTCTGCCATGCGGCAGTGTGTGCTTAT
GCGGTATTAGCAGAAATTTCTCTCTGTTATCCCCCTCTATGAGCCAGGTTGCCCACGTGTTACTCACCCGTCCGCCACTC
AGTCTTCCCCTCTTTGACCCGAAGGTCTTAAAGGCTGGACTCCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTC

>0TU_97.240
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCACCCTCTCAGGTCGGCTACTGATCGTTGCCTTGGTGGGCTTTTATCT
CACCAACTAGCTAATCAGACGCGGGCTCATCTTTGTCCACTATCGTTTTGATATTATTAGGATGCCCTATTAATATTTTA
TACGGTTTTAGCTATTCTTTCGAATAGTTATTCCTTTGACAAAGGCAGATTACCCACGCGTTACGCACCCGTCCGCCACT
AACTTCTATATTCTTCGCCCCGAAAGGTTCTGTTAATAGTCGTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCATCCTGAGCCAGGATCAAACTA

>0TU_97.241
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGAGCCTTTACCT
CACCAACTAACTAATAGGACGCAAAGCTCTCTTATGGCATCTCTTTTCATTACACATTCATGCAAATGTATAATTATATC
CAGTCTTATCAGTCGTTTCCAACTGTTATCCCAGTCCATAAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCATGGC
TCCGTTAGTGCAAGCACTTACTTCACCATAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCA
AACTT

>0TU_97.242
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTAGGCCTTTACCC
TACCAACTAGCTAATGCACCGCGGGTCCATCTCTTAGCGATAGCTTGCGCCACCTTTCCTCACTGGATCATGTGATCCTA
TGTCCTATGCGGTATTAGCAGTCGTTTCCGACTGTTATCCCCCACTATGAGGTAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTCACCTTGACCAAGTGCAAGCACTCAGTCGCGGTTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTGTC
CTCGGAGCCACGGAAGTCAAACTAC

>0TU_97.243
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACCAGCTAATCAGACGCAGACCCATCAACAGGTGATAGCATAAAAAGAGGCCATCTTTCACGGAGGAGAGATGCC
TCTCCTCCGCTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTACTC
ACCCGTTTGCCACTAAGCTTATAAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCGTCCTGAGCCAGGATCAAACTC

>0TU_97.244
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCATAGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCAAGGCTTTAATAGTTGTGTGATGCCACACTACTATACTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCAGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGT
CTCAGTTACCCGAAAGTAACCTCCCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.245
CTGGACCGTGTCTCAGTTCCAGTCTGACTGATCATCCTCTCAAACCAGTTAAAGATCGTTGACTTGGTAGGCCATTACCC
CACCAACTATCTAATCTTACGCAGGCCGTTCCCAAAGCGCCCGAAGGCTTTAATCCGAAGACCATATGCGGTATTAGCAC
ACCTTTCGATGCGTTATCCCTCACTTTGGGGTACGTTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACATTTTACA
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CAAATTCTTGAATAATATCTTCTCTTTCAACCAGAAGCTTCCAGAATTCAGTGTAAAACTCGCTGCCGCTCGACTTGCAT
GTGTTAGGCACGCCGCCAGCGTTAATCCTGAGCCAGGATCAACTT

>0TU_97.246
CTGGGCCGTATCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAAAAACTTTCCCCACCCAGCCATGCGACCAGACAGGAATA
TCCAGTATTAGACCCCGTTTCCAAGGCTTATCCCAAAGAAGAGGGCAGGTTACTCACGTATTACTCACCCGTTCGCCACT
AACCCCACCCAGCACACAGCCAGACAGAGCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCA
GGATCAAACTCC

>0TU_97.247
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCATTTGCCCCTTTCAAATAAATGACATGGGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTC

>0TU_97.248
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAATTGACTATCATGCAATAATCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAAAGAGCAAGCTCCTTCCTTCAGCTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAAACTA

>0TU_97.249
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAGTTGCCCCTTTTAAACAGTTATCATGCAATAACTGT
TGTCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGAGC
CAGGATCAAACTAC

>0TU_97.250
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACTGATCGTCGCCTTGGTAGGCTCTTACCC
CACCAACTAGCTAATCAGACGCAAGCTCGTCTGTGACCGCTTTCGCTTTGCTGTTTCCATTTCCCAATTTAAACAGTTCA
TCTCGTATTAGCTGACATTTCTATCAGTTATCCGTGTGTCACAGGTTGATTACTTACGCGTTACTCACCCGTCCGCCACT
AAGTTATACATATTCCATCCGAAGACTTCCTATATATACCTTCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTC

>0TU_97.251
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
ACCAACTAGCTAATCCGACTTAGGCTCATCTATTAGCACAAGGTCTTGCGATCCCCTGCTTTCCCCATAGGACGTATGCG
GTATTAGCATTCCTTCGGAATGTTGTCCCCCCACTAATAGGTAGATTCCTAAGCATTACTCACCCGTTCGCCACTAATCA
TACTAGCAAGCTAGTAATCATCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAACT
C

>0TU_97.252
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTAGGCCGTTACCC
TACCAACTAGCTAATGCACCGCGGGTCCATCTCTTAGCGATAGCTTGCGCCACCTTTCCTCACAGAATCATGTGATTCCA
TGTCCTATGCGGTATTAGCAGTCGTTTCCGACTGTTATCCCCCACTATGAGGTAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTCACCTTGACCAAGTGCAAGCACTCAGTCGCGGTTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGT
TCCTCGAGCCGACGGAGTCAAACTAC

>0TU_97.253
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTTCGGTCCCGCACTTTCGTCTCTCGACACTACG
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CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAATT

>0TU_97.254
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTTGACTTGGTAGGCTTCTACCC
CACCAACTATCTAATCAGACGCAGGTCCATCTCACACCGATAAATCTTTTACCCCTGCACCATGCGGTGCTGTGGTCTTA
TGCGGTATTAGCAGTCGTTTCCAACTGTTATCCCCCTGTGTGAGGCAGGTTACCCACGCGTTACTCACCCGTCCGCCACT
AAGTAATTTATTCTCTATCCCGAAGAACTTTGAATAAACACTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.255
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCTCTCACCGATGAAATCTTTCGTCGTCATCAGATGACTTCCGACGACTGC
ATAAGGTATTAGTCCGACTTTCGACGGGTTATCCCTTGGTCAGAGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGACGACCATCGAAGCAAGCTTCAATGTCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.256
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCATCGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCGAAGCTTTAATATAAAAACGATGCCGTCCCTATATACTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCAGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGT
CTCAGTTACCCGAAAGTAACCTCCCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.257
TTGGGCCGTATCTCAGTCCCAATGTGGCCGGTCGCCCTCTCAGGCCGGCTACCCGTCGAAGCCTTGGTGAGCCACTACCT
CACCAACAAGCTGATAGGCCGCGAGTCCATCCCCAACCAAAAAATCTTTCCAACCCACAAGATGCCTTGCAGGCTCATAT
CCAGTATTAGCAACCGTTTCCGACTGTTATCCCAGAGATGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCACTC
GTGTACCCCCGAAAGGGCCTTACCGTTCGACTTGCATGTGTTAAGCACACCGCCAGCGTTCGTCCTGAGCCAGGATCAAA
CTA

>0TU_97.258
TTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCATCGTCGCCTTGGTGGGCCTTTACCT
CACCAACTAGCTAATGGGACGCAAGCTCATCCTCAAGCGAAGCCGTAGCTTCCTTTCCTCAACATCTCTTGTGATATGCC
GAGTGTATTCGGTATTACCTGCTATTTCTAGCAGCTATCCCCATCTTAAGGGTAGATTACCCACGTGTTCCTCACCAGTC
CGCCACTCTAGGAGAGAAGCAAGCTCCTCTCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGA
GCCAGGATCAAACTC

>0TU_97.259
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGG
ATCAACTT

>0TU_97.260
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CACCAACAAGCTAATAGGACGCAAGGCTCTCCCGCAGCGTCTCCTTTCATCAGCCTGACATGCGTCAGCCTGACAACACC
AGGTCTTATCAGTCGTTTCCGTCTGTTATCCCTGTCTGCGGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGGC
TCGTCTGTGCAAGCACAGCTTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAA
cTC

>0TU_97.261
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
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CGCCAACTAACTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTTCACATCTGATGCCGTCAGTGAAGACCA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCAAAGATGCAAGCACTCAATGCCGTTTCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATAACTC

>0TU_97.262
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATTGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGCACCGCAGGTCCATCCAAGAGTGATAGCAGAACCATCTTTTAAACTCTAGACATGCGTCTAGTG
TTGTTATCCGGTATTAGCATCTGTTTCCAGGTGTTATCCCAGTCTCTTGGGCAGGTTACCCACGTGTTACTCACCCGTCC
GCCGCTCGCTTGTATCTAGTTTCATTTGGTGCAAGCACCAAATTCATCTAGGCAAGCTCGCTCGACTTGCATGTATTAGG
CACGCCGCCAGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.263
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAAACAGTTATCATGCAACAACTGT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAAAGAGCAAGCTCCTTCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGA
GCCAGGATCAAACTT

>0TU_97.264
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACGGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGATATTGGCCGCTCAAATAACGCGAGGCAGTTGCCTGTCCCCCGCTTTCTCCCTCAGGACGTA
TGCGGTATTAGCCATCCTTTCGGATGGTTATCCCCCATTACTCGGTACGTTCCAATATTATACTCACCCGTTCGCCACTC
GCCGACAATAGTGCAAGCACTATCTCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCA
GGATCAAACTC

>0TU_97.265
CTGGGCCGTATCTCAGTCCCAATGTGGCCGGTCGCCCTCTTAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGACGCGACCCCATCATATGGCACAAAAGCTTTCCCAACCAGACATGCATCCAGCTGGAGCATT
GGGTATTACCACCCGTTTCCAGGAGCTATCCCCAACCATACGGCAGGTTAGTCACGCATTACTCACCCGTTCGCCACTCT
CACCACCAAACAAAAGCCCAGTGGATCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGA
TCAAACTA

>0TU_97.266
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCTGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGTGCATTTAGCTTTCATAATTATAGGATGCCCTATAACCATAAT
ATCAGGTATTAGCATTCATTTCTAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCTAAGTTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTT
>0TU_97.267
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGAGC
ACGGATCAACTAC

>0TU_97.268
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCGGGCTTATCCCAGAGTTAAAGGTAGGTTACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGTCCGTTCGTTCCTGTAG
CCGACGGAAGTCTAAAAACTAA

>0TU_97.269
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
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CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCGTCTCTCGACACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTCGAGCCAC
GGGATCAAACTACC

>0TU_97.270
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTGGGCCTTTACCC
CGCCAACCAGCTAATCAGACATCGGCCGCTCGAATAACGCGAGGTCCTAAGATCCCCCGCTTTCCCCCTCAGGGCGTATG
CGGTATTAGCTGTCCTTTCGGACAGTTATCCCCCATTACTCGGTACGTTCCGATGCGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.271
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTACTCCCCCCTCATAAGCCAGACTTCCCAAGCATTACTCACCCGTCCGCCACTC
GTCAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCA
GGAATTCAAACTC

>0TU_97.272
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAACCGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCCTGAGC
CAGGATCAAACTA

>0TU_97.273
ATGGACCGTGTCTCAGTTCCATTGTGACTGATCATCCTCTCAGACCAGTTATCCGTCATAGCCTTGGTAAGCTCTTACCT
TACCAACTAGCTGATAGTCCGCAGGCCCCTCCCCAAGCAATAAATTTTTACTCCTAAGAGACTATCCGGTATTATCCAAG
GTTTCCCTTGGCTATCCCTGACTTGGGGGCAGGTTCCAACGTGTTACTCACCCGTTCGCCGCTATCATTACACCGATTCA
ACCGAAGTCTCCTCTGTGCAACTCCCGCTCGACTTGCATGTGTTAGGCGCACCGCTAGCGTTCACCCTGAGCCAGGATCA
AACTC

>0TU_97.274
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAACAAACCTTTCCACCAACCCCCATGCGAAGGCCAGTGAA
TATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCAACCCAACAAAAGCCAGGCCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGAGCC
AGGATCAAACTA

>0TU_97.275
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTGGGCTTTTACCC
CGCCAACTAGCTAATCAGGTATTGGCCGCTCGAATAACGTGAGGTCCGAAGAGCCCCCACTTTCCTTCTTAAAGCGTATG
CGGTATTAGCTATCCTTTCGGATAGTTATCCCCCATTACTCGGTACGTTCCAATATGTTACTCACCCGTTCGCCACTCGC
CACCAAAAGAGCAAGCTCTTTCGTGCTGCCGTTCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.276
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAATTAATTATCATGCGACAATTAA
TATCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTCGTAGC
CGGAGTCAACTAC

>0TU_97.277
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CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCAAAACCAACTTTCAACATCAACCATGCAGTTAATGC
TGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTCG
CCGCTAAGTTTTCTAGTGCAAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCG
TAGCCACGGAGTCAACTAC

>0TU_97.278
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCCTCCATAAGCTAGATTCCCAACGCATTACTCACCCGTCCGCCACTC
GTCATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTCGTCCTCGAGCCAC
GGAGTCAACTAA

>0TU_97.279
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATACTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.280
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGATAAACCTCTCAGTTCCCCTACCCATCGTGGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATGGGACGCATGCCTATCCTATACCGAATTTCTTTCCTCACTTCTTGATGCCAAGCTGTGAGCATAC
GCAGTATTAGTCCGTCTTTCGACGGGTTATCCTCCTGTATAGGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGTC
GCCACCCAGATAGCAAGCTACCTCGTGCTCGCCCCTCGACTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCA
GGATACAAACTC

>0TU_97.281
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGGTATAAACTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTC
GTCTGAGCCAGGATCAACTAC

>0TU_97.282
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAAACACCCAAAGGCGCAATCTTTCCCAAACCCGCCATGCG
ACAGACCCGGAATACCCCGTATTAGCCCCACTTTCATGAGGTTATCCAGAAGAAGAGGGCAGGTTACTCACGTGTTACTC
ACCCGTTCGCCACTCATCCACACCCACCAAAAAGGCAAGCGCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAG
CGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.283
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTAGGTAAGCCGTTACCT
TACCTACTAGCTAATCAGACGCAGACCCATCGATCAGTGATAGCTTATATATAGAGGCCATCTTTCATGTAGGGAAGATG
CCTCCCCTACACGCCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCTGATCGGCAGGTTGTCTACGTGTTAC
TCACCCGTTTGCCACTAAGCTCATAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCG
TTCGTCCTGAGCCAGGATCAACTTC

>0TU_97.284
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCAGTCCTGAC
GCCGAGGACTCAAACTT
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>0TU_97.285
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCGGCTACCCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGCC
AGGATCAAACTC

>0TU_97.286
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCACTCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTA
CTGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCTCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAGC
CGACGGAGTCAAACTAC

>0TU_97.287
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTACATGTAGAGGCCACCTTTCATCCATCCTCGATG
CCGAGATTAGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCGTCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCCTGAAGCCACGGAGTCAAACTAC

>0TU_97.288
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAAGGACTACAACTA

>0TU_97.289
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCATCGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCTAAGCTTTAATAGTATCACGATGCCGTATTACTATACTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCAGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGT
CTCAGTTACCCGAAAGTAACTTCCCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.290
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCAAAACCAACTTTCAACATCAACCATGCAGTTAATGC
TGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATAAGGCAGGTTCTTTACGTGTTACTCACCCGTTCG
CCGCTAGTTTTTCTAGTGCAAGCACCAGAAAACTTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCG
TAGCACGAGTCAACTAC

>0TU_97.291
CTGGGCCGTATCTCAGTCCCAATGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGGGCTCATCCTACACCAAAACAATATTTTTCCACCATGAGATGCTAAACCATGGTCCT
ATCCGGTATTAGACCCAGTTTCCCAAGCTTATCCCGAAGTGCAGGGCAGATCACCCACGTGTTACTCACCCGTTCGCCAC
TCGAGCACCCCCACCACAAAAATGATGCGGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCT
GAGCCAGGATCAAACTA

>0TU_97.292
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTACCTATCTTCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATAGGACGCAAGGCTCTCCGCAGGCGTCTCCTTTCATCACTAAGCTATGCAGCTTAATGACCTTATC
CGGTCTTGTCAGCAGTTTCCTGCTGTTATCCCGGTCCCGCAGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCATGGTGCAAGCACCACTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
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ACTA

>0TU_97.293
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCTTATGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCAAGAGAGCAAGCTCTCTGTCTGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTCGTCTCGGAGCCACGGACGTCAAACTACT

>0TU_97.294
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAATCAATATCATGCGATATCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAACTT

>0TU_97.295
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTACGGTCCCGCACTTTCGTCTTTCGACACTACG
CGGTATTAGCGACAGTTTCCCGTTCCGTTATCCCCCTCCCAATAAGCCAGATTCCCAACGCATTACTCACCCGTCCGCCA
CTCGTCAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAG
CCAGGATCAACTT

>0TU_97.296
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
TACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCCTAAGGTCCCGCACTTTCATCTTCCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCTAGATTCCCAAACATTACTCACCCGTCCGCCACTCGT
CAGCATAAGTACAAGTACTTACCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.297
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCTGAGCC
ACGGATCAACTAA

>0TU_97.298
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGATCGGCTACTGATCGTTGCTTTGGTAGGCTTTTACCC
TGCCAACTGGCTAATCAGACGCGGGTCCATCTTATGGCGATAAATCTTTTCACCCTGTACCATGCGGTACTGTGTGCTTA
TGCGGTATTAGCAGTGATTTCTCTCTGTTACTCCCCCCTCATAAGGCAGGTTACCCCACGTGTTACTCACCCGTCCGCCA
CTAGATAACTTATCTTCCGGCCGAAGCTTTCCGATAAGCATCTCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTT
CATCCTGACGCCAGGATCAAACT

>0TU_97.299
CCGGGCCGTGTCTCAGTCCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACC
CCACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATTCTAC
GCGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.300
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCTTGCGCCTCTTTTCCTCTTCAAGCCATGCGGCTCGA
AGACCTATGCGGTTTTAGCATCCGTTTCCGGATGTTATCCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGT
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TCGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCT
GAGCCCACGGAGTCAACTAC

>0TU_97.301
ATGGACCGTGTCTCAGTTCCATTGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATTGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGCACCGCGGGCCCATCCTGAAGTGATAGCCGAAACCATCTTTGAAACGAAAACCATGTGGTTTTC
GTTGTTATGCGGTATTAGCACCTGTTTCCAGATGTTATCCCCCGCTTCAGGGCAGGTTGCCCACGTGTTACTCACCCGTC
CGCCGCTCACTGGTAATCCAACGTCAATTCAGTGCAAGCACGTCATATCAGTTGGGCCAGTGCGCTCGACTTGCATGTAT
TAGGCACACCGCCGGCGTTCATCCTGAGCCAGGATCAAACTA

>0TU_97.302
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGTAGCC
GAGGATCAAAACTTAC

>0TU_97.303
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGACGTCTTGGTGGGCCGTTACCC
CGCCAACTAACTAATCGGACGCATCCCCATCTATTACCGCCAAACCTTTAGTCTACTGCTGATGCCACTTGAAGACCACA
TACGGTATTAGTCCGACTTTCGCCGGGTTATCCCGTGGTAATAGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCATCGGTTGCAAGCAACCAACATGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.304
CTGGACCGTGTCTCAGTTCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTTGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGCAGCGCGGATCCATCTATAAGTGACAGCAAGACCGTCTTTCACTTTTGAACCATGCGGTTCAAA
ATATTATCCGGTATTAGCTCCGGTTTCCCGAAGTTATCCCAGTCTTATAGGTAGGTTATCCACGTGTTACTCACCCGTCC
GCCGCTAACATCAGAGAAGCAAGCTTCTCGTCCGTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.305
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACGGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACATGGGCTCATCTTCTGCCGTGAGGCCTTACGGTCCCCCACTTTCACCCTCAGGTCTTATG
CGGTATTAGCGTAAGTTTCCCTACGTTATCCCCCAGCAAAAGGCAGATTCCCATGCATTACTCACCCGTCCGCCACTCGA
CGCCCGGAGCAAGCTCCGTCGTTTCCGTTCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCA
AACTC

>0TU_97.306
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTTGCCTTGGTAGGCCTTTACCC
TTCCAACTAGCTAATCAGACGCGAGCCCATCTTACACCGATAAATCTTTTACCCCTAAGCCATGTGGCTTTGTGGTCTCA
TGCGGTATTAATCGTCGTTTCCAACGGCTATCCCCCTGTGTAAGGTAGGTTGCTCACGTGTTACTCACCCGTTCGCCACT
TTCATTTCATTTCCGTCCCCGAAGGGCTTTCCACAAAAATCACGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
GTCCTGAGCCAGGATCAAACTA

>0TU_97.307
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGATCTCCCTCTCAGGACCCCTAAAGATCATCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATCTTGTGCGTGCTCATCCTTATCCGCTAATGCTTTCAATATGATATGATGCCATCCCATATATTAT
AGGGTATTAATCCGGATTTCTCCGGGCTATCCCCTTGATAAGGGCAGATTGCACACATGTTACGCACCCGTACGCCGCTC
TCATCATCAGTTAGCAAGCTAACCAACAAATCCCGCTCGGCTTGCATGTGTTAGGCCTCCCGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.308
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCCAAAGGCGCATCTTTCCCAGGCCCGCCATGCGA
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CAGACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCA
CCCGTTCGCCACTCATCCACACCCACCAAAAGGAAGGCGCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCG
TTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.309
TTGGACCGTGTCTCAGTTCCAATGTGGGGACCGTTCCTCTCAGAACCCTACCTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCACTCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACT
ATGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGACGTCCAAAAGTAGCAAGCACTTAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCT
GAGCCAGGATCAAACTC

>0TU_97.310
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCACTCGTC
CATCAAAGAGCAAGCTTCTTCATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.311
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCTCCTCAGCGTTCTACTTGCTATGTATTAGGCACGCCGCCAGCGTCGTCTGGAGCCA
AGGATCAAACTTA

>0TU_97.312
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATTGCCTTGGTAGGCCGTTACCC
TACCAACTAGCTAATGCACCGCGGGGCCATCCCTTAGCGACAGCTTACGCCGCCTTTCAAAAGCTGATCATGCGATCTGC
TTTATTATCCGGTATTAGCACCTGTTTCCAAGTGGTATCCCAGACTGAGGGGCAGGTTCCCCACGTGTTACTCACCCATC
CGCCGCTCGCGTTCCCAACGTCATTACCGAAGTAAATCTGTTGGTTCAGCTCGCTCGACTTGCATGTATTAGGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.313
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
ACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTTCGGTCCCGCACTTTCGTCTCTCGACACTACGC
GGTATTAGCTACAGTTCCGTAAGTTATCCCCCTCCATAAGCCAAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.314
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCTTGCGCCTCTTTTCCTCCTTCAACCATGCGGTTAAA
GGACCTATGCGGTTTTAGCATCCGTTTCCGGATGTTATCCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGT
TCGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTA

>0TU_97.315
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCTCTCACCGATGAAATCTTTCGTCGTCATCAGATGACTTCCGACGACTGC
ATAAGGTATTAGTCCGACTTTCGACGGGTTATCCCTTGGTCAGAGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGACGCCTAAGAGAGCAAGCTCTCTCATCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.316
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC

55



CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATAGTTATCCCCCCATTACTCGGTACGTTCCGATATGTACTCACCCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.317
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACACCAAAGGCGCATCTTTCCCAGGCCCGCCATGCGACA
GACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCACC
CGTTCGCCACTCATCCAGAACCAGCAAGCTGATCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCG
TCCTGAGCCACGGATCAACTA

>0TU_97.318
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCTCTCAGAACCCCTATCTATCGTTGCCTTGGGGAGCCGTTACCT
CTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCGTAGCTTTAATAATAATATGATGCCACACCATTATTCTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCAGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGT
TTCAGCCCGAAAGCTTATCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.319
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCGCCCTCTCAGGTCGGCTAATGATCGTCGCTTTGGTGGGCCTTTACCC
CGCCAACTGGCTAATCATACGCGAGCCCATCCTATACCACCGGAGTTTTTCACACAACAAGATGTCTTATCGTGCGCTTA
TGCGGTATTAACAGTCGTTTCCAACTGGTATCCCCCGGTATAGGGCAGGTTGCTCACGCGTTACTCACCCGTCCGCCACT
CGAAATAAAACCGTCACTCCGAAGAGATCGTAATATCATTTCTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.320
TTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCATCGTTGCCTTGGTGGGCCTTTACCT
CACCAACCAGCTAATGGGACGCGGGCCCATCCTGAAGCGGAGCCGTAGCTCCTTTCCTCATTTACCTTTATGTAAATGAG
CACATTCGGTATTATCTAATATTTCTACTAGCTATCCCCATCTTCAGGGCAGGTCACCCACGCGTTACTCACCAGTCCGC
CACTCTAGGGGAGAGCAAGCTCTCCCTTACCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCAG
GATCAAACTC

>0TU_97.321
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCGTCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTGGGCCTTTACCC
CGCCAACTAGCTAATCAGTCATTGGCCGCTCGGATAACGCGAGGCCCGTAGGTCCCCCGCTTTCCTCCTCAGAGCGTATG
CGGTATTAGCCGGCCTTTCGGCCGGTTGTCCCCCATTACCCGGTACGTTCCAATGTGTTACTCACCCGTTCGCCACTCGC
CGGCAGTAGTGCAAGCACTACCCCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.322
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATTGGCCGCTCGAATAACGTGAGGTCCGAAGATCCCCCACTTTCCTTCTCAAAGCGTATG
CGGTATTAGCTATCCTTTCGGATAGTTATCCCCCATTACTCGGTACGTTCCAATATGTTACTCACCCGTTCGCCACTCGC
CGGCAGAGTGCAAGCACTCTCCGCTGCCGTTCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAAACTC

>0TU_97.323
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCATTTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGAG
CCAGGATCAACTT

>0TU_97.324
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
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CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCTTGCGGTCCCACACTTTCGTCTCTCGACTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.325
TTGGACCGTGTCTCAGTTCCAATGTGGGGGGACCTTCCCTCTCAAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTA
CCCCGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGA
CTATGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGTAGGTTGGATACGCGTTACTCACCCGTGCGCC
GGTCGACGTCCATTCAGTGCAAGCACTAAATGCCGTTTCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCC
TGAGCCAGGATACAAACTC

>0TU_97.326
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTCTTCAAACCATGCGGTTCGA
AGACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTGTCCTG
AAGCCAGGAGTCAAACTAC

>0TU_97.327
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACTAACTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTTCACATCTGATGCCGTCAGTGAAGACCA
TAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTAGTCATGGGGAAGGTGGAAAACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCAAAAAGTGCAAGCACTTAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.328
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCTATTAACGCAAGGTCACAAGTGATCCCCTGCTTTCCCCCGTAGGGCGTA
TGCGGTATTAGCATCCCTTTCGAGATGTTGTCCCCCATTAATAGGCAGATTCCTAAGTATTACTCACCCGTCCGCCGCTA
GGTCAATTACCGAAGCAATCTCCCCCGCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCA
AACTC

>0TU_97.329
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCATTTGCCCCTTTCAAATAAATGACATGAGTCACCCAT
TGTTATGCGGTATTAGCTATCGTTCCAATAGTTATCCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAAACTA

>0TU_97.330
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTAAGCCATTACCT
TACCAACTAGCTAATAGGACGCAAAGCTCTCTTTCAGCATCTCTTTTCATTAATCTCTCATGCAATCAATTAATTATATC
CGGTCTTATCAGAAGTTTCCCTCTGTTATCCCAGTCTGAAAGGTAAGTTCTTTACGCGTTACTCACCCGTCCGCCATGGT
TACCAAATTAACAAGTTAATTCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.331
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACAGATCGCAGGCTTGGTAAGCCTTTACCT
CACCAACTACCTAATCTGCCATCGGCCGCTCCAAACGCGCAAGGCCCGAAGGTCCCCTGCTTTCATCCTCAGATCTCATG
CGGTATTAATCCGGCTTTCGCCGGGCTATCCCCCACGTCTGGGCACGTTCCGATGTATTACTCACCCGTTCGCCGCTCGC
CGCCAGGTTGCCCCGCGCTGCCGCTCGACTTGCATGTGTAAGCATTCCGCCAGCGTTCAATCTGAGCCAGGATCAACTT
>0TU_97.332
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
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CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCTACCTTTTAATCAACTATCATGCAATAGTCA
ATATTATGCGGTATTAGCTATCGTTTCCAATACGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTT
CGCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCCCTGAGCC
AGGATTCAACTAA

>0TU_97.333
CTGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.334
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGCCTTGGGGAGCCATTACCT
CACCAACTAGCTAATCGGACGCATCCCCATCTATTACCGCCAAACCTTTAGTCCACTGCTGATGCCATTGGAGGACAACA
TACGGTATTAGTCCGACTTTCGCCGGGTTATCCCGTGGTAATAGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCATCGGTTGCAAGCAACCAACATGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.335
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAACCTCTCAGTTCGGCTACGTATCATCGCCTTGGTGAGCCATTACCT
CACCAACTAGCTAATACGCCGCGGGTCCATCCAAAAGCGATAGCTTACGCCATCTTTCAGCCAAGAACCATGCGGTTCTT
GGATCTATGCGGTATTAGCATCTGTTTCCAAATGTTATCCCCCACTTAAGGGCAGGTTACCCACGTGTTACTCACCCGTC
CGCCACTCGTTCCATGTTGAATCTCGGTGCAAGCACCGATCATCAACGAGAACTCGTTCGACTTGCATGTATTAGGCACG
CCGCCAGCGTTCATCCTGAGCCAGGATCAAACTA

>0TU_97.336
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCCTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
ATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.337
TTGGACCGTGTCTCAGTTCCAATGTGGGGGGCCTTCCTCTCAGAACCCCTACCGATCGAAGCCTTGGTGGGCCATTGCCC
CGCCAACAAGCTAATCGGACGCATCCCCATCCGCAACCGGCCGAAGCCTTTGCTCCACAAAAGATGTCCAAAGTGGAGGA
CATCGGGGATTAGTCTGCCTTTCGGCAGGTTATACCCGAGTCGCGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCG
GTCGCCATCGGGGTTTGCAAGCAAACCCCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.338
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGCGGTGCAATTGCACCTTTCAAACAGTTATCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAC
GCCGAGGACTACAAACTTC

>0TU_97.339
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.340
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CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTTCACCCTCTCAGGTCGGCTATGTATCGGTGCCTAGGTAGGCCGTTACCC
TACCTACTAGCTAATACAACGCAGGTCCATCTGATAGTGAAGCCATTGCTTCTTTTAAACAGTTAACATGAGTTAACTCC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTATCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CGACTCATTAGTAACACTGGAGCAAGTCCGGTGTTACCAATGCGTTCCACTTGCATGTATTAGGCACGCCGCCAGCGTTC
GTCCTGAGCCAGGATCAAACTAC

>0TU_97.341
CTGGGCCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAACGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAACTA

>0TU_97.342
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCCTCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAGCAAGCTTCTTTATGTTACCGTTGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGCCAGGAT
CAAACTC

>0TU_97.343
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTGGCACGCCGCAGGCGTTCGTCCTGACG
CCAGGACTACCAAACTA

>0TU_97.344
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTCTCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATTCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGACGCCA
GGACTTCAAACTC

>0TU_97.345
CTGGGCCGTATCTCAGTCCCAATGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAAGCCACTACCC
CACCAACAAGCTGATAAGCCGCGAGTCCATCCCCAACCGCCGAAACTTTCCAACCCCCACCATGCAGCAGGAGCTCCTAT
CCGGTATTAGCCCCAGTTTCCTGAAGTTATCCCAAAGTCAAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCACTC
GAGCACCCCACAAAAGCAGGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGAT
CAAACTC

>0TU_97.346
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAACAGTTATCATGCAATAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAACTT

>0TU_97.347
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCAGACGCATCGCCATCACATACCAATAAATCTTTGGTTTAGTGTCCATGCGGACACTAAACAACA
TCAGGTATTAATCTTACTTTCGCAAGGCTATCCCTGAGTATGTGGTAGGTTCGATACGCGTTACGCACCCGTGCGCCGGT
CGCCGGCACAGAAAGCAAGCTTTCTGCCCGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTT
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>0TU_97.348
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGAGTCATTCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACAGGCAGGTTACCTACGCGTTACTCCACCCGTTC
GCAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCTGA
CGCCAGGATACAAACTC

>0TU_97.349
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCATTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCTTACGGTCCCACACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATACCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAAGAAGCAAGCTTCTTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.350
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGTAGCCACGGTGGGCCGTTACCC
CGCCGTCTAGCTAATCGGACGCATCCCCATCCCTCACCGCCAAGCCTTTCGTCCAAATCGGATGCCGTCAATGGACAACA
TACGGTATTAGTCCGACTTTCGCCGGGTTATCCCGTGGTGAAGGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCGGGGTTGCAAGCAACCCCCACTGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.351
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTCTCGATATTACG
CGGTATTAGCTACAGTTTCCGTAGTTATCCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.352
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAATTGACTATCATGCAATAGTCAA
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAACTT

>0TU_97.353
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCATTTGCACCTTTCAAATCAATATCATGCGATATCGTC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACCGCCGCCAGCGTCCCTGAGCC
AGGAGTCAACTAC

>0TU_97.354
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACTA
TGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAGGTTGGATACGCGTTACTCACCCGTGCGCCGGTC
GACGTCCAAAGAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCCTG
ACGCCAAGGATTAAAACTT

>0TU_97.355
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCAGACGCAGACCCATCAACAGGTGATAGCTTATAAATAGAGGCCATCTTTCATCAGAGAAGGATG
CCCTCCTCTGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTAC
TCACCCGTTTGCCACTAAGCTCATAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCG
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TTCGTCCTGAGCCAGGATCAACTT
>0TU_97.356
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTAGGCCGTTACCC
CACCAACTAACTAATAGGACGCAAAGCTCTCCTCAGGCGTTCCCTTTCATATATATATCATGCAATACATATATTATATC
CGGTCTTATCAGAAGTTTCCCTCTGTTATCCCAGTCCTGAGGGTAAGTCCTTTACGCGTTACTCACCCGTCCGCTATGGT
TCCCAATATAGCAAGCTATATCTTCCCCATTAACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.357
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAAGCCGCGAGCCCATCCCCCACCAAAACAACCAAAACCAGGCCGAATCTTTCCAAACCACCCCAT
GCGAGGCAGCCAGAACATCCCGTATTAGCCGCCCTTTCAAGCAGTTATCCAAGAGAAGAGGGCAGGTTACTCACGTGTTA
CTCACCCGTTCGCCACTCACCCACCCAACCAAAGCCAGGCAGGCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCG
TTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.358
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACCAGCTAATCAGACGCAGGCCCATCGACAGGTGATAGCTTATATATAGAGGCCATCTTTCATCGAAGGAGGATG
CCCTCCCTCGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGCCTACGTGTTAC
TCACCCGTTTGCCACTAAGCTTATAAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.359
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCATTTGCACCTTTCAATTAACTATCATGCAATAGTCAA
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCTCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCCCTCGAAGCA
CGAGTCAACTAC

>0TU_97.360
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACAGATCGTCGGCTTGGTAAGCTTTTATCC
CACCAACTACCTAATCTGCCATCGGCCGCTCCGTCCGCGCGAGGTCCGAAGATCCCCCGCTTTCATCCGTAGATCGTATG
CGGTATTAGCAAAGCTTTCGCCTCGTTATCCCCCACGATCGGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCGT
CAGCATCCGAAGACCTGTTACCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAACT
C

>0TU_97.361
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTACGGATCGTCGCCTTGGTGAGCCTTTACCT
CACCAACTAGCTAATCCGACCTAGGCTCATCTGATAGCGTGAGGTCCGAAGATCCCCCACTTTCTCCCGTAGGACGTATG
CGGTATTAGCGCTCCTTTCGGAACGTTGTCCCCCCACTACCAGGCAGATTCCTAGGCATTACTCACCCGTCCGCCGCTGA
ATCAAGGAGCAAGCTCCCGTCATCCGCTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAA
ACTC

>0TU_97.362
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATAGGACGCAAAGCTCTCCTGCAGCATCGCTTTTCATTGCCTGGCACATGCGTGCCGGCAACCGTAT
CAGGTGTTGTCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCTTTACGCGCTACTCACCCGTCCGCCTTGG
CTAGCCTGCGCAAGCGCAGATTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.363
CTGGTCCCTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTAGCCTTGGGGTGCCGTTACCA
CTCCAACTAGCTAATAGGACGCATGCCCATCTCTCACCACCGCAGTTTTAATTGCAAAATGATGCCATCTCGCAATATTA
TGGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCTGTGAAAGGTAGGTTGCATACGCGTTACGCACCCGTGCGCCGG
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TTTCTGCCCCGAAGGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACT
C

>0TU_97.364
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCGTCCTCTCAGACCAGCTACAGATCGTAGGCTTGGTAAGCTTTTATCC
CACCAACTACCTAATCTGCCATCGGCCGCTCTAGTAGCACAAGGCCCGAAGGTCCCCTGCTTTCATCCATAGATCTCATG
CGGTATTAGCCACTCTTTCGAGTAGTTATCCCCCACTACTAGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCGT
CAGCATCCCGAAGACCTGTTACCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAAC
T

>0TU_97.365
CTGGTCCCTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTAGCCTTGGGGTGCCGTTACCA
CTCCAACTAGCTAATAGGACGCATGCCCATCTTCTACCGCCTCAGCTTTAATTATCAAACGATGTCGTACAATAATATTA
TGGGGTATTAATCCAAATTTCTTCGGGCTATCCCCCTGTAAAAGGTAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
TTCTGCCCCGAAAGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTT
>0TU_97.366
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAATTAATTATCATGCGACAATTAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGGTATAACTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCG
TCCTGAGCCACGGAATCAACTAC

>0TU_97.367
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGACCTTCCTCTCAGAACCCCTAACCATCGATGGCTTGGTGAGCCGTTACCT
CACCAACTACCTAATGGTACGCATGCCCATCCGCAACCAATAAATCTTTAACAAATAGCCCCATGCGGAACCCCTGTTTT
ATGAGGTATTAGTCCGACTTTCGCCGGGTTATCCCTCTGTTGCGGGCAGGTTACATACGCGTTACTCACCCGTGCGCCGG
TCGCCGACAGGTATTGCTACCCTCGATGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCAGG
ATCAAACTC

>0TU_97.368
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATAGGACGCAAGGCTCTCCGCAGGCGTCTCCTTTCATCATGTAACCATGCGGCTCCATGACCTTATC
CGGTCTTGTCAGCAGTTTCCTGCTGTTATCCCGGTCCCGCGGGCAAGTCCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCATGGTGCAAGCACCACTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTC

>0TU_97.369
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACGGATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAACTC

>0TU_97.370
CTGGACCGTGTCTCAGTTCCAGTCTGACTGATCATCCTCTCAAACCAGTTACAGATCGTCGACTTGGTGAGCCATTACCT
CACCAACTATCTAATCTGACGCAGGCTGTTCCCAAAGCGCCCGAAGGCTTTAATCCGAAGATCATATGCGGTATTAGCAC
ACCTTTCGGTGCGTTATCCCTCACTTTGGGGTACATTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACATTTTACA
CAAAATTCTTGAATAACTCTTCTATTTATACCAGAAGTTTCCAGAATTCAGTGTAAAACTCGCTGCCGCTCGACTTGCAT
GTGTTAGGCACGCCGCCAGCGTTAATCCTGAGCCAGGATCAAACTC

>0TU_97.371
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGCCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTGGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACACCCGAAGATGAAACTATCCCGACCAGGCCCATGCGG
ACCAGCCGGCACACCCCGTATTAGCCGCCCTTTCAAGCAGTTATCCAGGAGCAGGGGGCAGGTTACTCACGTGATACTCA
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CCCGTTCGCCACTCAACCCACCCCCAAAGGGGCGGGCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTA

>0TU_97.372
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATCAGACGCATCCCCATCCTTTACCGATAAATCTTTTATTCATATCTGATGCCATCAATGAATTACA
TCGGGTATTAGGCCGTCTTTCAACGGGTATCCCCAAGTAAAGGGCGAGGTTGGATACGCGATACTCACCCGTGCGCCGGT
CGACGTCCAAATGTGCAGCACATAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTATAGCTAGCGTTCATCCTGAG
CCAGGATCAACTT

>0TU_97.373
CTGGGCCGTATCTCAGTCCCAGTGTGACCGCCCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGCAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCAAACAGTGCCATCTTTCCCGAACCCGCCATGCG
ACAGACCCAGAAACATCCCGTATTAGCCACCCTTTCAAGCGGTTATCCAGAAGTGAAGGGCAGGTTACTCACGTGTTACT
CACCCGTTCGCCACTAACCCCCAGAACCCCAACCAAAAAAGCCAGAACCCCAGAAGCCCGTTCGACTTGCATGTGTTAAG
CACGCCGCCAGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.374
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAATCAATATCATGCGATATCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAAGAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCTCCTGAAGC
CAGGAGTCAAACTA

>0TU_97.375
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTGGGCCATTACCC
CTCCAACTAGCTAATAGGACGCAAGGCTCTCCGCAGGCGTCTCCTTTCATCATAGAACCATGCAGCTCCATGACTTTATC
CGGTCTTATCAGCAGTTTCCTACTGTTATCCCAGTCCCGCAGGTAAGTCCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCATGGTGCAAGCACCACTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
ACTT

>0TU_97.376
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCAACCTTTTAAGCAATGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCTGAGC
CAGGATCAACTAC

>0TU_97.377
CCGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCGAAAAGACCAGCTAAGCATCATTGGCTTGGTCAGCCTTTACCT
GACCAACTACCTAATACTACGCAGGCTCATCAAACAGCGCTTTTTAGCTTTCTTCAGGATTTGGCCCGAACTGTTCGGCA
GATTCCCACGCGTTACGCACCCGTTCGCCACTTTGTTCTCAACTGTTCCCACCTCCTGGGCGAGACAAGCTACCTTTAGC
TAGGAGCCTCTTTTCCTTCTGCCCAGCTCCCCGAAAACACGTTCGACTTGCATGTGTTAAGCATATAGCTAGCGTTCCTT
CTGAGCCAGGATCAAACTC

>0TU_97.378
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATCAATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTCGA
CGCCGAGGACTACAAACTA

>0TU_97.379
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAATCAATTATCATGCAATAATCAA
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TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTTCTGAGCA
CGAGTCAACTACT

>0TU_97.380
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACCGATCGTCGCCTTGGTGAGCCTCTACCT
CACCAACAAGCTAATCGGACGCGGATCCATCTTATACCTATAAATATTTTACCCCTGCACCATGCGGTGCTGTGGTCTTA
TGCGGTCTTAGCGGAAATTTCTCTCCGTTATCCCCCTGTATAAGGCAGGTTATCCACGCGTTACTCACCCGTCCGCCACT
AAGTCTGTTAAAAATTCCATCCGAAGACTTCCTTTTAACAGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCTATCCTGAGCCGAGGATACACAACTC

>0TU_97.381
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCAATGGTCCCCTCGCTTTCTTCCTCAGAATATATG
CGGTATTAGCTAATCTTTCGTATTAGTTATCCCCCACCTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTC
GCCACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCA
GGATCAACTT

>0TU_97.382
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTACGGATCGTCGCCTTGGTGAGCCATTACCC
CACCAACTAGCTAATCCGACCTAGGCTCATCTGATAGCGCAAGGCCCGAAGGTCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCGTCCGTTTCCGGACGTTATCCCCCACTACCAGGCAGATTCCTAGGCATTACTCACCCGTCCGCCGCTCTC
AAGAGAAGCAAGCTTCTCTCTACCGCTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
cTC

>0TU_97.383
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGGTCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTGAGCCATTACCT
CACCAACTACCTAATCCGACGCGAGCCGCTCCCAAAGCGGATAAATCCTTTGATCCGAAGATAATATGCGGTATTAGCTA
CCCTTTCGGGCAGTTATTCCTCACTTTGGGGCACGTTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACAGGGTGCA
AGCACCCTTCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.384
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCCAAAGGCGCATCTTTCCCGGGCCCGTCATGCGA
CAGACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCA
CCCGTTCGCCACTCATCCAGAACCAGCAAGCTGGTCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTC
GTCCTCGAGCCACGGAGTACAAAACTAC

>0TU_97.385
ATGGGCCGTGTCTCAGTCCCATTGTGGCAGATTACCCTCTCAGGTCTGCTACGTATCATTGCCTTGGTGAGCTATTATCT
CACCAACTAGCTAATACGCCGCGGGTCCATCCAGAAGCACTAGCACAAAGGCCAGCTTTCAAACAAGAACCATGTGGTTC
TTGTTGTTATACGGTATTAGCATCTGTTTCCAGGTGTTATCCCCTTCTTCTGGGCAGGTTACCCACGTGTTACTCACCAG
TTCGCCACTCAGTCGGATCCAAATCATCTTAGTGCAAGCACTAAGAATCAATTGGGCGACTTCGTTCGACTTGCATGTAT
TAGGCACGCCGCCAACGTTCGTCCTGAGCCAGGATCAAACT

>0TU_97.386
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGGGATCGTCGCCTAGGTGAGCCGTTACCC
CACCTACTAGCTAATCCCATCTGGGCACATCCGATGGCAAGAGGCCCGAAGGTCCCCCTCTTTGGTCTTGCGACGTTATG
CGGTATTAGCTACCGTTTCCAGTAGTTATCCCCCTCCATCAGGCAGTTTCCCAGACATTACTCACCCGTCCGCCACTCGT
CAGCAAAGAAGCAAGCTTCTTCCTGTTACCGTTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.387
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGGTTTGGTGGGCCGTTACCC
CGCCAACTGCCTAATCAGACGCATCCCCATCCTTTACCGATAAAATCTTTGATCAAAGTCTCATGAGAGCTTTCGATAAC
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ATCCGGTATTAATCCAACTTTCGCTGGGCTATACCAGAGTAAAGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGCCAACATCGGTTGCAAGCAACCAATTTGATGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.388
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCGACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTTGAC
GCCACGGACGTC

>0TU_97.389
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.390
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGATCGGCTACTGATCGTCGGCTTGGTAGGCTTTTACTC
CACCAACTACCTAATCAGATGCGGGCCCATCCTATACCACTAAAGTTTTTATCACTTGTTCATGCGAACTCGTAATCTTA
TGCAGTTTTAGCAATAATTTCTTACTGTTATCCTCCTGTATAGGGTAGGTTACCCACACGTTACTCACCCGTCCGCCACT
AAGTTTATATTTCATTTGTCCGAAGACTCATTCTACATAAACTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCATCCTGAGCCAGGATCAAACTC

>0TU_97.391
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTACGGTCCCGCACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGTCGCTAGCGTTCATCCTGAGCCAGG
ATCAACTC

>0TU_97.392
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGA
GCCAGGATCAACTC

>0TU_97.393
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAGATATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAAACTAC

>0TU_97.394
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCATTTGCACCTTTCAATTGACTATCATGCAATAGTCAA
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CACGGATCAAACTC

>0TU_97.395
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTCCACCCTCTCAGGCCGGATACCCATCATCGCCTTGGTGGGCCGTTACCT
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CACCAACGAGCATAATGGGCCGCGGGCCATTCTTTTAGCGAAGCCTTAGCTCCTTTCCTCGTATCCCTCTAACAGATACG
GTCACATTCGGTATTACCTACTATTTCTAATAGCTATCCCCATCTAAAAGGTATGTCACCCACGTGTTACTCACCAGTCC
GCCACTCTCAGAAAGGAGCAAGCTCCTTCCTTACCGTTCGACTTGCATGTTTAAGACGCGCCGCCAGCGTTCGTTCTGAG
CCAGGATCAAACTC

>0TU_97.396
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCCTC
GACGCCGACGGACTACA

>0TU_97.397
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCCATCGTTGTCTTGGTGTGCCGTTACCA
CGCCAACTAACTAATGGGACGCGAGCCACTCCGTTACCTCTTACGATTTAATAAATCTATCAGGGGATAAATCTATACTA
TGAGGTATTATACGACGTTTCCATCGACTATCCCTCTGTAACGGGTATGTTACTCACGCGTTACGCACCCTTCCGCCGGT
CAATTAATACTATTGCTAATATCAATCGCCCTCGACTTGCATGTGTTAAGCCTGCCGCTAGCGTTCATCCTGAGCCAGGA
TCAAACTC

>0TU_97.398
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCCTTGCGGTCCCACCCTTTAATCTTCCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.399
CCGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCGAAAAGACCAGCTAAGCATCATTGGCTTGGTCAGCCTTTACCT
GACCAACTACCTAATACTACGCAGGCTCATCAAACAGCGCTTTTGAGCTTTCTTCAGGATTTGGCCCGAACTGTTCGGCA
GATTCCCACGCGTTACGCACCCGTTCGCCACTTTGTTCTCAACTATTCCGATTCCAGCAAACGGAGGCCGTTAGGTCAAA
GCCGTAGCGCGCGCCCTGTAGTTTTGAAGCAGGGCGAGACAACTTTAGCTAGGAGCCTCTTTTCCTTCTGCCCAGCTCCC
CGAAAACAACGTTCGACTTGCATGTGTTAAGCATATAGCTAGCGTTCCTTCTGAGCCAGGATCAAACTC

>0TU_97.400
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCAGGTGGCCAGAAAGTCCCACCCTTTAATCCGAAGATTTTACG
CGGTATTAGCTACAGTTTTCCCGTAGTTATCCCCCTCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.401
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCAAATGGTCCCCTGCTTTCTTCCTCAGAAGATATG
CGGTATTAGCTAATCTTTCGATAGTTATCCCCCCACTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCCCTGTGCTGCCGTCGACTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCAGGATC
AAACTA

>0TU_97.402
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATAGTTGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGA
GCCACGGACGTCAACTAC

>0TU_97.403
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AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCTTATAGCTTTCATAATTATATGATGCCATATATTCATAAT
ATCAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAATCTAAGTCAAAAGACCCAAATTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGA
TCAAACTC

>0TU_97.404
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAACCGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTCGAGCC
ACGGATCAAACTC

>0TU_97.405
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACCAGCTAATCAGACGCAGACCCATCGACAGGTGATAGCATGTTCAGAGGCCATCTTTCACGGAAGAGAGATGCC
TCTCCTCCGCTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTACTC
ACCCGTTTGCCACTAGATTCTCTAAAAGCAAGCTTTAAGATCATCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAACTT

>0TU_97.406
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACCAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCCAAAGGTCCCCTGCTTTCTTCCTCAGAATATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCCACTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCG
CCACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTATTAAGCATGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAACTT

>0TU_97.407
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTAAGCCATTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTAAAACCACTCCATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCAGAGTCAAAGGTAGGTCACTCACGTATACTCACCCCGTTCGCC
ACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGAT
CAAACTC

>0TU_97.408
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
TCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCAGTCTCGATGC
CGAGATTGGATCGTATGCGGTATTAGCAGTCGTTTTCCAACTGTTGTCCCGTCTGAAGGGCAGGTTGATTACGCGTTACT
CACCCGTTCGCCACTAAGATTGATAGAAGCAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCGCCAAGC
GTCGTCCTTGAGCCACGGATCAAACCT

>0TU_97.409
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCAAATGATGCCATTCGATCATAAT
ATTCGGTATTAGCATTCGTTTCCAAATGTTGTCCCAAACTGTCGAGGCAAGTTCTTACGCGTTACTCACCCGTCCGCCAC
CCAACCGAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAACTT
>0TU_97.410
ATGGGCCGTGTCTCAGTCCCATTGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATCGCCTTGGTAGGCCGTTACCC
CACCAACAAGCTAATGCACCGCAGGTCCATCCAGAAGTGATAGCGAGAAGCCATCTTTTAAGCGTTGTTCATGCGAACAA
CGTTGTTATGCGGTATTAGCATCTGTTTCCAAATGTTGTCCCCCGCTTCTGGGCAGGTTACCTACGTGTTACTCACCCGT
CCGCCACTCGTTGGCGACCAAAATCAATCAGGTGCAAGCACCATCAATCAATTGGGCCAACGCGTTCGACTTGCATGTAT
TAGGCACACCGCCGGCGTTCATCCTGAGCCAGGATCAAACTA

>0TU_97.411
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TTGGACCGTGTCTCAGTTCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTCGCCTTGGTAGGCTTTTACCC
TACCAACCAGCTAATCAGACGCAGGCCCATCCTTCACCGATAAATCTTTGACCTTTGGTTCATGCGAACCTATGATTTTA
TGTGGTTTTAATCCCGGTTTCCCGAGGCTATACCTCTGTGAAGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
TTCCGCTACTCGCTTCTACCGAAGTGTCTGCATGTAGTTTCTCGCTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTC

>0TU_97.412
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTAGCCTTGGTATGCCGTTACCA
TACCAACTAGCTAATAGGACGCATACTCATCTTATACCGCCTCAGCTTTAATTATTAATCGATGCCAATCAATAATACTA
TGAGGTATTAATCCAAATTTCTTCGGGCTATCCCTCTGTATAAGGTAGATTATATACGCGTTACGCACCCGTGCGCCGGT
TTCTGTATCCGAAATACTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACT
C

>0TU_97.413
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCTCCTCGTA
GCCACGGAGTCAAACTAC

>0TU_97.414
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCGAGTCGGCTACGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCGACGCAGGCTCATCTAAAAGCGAAGCTTTGAGGCTTCTTTTAATATACGACTTATTTCATCTT
ACATTTAATCCGGTATTAGCAAACGTTTCCATTTGTTATCCCAGTCTCTTAGGTAGATTACCCACGCGTTACTCACCCTT
GCGCCACTAAGAGAAAATCCATCTTCAACAGAAGCAAGCTTCCATATCAGTTGGGTCTCTTCGTTCGACTTGCATGTCTT
AGGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC

>0TU_97.415
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CACGGATCAACTA

>0TU_97.416
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCCGAAACCAACTTTTAAACATATATCATGCGATTTAT
GCTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCCGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTT
CGCCGCTAAGTTTTTCTAGTGCAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGCACGCCGCCAGCGTTCGTCCT
TCGAGCCACAGGATCAAACTA

>0TU_97.417
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCACTACCT
CACCAACTAGCTGATAGGCCGCGGGCTCATCCTGCACCGCCGGAGCTTTACACCATCCACCATGCGATGGACGGTCATAT
CCGGTATTAGACCCCGTTTCCAGGGCTTGTCCCAGAGTGCAGGGCAGATTGCCCACGTGTTACTCACCCGTTCGCCACTA
ATCCACCCCGAAGGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGATCAAACT
A

>0TU_97.418
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCAGTCCCGATG
CCGGAATTGGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTCCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTCGTCTCGAGCCAGGAGTCAACTAC

68



>0TU_97.419
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCAATGCCCCGGTGGGCCGTTACCC
CGCCGGCTGGCTAATCGGACGCATCCCCATCCATTACCGATAGAATATACCTTTCGTCCAAATTAGATGACTGCTTCGGA
CTGCATACGGAATTAGGCCGCCTTTCAACGGGGTATGCCGTAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTGCG
CCGGTCGCCATCAGAAATTGCAAGCAACCTCCATGATGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATC
CTGAGCCAGGATCAAACTC

>0TU_97.420
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTCTCAGTCCCGCACTTTCATCTTCCGATAATACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.421
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCCGAAGATTTTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAGATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.422
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGACGCC
AGACTACAACTT

>0TU_97.423
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGATTAATCCACCATGCGATGAACTAATAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGAAGAAGCAAGCTTCTTCCATGCTGCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.424
TTGGGCCGTATCTCAGTCCCAATGTGGCCGTTCAGTCTCTCGACCCGGCTAAACATCATAGCCTTGGTGGGCCGTTACCT
CACCAACTAGCTAATGTTCCGCACCCTCATCTCTTAGTGGAGCTTTAAAGGCCCCTTTCACAACGGAGTCATGCGACTCC
ATGCGTATCCGGCATTAACCAATGTTTCCATTAGGTATTCCAATCTAAGAGGTAGATTAAGCACGTGTTACTCACCCATT
CGCCGCTAAAGTATTGCTACTTCCGCTCGACATGCATGTATTAGGCACACAGCCAGCGTTCATCCTGAGCCAGGATCAAA
cTC

>0TU_97.425
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGGTCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTAGGCCATTACCC
TACCAACAACCTAATCCGACGCGGGCCGCTCCCAAAGCGCATAAAGCTTTAATCCGAAGATCATATGCGGTATTAGCACA
CCTTTCGGTGCGTTATCCCTCACTTTAGGGCACGTTCCCACGCGTTACTCAGCCGTTCGCCGCTCGCCGACAGGGTGCAA
GCACCCCTCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.426
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCCGAAGGTCCCACACTTCATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAAACTC
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>0TU_97.427
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCATTACTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCCTCCCTGAGCCACG
GAGTCAAACTAC

>0TU_97.428
CTGGTCCGTATCTCAGTACCAGTGTGGGGATATCCCTCTCAGAACCCCTATCTATCGTCGCCTTGGGGAGCCGTTACCTC
TCCAACTAGCTAATAGAACGCATACTCATCTTTCACCGCCTCAGCTTTAATATAAAATGATGCCATCCCTATATACCATT
AGGTATTAATCCAAATTTCTTCGGGCTATCCCTATGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGGTTT
GGTAACCCGAAGGTAACCCCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACT
C

>0TU_97.429
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGGTTATATCACCATGCGGTAACATAACAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTGCGCCGGT
TTCAGCCCCGAAAGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.430
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCATCGCCTTGGTGAGCCTTTACCT
CACCAACTAGCTAATACAACGCGGGATCATCTTTGAGTGATGCAATTGCATCTTTCAAACTTAAAACTTGTGTTTAAAGT
TTTTATGCGGTATTAGCATTCGTTTCCAAATGTTGTCCCCGCTCAAAGGCAGATTCCCCACGCGTTACTCACCCGTTCGC
TGCTCATCCAGTTGGTACAAGTACCAACCTTCAGCGCTCAACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCGAAGGATCAAACTAC

>0TU_97.431
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGGTCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTGAGCCGTTACCT
CACCAACTACCTAATCCGACGCGGGCTTCTCCCAAAGCGGATAAATCCTTTAATCCGAAGATCATATGCGGTATTAGCCA
CCCTTTCGGGCAGTTATCCCTCACTTTGGGGCAAATTCCCACGCGTTACTCAGCCGTCCGCCGCTCGCCGACAGGGTGCA
AGCACCCCTCGCTGCCGCTCGACTTGCACTGTGTTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.432
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATTTGC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGT
AGCCACGGAGTCAACCTACCT

>0TU_97.433
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTACGGATCGTCGCCTTGGTGAGCCATTACCT
CACCAACTAGCTAATCCGACCTAGGCTCATCTGATAGCGCAAGGCCCGAAGGTCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCGTTCCTTTCGAAACGTTGTCCCCCACTACCAGGCAGATTCCTAGGCATTACTCACCCGTCCGCCGCTGAA
TCAAGGAGCAAGCTCCCGTCATCCGCTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
cTC

>0TU_97.434
CTGGACCGTGTCTCAGTTCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGAAGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTGATAGGACACGAGCTCCTCCTGCCGCGCATCGCTGCCTTTAACCTCTCGGACTATGGGGTATTAGGGT
CCGTTTCCGAACGTTATCCCCCTCGACAGGACAGATTCTCATGCTTTACTCACCCGTCCGCTACTCCGTATACCACTCCG
TGTTACCACTTCATGGCATCGTCGTTCAACTTGCATGTGTTACGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAAC
TC

>0TU_97.435
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ATGGACCGTGTCTCAGTTCCATTGTGACTGATCATCCTCTCAGACCAGTTATCCGTCATTGCCTTGGTAGGCTTTTACCC
TACCAACTAGCTGATAGTACGCAGGCTCCTCCCCAAGCAATAAATCTTTACTCCAAAGAGACTATCCGGTATTAATCCAG
GTTTCCCTGGGCTATCCCTGACTTGGGGGCAGATTCCAACGTGTTCCTCACCCGTTCGCCGCTCTCTCAATATATTTCCC
ACCGAAGCTTTCAACATATCAATTCCGCTCGACTTGCATGTGTTAGGCGCACCGCTAGCGTTCACCCTGAGCCAGGATCA
AACTC

>0TU_97.436
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCATCGCCTTGGTGAGCCTTTACCT
CACCAACTAGCTAATACAACGCGGGATCATCTTTGAGTGATGCAATTGCATCTTTCAAACTTAAAACTTATGTTTAAAGT
TGTTATGCGGTATTAGCATTCGTTTCCAAATGTTGTCCCCCGCTCAAAGGCAGATTCCCCACGCGTTACTCACCCGTTCG
CTGCTCTTCAAATTGGTGCAAGCACCAATCTTCATCGCTCAACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCAGGATCAAACTC

>0TU_97.437
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCTTTACCGATAAATCTTTTATTCATATCTGATGCCATCAATGAATTACA
TCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCAAGTAAAGGGCAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCATTCAGTGCAAGCACTAAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.438
CTGGGCCGTCTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCATCGCCTTGGTAAGCCCTTACCC
CACCAACTAGCTAATCAGATATTGGCCGCTCAAATAGCGCGAGGCAGTTTCCTATCCCCCGCTTTCACCCTCAGGTCGTA
TGCGGTATTAGCCAAACTTTCGCTTAGTTATCCCCCACTACTCGGTACGTTCCAATATATTACTCACCCGTTCGCCACTC
GCCACCAGGTGCAAGCACCCGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAAACTC

>0TU_97.439
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGATCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCTTATAGCTTTCATAATTATAGGATGCCCTATTATCATAAT
ATTAGGTATTAGCATTCATTTCTAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCGCCACC
CAAATCTAAAGTTAAAAACCCAAATTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGAT
CAAACTC

>0TU_97.440
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAGTTGCCCCTTTTAAACAGCTATCATGCAATAACTGT
TGTCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCCGTTCGTCCTGAC
GCCGAGGACTACAAACTAC

>0TU_97.441
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTCCCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTT

>0TU_97.442
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGAGCCTTTAC
CCCACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACTACTTTAATCTTTCGATATT
ACGCGGTATTAGCTACAGTTTCCCGTAGTTACTCCCCCTCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACT
CGTCATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGACGC
CAGGATCAAACTC
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>0TU_97.443
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCTTTGGTGGGCCGTTACCC
CGCCAACTGGCTAATCAGACGCAGGCCCATCGACAGGTGATAGCATATTCAGAGGCCATCTTTCATCACCAGAGGATGCC
CTCCGGTGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGCCTACGTGTTACTC
ACCCGTTTGCCACTCTCACCTTTACCGAAATAAGGTTCCCTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCT
GAGCCAGGATCAAACTC

>OTU_97.444
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACCGATCGTCGCCTTGGTGGGCCTTTACCT
CACCAACTAGCTAATCGGACGCGGATCCATCTTATACCTATAAATATTTTACCCCTGCACCATGCGGTGCTGTGGTCTTA
TGCGGTCTTAGCGGAAATTTCTCTCCGTTATCCCCCTGTATAAGGCAGGTTATCCACGCGTTACTCACCCGTCCGCCACT
AAGTCTACCTAAATTCCATACCGAAAACTTCCTTTAGCAGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.445
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTCCACCCTCTCAGGCCGGATACCCGTCGTCGCCTTGGTAGGCCTTTACCC
TGCCAACCAGCTGATAGGCCGCAGACCGTTCCTCCTGCGCAGCATACGCTGCTTTCCTCTCACGCCTTTATTCCGTGAGA
CCTTATCCGGTATTACCCGGTATTTCTACCGGCTATCCCCGTCACGAGGGTACGTCATCCACGCGTTACTCACCAGTCCG
CCACTCTAGGATACCCGAAGGTATCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCAGG
ATCAAACTC

>0TU_97.446
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGACCACCCTCTCAGGCCCCCTAATCATCGTCGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGATACGCATGCCCATCTCACACCAAATTGCTTCTATCATACATCTCTCATGCGAGAAATGCACAC
CACGAGACTTTATTCAACTTTTCAGTCGACTTTTTCTCGGTGTGAGGAAGGTTGCATACGCGTTACTCACCCATCCGCCA
CTCGTCAGCAGTCCGAAGACCCTGTTACCGTCCGACTTGCATGTATTAAGCCTGCCGCAAGCGTTCATCCTGAGCCAGGA
TCAAACTC

>0TU_97.447
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACAATATCTTTCCCACACCCACCATGCAGCAGGCGCAGA
ATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCAGAACCAGCAAAAACCGGTTCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCCCTCGAG
CCGGAGTCAACTAC

>0TU_97.448
TTGGGCCGTATCTCAGTCCCAATGTGGCCGTTCAGTCTCTCGACCCGGCTAAACATCATAGCCTTGGTGGGCCATTACCT
CACCAACTAGCTAATGTTCCGCACCCTCATCTTTTAGTGGAGCAAACGCTCCTTTCACAACGAAATCATGCGATTTCATG
CGTATCCGGCATTAACCAATGTTTCCATTAGGTATTCCAATCTAAAAGGTAGATTAAGCACGTGTTACTCACCCATTCGC
CGCTAAGTATTGCTACTTCCGCTCGACATGCATGTATTAGGCACACAGCCAGCGTTCATCCTGAGCCAGGATCAAACT
>0TU_97.449
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTCCACCCTCTCAGGCCGGATACCCGTCGTCGCCTCGGCAGGCCTTTACCC
TGCCGACTAGCTGATAGGACGCGGACCGTTCCTTCTGCGCGGCCGAAGCCGCTTTCCTCTTTCGTCTTTACCCCAAAAGA
GATTATCCGGTATTATCCGATATTTCTATCGGCTATCCCCGTCATAAGGGTACGTCATCCACGCGTTACTCACCAGTCCG
CCACTCTAGGAAGAAGCAAGCTCCTTCTTACCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCA
GGATCAAACT

>0TU_97.450
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGCACGCCGCAGGCGTTCGTCCTGACGC
CGAGGATACCAAACTC
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>0TU_97.451
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTGCCC
CGCCAACAAGCTAATCAGACGCATCCCCCTCCGTTACCGACGAGTCTTTGCTTCGAATCTGATGCCGTCATCGAAGACTA
TGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGTTGGATACGCGTTACTCACCCGTGCGCCGGTC
GACGTCCAAAAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAACTT

>0TU_97.452
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGACCACCCTCTCAGGCCCCCTAATCATCGTCGCCTTGGTAGGCTGTTACCC
TACCAACTAGCTAATGATACGCATGCCCAGCTTACACCACCTGAATTATCATGGCGAAATCATGCGATCGCGCCACACCA
CGAGACATTATTCGACTTTTCAGCCGACTATTTCTCGATGTAAGGTAGGTTGCATACGCGTTACTCACCCATCCGCCACT
CGTCAGCATCCGAAGACCTGTTACCGTTCGACTTGCATGTATTAAGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAA
ACTA

>0TU_97.453
CTGGGCCGTATCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCTCACCAGAAAAAACCTTTCCAAACCAACCCATGCAGACCGGTCAGAA
TATCCCGTATTAGCTACCCTTTCGAGCAGTTATCCAGAAAGTAAGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTAATCAACCAAGCAAGCTTGGTATTTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGGAGCCAC
GGAGTCAACCAAC

>0TU_97.454
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTACACCCTCTCAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGAGCTCATCCCCAACCGAAAAAACTTTCCACCATCACACACTAAAGGATGGTCCTATC
CAGTATTAGACCCAGTTTCCCAGGCTTATCCCGAAGTTGAGGGCAGATCACTCACGTGTTACTCACCCGTTCGCCACTCG
AGTACCCAAGCAAGCTTAGGCCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGATC
AAACTC

>0TU_97.455
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATATATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCTCGTGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTACTCCCCCCTCTGAAGGGCAGGTTGATTACGCGTT
ACTCACCCGTTCGCCACTAACTTCAAGAGAGCAAGCTCCCTCGTCGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCAG
CGTTCGTCCTGAGCCAGGATACAAACTA

>0TU_97.456
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCACATATAGCTTTCATAATCTTAGGATGCCCTAAAATCATAAT
ATCAGGTATTAGCATCGTTTCCAAATGTTGTCCCCTAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCGAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.457
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAAAACAGTTAATCATGCAATAAC
TGCTATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGT
TCGCAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTCGT
AGCCACGGAGTACAAAACTAC

>0TU_97.458
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCTTCGCCTTGGTCAGCCGTTACCC
AACCAACTAGCTAATAGGACGCAAGACTCTCCGCAGGCGTCTCCTTTCATCATAAAGCCATGCAGCTCCATGACATTATC
CGGTCTTGTCAGAAGTTTCCCTCCGTTATCCCAGTCCCGCAGGTAAGTTCCTTACGCGTTACTCACCCGTCCGCCATGGT
TACCAGCTGAGCAAGCTCAGCCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATC
AAACTC
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>0TU_97.459
TTGGACCGTGTCTCAGTTCCAATGTGGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACC
CCCGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGAC
TATGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAGGTTGGATACCGCGTTACTCACCCGTGCGCCG
GTCGACGTCCATTCAAGTGCAAGCACTAAATGCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCC
TCGAGCCAGGATCAAACTTC

>0TU_97.460
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCCTTTCAAGCAGATATCATGCAATATCTA
CTGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCGCTACCAGGCAGGTTCCTACGCGTTACTCACCCGTTCGC
AACTCATCCGGAAAGAGCAAGCTCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCATCCTGACGCC
AGGATCCAACTCC

>0TU_97.461
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTCAAACAGTTGTCATGCAACAACTGCT
ATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCGC
AACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGAGC
CAGGATCAACTT

>0TU_97.462
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCAACCTCTCAATCCGGCTACTGATCGTCGCCTTGGTGGGCTATTATCT
CACCAACTAGCTAATCAGACGCAAATCCATCTACAAGCGATAAATCTTTTCTAGCTATACCATGCGGTATTTCTAGCTTA
TGCGGTATTATCAGAAATTTCTCTCTGTTATCCCCCTCTTGTAGGCAGGTTATTTACGTGTTACTCACCCGTCCGCCACG
GTTTCCATTGAATGTTAAAAACTTCCAACTTCTGCCGTTCGACTTGCATGTCTTATGTACGCCGCCAGCGTTTATCCTGA
GCCAGGATCAAACTA

>0TU_97.463
TTGGACCGTGTCTCAGTTCCAATGTGGGGACCGTTCCTCTCAGAACCCTACCTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCACTCCATAACCGATAAATACTTTACTTCACATCTGATGCCGTCAGTGAAGAC
CATAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTCATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCG
GTCGACGTCCAAAAGTGAAGCACTTAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAC

>0TU_97.464
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATCAACATCATGCAATGTCGAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGG
CCACGGAACAACTAAAAAACCTTC

>0TU_97.465
CTGGACCGTGTCTCAGTTCCAATGTGGCCGCCTACCCTCTCAGGTCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAACTAATCAGACGCAGGCCCATCCCATACCGAATTCTCTTTGACATCTTTAACATGTGTTATCTATGCTTTA
TGAGGTATTAATCACCGTTTCCGGTGGCTATCCCCCTGTATGGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
TTCCCTTTTGTAAATCTACCGAAGTTTCTTTACATAAGTTCTCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACTC

>0TU_97.466
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCCAATAGTTACCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAGAGCAAGCTCCTCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCTGAGCC
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AGGATCAAACTC

>0TU_97.467
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCACCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTT
CGCAACTCTCAAGAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAAGGATACAAACTC

>0TU_97.468
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCGACCTCTCAGTCCGGCTACCGATCGTTGCTTTGGTAGGCTTTTACCC
TGCCAACTGGCTAATCGGACGCGGGCCCATCCTATACCTGATTGCTCATTTCCCGATCAAATCATGCGATTTAACCGACT
TATGCGGTCTTACCAGCCGTTTCCAGCTGCTATCCCCCTGTATAGGGCAGGTTGCCCACGCGTTACTCACCCGTCCGCCA
CTAAGAATTACAGTCTTCCATCCGAAACTTCCGTCTGTAATCTCCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGT
CGTCATCCTGAGCCAGGAGTCAACTAC

>0TU_97.469
TTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCATCGTCGCCTTGGTGGGCCGTTACCT
CACCAACTAGCTAATGGGACGCAAGCTCATCCTCAAGCGAAGCCGTAGCTTCCTTTCCTCAACACCCCTTATGAAGCACT
GAGTGTATTCGGTATTACCTGCTATTTCTAGCAGCTATCCCCCATCTTAAGGGTAGATTACCCACGTGTTCCTCACCAGT
CCGCCACTCTAGGAGAGAAGCAAGCTTCTCTCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTG
AGCCAGGATCAAACTA

>0TU_97.470
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCCGAAGGTCCCGCACTTTCGTCTCTCGACTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCAGCCAGCGTTCAACCTGAGCCAGG
ATCAACTC

>0TU_97.471
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCATCGCCTTGGTAGGCCTTTACCC
TACCAACTAGCTAATGCACCGCGGGTCCATCTCTTAGCGATAGCTTGCGCCACCTTTCCTCACTGGATCATGTGATCCTA
TGTCCTATGCGGTATTAGCAGTCGTTTCCGACTGTTACTCCCCCATATGAGGTACGGTTACCCACGTGTTACTCACCCGT
TCGCCACTCACCTTGACCAAGTGCAAGCACTCAGTCGCGGTTCGTCGACTTGCATGTATAGGCACGCCGCCAGCGTTCGT
CCTGAGCCAGGATACAACTT

>0TU_97.472
CTGGGCCGTGTCTCAGTCCCCTTGTGGCCGATCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATTATAGGATGCCCTATTATCATAAT
ATTAGGTATTAGCATTCATTTCTAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAATCTAAGTTAAAAACCCAAAATTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGA
TCAACTT

>0TU_97.473
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTCAAAGGTAGGTCACTCACGTATTACTCACCCGTTCGC
CACTAATCCACGGTGCAAGCACCGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCAGCGTTCGTCCTGACGCCGA
GGACTACAAACTC

>0TU_97.474
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTCCGCCCTCTCAGGCCGGATACCCGTCCTCGCCACGGCGGGCCGTTACCC
CGCCGTCCAGCTGATGGGCCGCAGACCGTTCCCGGCGCGGAGCCGAAGCTCCTTTCCCGCTGTCTACCTTCCGTATACAG
TGATCTATCCGGTATCACCCTCTATTTCTACAGGCTGTCCCGGGCATCGGGGGTACGTTATCCACGTGTTACTCACCAGT
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CCGCCGCTCTCGGCATTGCTGCCTGCCGCTCGACTTGCATGGTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCAGGATC
AAACTC

>0TU_97.475
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCAGTCTCGATG
CCGAGATTGGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTCGTCCCCCTCTGAAGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCCTTCCATCGCTCTTCGTTCGACTTGCATGTAGTTAACACGCACGC
CGCCAGTCCGTTCGTCCTGAGCCGAGGATACAACTA

>0TU_97.476
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCAAGCATTACTCACCCGTCGCCACTCGTCA
TCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTGCATCGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAAACTC

>0TU_97.477
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTGC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCACTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCACGGATCAAACTAA

>0TU_97.478
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTCTCGACTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTCGTCCTGAGCCACGGA
TCAAACTAC

>0TU_97.479
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACAATATCTTTCCCGGGCCCGTCATGCGACAGACCCAGA
ATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCGAGGTTACTCACGTGTTACTCACCCGTTCGC
CACTCATCCAGAACCAGCAAGCTGGTCCCTTCCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGT
AGCCACGGAGTCAACTAC

>0TU_97.480
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCCTAGGATGCCCTAAAATCATAAT
ATCAGGTATTAGCATTCATTTCCAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAATCTAAAGTTAAAAACCCAAATTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGA
TCAAACTC

>0TU_97.481
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCTTAGGATGCCCTAAAATCATAAT
ATCAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAACTGTGACGGCAAGTTCTTACGCGTTACTCACCCGTCGCCACC
AATCTAAGTAAACCAAGTTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.482
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTATAAATAGAGGCCACCTTTCATCCATCCTCGATG
CCGAGGTTGGATCGTATGCGGTATTAGCAGTCGTTTCAACTGTTCGTCCCCTCTGAAGGGCAGGTTGATTACGCGTTACT
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CACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAG
CGTTCGTCCGTGACGCCCGAGGATAGAACCAAACTC

>0TU_97.483
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTGAGCCATTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTGCGGTCCCGCACTTTCGTCTCTCGACACTACG
CGGTATTAGCGACAGTTTCCCGTCGTTACCCCCTCCATAAGCCAAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAAAGCAAGCTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATC
AAACT

>0TU_97.484
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCGTCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGACATCGGCCGCTCGAATAACGCGAGGTCCTAAGATCCCCCGCTTTCCCCCTCAGGGCGTATG
CGGTATTAGCTGTCCTTTCGGACAGTTATCCCCCATTACTCGGTACGTTCCGATGCATTACTCACCCGTTCGCCACTCGC
CGGCAGAGTGCAAGCACTCCCCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAAACTC

>0TU_97.485
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCGCAGAACCCCTACCGATCGTTGGCTAGGTGGGCTGTTACCC
CGCCTACTACCTAATCGGACGCATCCCTAACCATAACCGATAAATCTTTCGTCTAAATATGAGGCCATAAATAGACAACA
TAGAGTATTAGACCGCCTTTCGACGGATTATCCCCTAGTTATGGGAAAGTTGGATACGCGATACTCACCCGTGCGCCGGT
CGCCATCAATTATTGCAAGCAATAATCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.486
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCAAAAAAGGCGCAATCTTTCCCAGGCCCACCATG
CGACAGACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGCAGGTTACTCACGTGTTACT
CACCCGTTCGCCACTCATCCAGGACCCACAAAGCAGGCCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTCGTCCTCGAGCCACGGATCAACTAC

>0TU_97.487
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGTTGCCTCGGTGAGCCGTTACCT
CACCGACTAGCTAATCGGACGCATCCCCATCCATTACCGCTAAACCTTTCGTCTACTGCTGATGCCATTGGAAGACTACA
TACGGGATTAGGCCGACTTTCATCGGGTTATACCGTGGTAATAGGCAGGTTGGATACGTGTTACTCACCCGTGCGCCGGT
CGCCATCAGAGATTGCAAGCAATCCCCATGCTGCCCCGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.488
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCATTTAGCGCAAGGTCCGAAGATCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCATCCCTTTCGGAATGTTGTCCCCCACTAAATGGCAGATTCCTAAGCATTACTCACCCGTCCGCCGCTAGG
ATCAGTACCGAAGCACTTCACCCCGCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAC
TTC

>0TU_97.489
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGATGCCCTGGTGGGCCGTTACCC
CGCCAGCAAGCTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTCTTATTCCGATGTCAGCATAAGAGACCA
TAAGGGATTAGGCCGCATTTCTACGGGGTATTCCTTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGACAGAAAGCAGCAAGCTGCTTCCCGTTTCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.490
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
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TGTTATGCGGTATTAGCTATCGTTTCCCAATAGTTATCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCCCCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCCAGCGTTCGTCCTCGTAGC
CAGGATCAAAACTC

>0TU_97.491
TTGGACCGTGTCTCAGTTCCAATGTGGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTAGGCCTTTACC
CCACCAACTAGCTAATCAGACGCGGGTCCATCTTGCACCACCTCAGTTTTTACCCCTGTACCATGCGGTACTGTGGTCTT
ATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTGTGCAAGGTAGGTTACCCACGCGTTACTCACCCGTCCGCCAC
TCAGTCTGTCATTCTTCCACCCGAAGGTCTCCAAACAACAGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGT
TCATCCTGACGCCAGGATCAAACTC

>0TU_97.492
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTCGGTGAGCCGTTACCT
CACCGACTACCTAATCGGACGCATCACCATCTCATACCAATAAAATCTTTTGTTGAAATACCATGCGGTAATACAACAAC
ATCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGAGTATAAGGTAGGTTTGATACGCGTTACGCACCCGTGCGCCGG
TCGCCGGCATCGAAAGCAAGCTTTCGACCCGATGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
GCCAGGATCAAACTC

>0TU_97.493
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAGCAGATATCATGCAATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAGGCACGCCGCAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.494
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACCAGCTAATCAGACGCAGACCCATCGACAGGTGATAGCATATTCAGAGGCCATCTTTCATCGAAGGAAGATGCC
TTCCCTCGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTACTC
ACCCGTTTGCCACTAAGCTCATAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CGTCCTCGAGCCACGGAATCAACTAC

>0TU_97.495
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCACTTACTCACCCGTCCGCCACTCG
TCATCAAGAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAACTT

>0TU_97.496
TTGGGCCGTTCTCAGTCCCAATGTGGCCGTTCAACCTCTCAGTCCGGCTACGCATCATCGCCTTGGTAGGCCTTTACCCC
ACCAACTAGCTAATGCGCCGCGAGCCCCTCTATTAGCGGTGGCTTACACCACCCTTTTAAATCTGTAAGATGCCTTACTA
ACTCTTATTGGGTATTAGCACCCGTTTCCGTTTGTTATCCCCATCTTATAGGCAGGTTACTCACGTGTTACTCACCCGTT
CGCCACTAAAACTTTAATGCAAGCATCAAAGTTCCCGTTCGACTTGCATGTATTAGACGTACCGCCAGCGTTAATCCTGA
GCCAGGATCAACTTC

>0TU_97.497
CTGGACCGTATCTCAGTTCCAGTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTGATAGGGCACGAGCACCTCCTCCAGCGCATCTCTGCTTTAACCTCTCGGCCTATGGGGTATTAGCGTC
CGCTTCCAGACGTTGTCCCCCACTGAAGGACAGCTTCTCATGTTGTACTCACCCGTCCGCTACTCCGTATGCCATTCCGT
GTTACCACTTCATGACACCGTCGTTCAACTTGCATGTGTTACGCACGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACT
>0TU_97.498
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTAAGCCATTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTAAAACCACTCCATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
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CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTTAAAGGTAGGTTACTCACGTATTACTCACCCGTTCGC
CACTAATCCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCTCCCTGAGCCAG
GATAAAAAATCTAC

>0TU_97.499
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATGGGACGCATGCCTATCTCACAGCGAAATTCATTTCCTCCTCCTTGGATGCCCAAGATGGAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGTCTTAGCAAGCTAAGACCATGCTCGCCCCTCGACTTGCATGTAGTTAAGCCTATCGCTAGCGTTCATCCTG
ACGCCAGGATTACAAACC

>0TU_97.500
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAACAAACCTTTCCACCAACCCCCATGCGAAGGCCAGTGAA
TATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAGAAGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCAC
TCATCCAACCCAACAAAAGCCAGGTCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCA
GGATCAAACTC

>0TU_97.501
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTCAACCTCTCAGTTCCCTACCCACTCGTCGCCTTGGTGAGCCGTTACCTC
ACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTCTACATTGGATGCCCAACATAGAGTGTAC
GCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGTCG
CCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCC
AGGATCAAACT

>0TU_97.502
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTCCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CACCAACAAGCTAATAGGACGCAAGGCTCTCCTGCAGCATCACTTTTCATCAGGCTGGACATGAGTCCGCCTGACTTTAC
CAGGTCTTATCAGTCGTTTCCGTCTGTTATCCCTGACTGCAGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGG
CTAGGCTGTGCAAGCACAGCTTCGCCAAAGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCACGGAGTC
AACTAC

>0TU_97.503
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCTATTAGCGCAAGGTCCGAAGATCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCATTCCTTTCGGAATGTTGTCCCCCATAAATGGCAGATTCCCTAAGCATTACTCACCCGTCCGCCGCTAAG
ATAAGGTGCAAGCACCTCATCTCCGCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
CcTC

>0TU_97.504
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCTAAGGTCCCACACTTTCGTCTCTCGACACTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.505
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAACTCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACT
ATGCGGTATTAGTCTGCCTTTTCGGCAGGTTATCCCACAGTAATGGGAAGTTGGATACCGCGTTACTCACCCGTGCGCCG
GTCGACGTCCAACGAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCC
TGAGCCAGGATCAACTC

>0TU_97.506
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTCCGCCCTCTCAGGCCGGATACCCGTCCTCGCCACGGCGGGCCTTTACCC

79



CGCCGTCCAGCTGATGGGCCGCAGACCGATCCCGTCGCGGAGCCGAAGCTCCTTTCCCGCTGTCTACCTCACGTAAACAG
TGATCTATCCGGTATTACCCTCTATTTCTACAGGCTGTCCCGGACATCGGGGTACGTTATCCACGTGTTACTCACCAGTC
CGCCGCTCTCGGCATTGCTGCCTGCCGCTCGACTTGCATGGTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCAGGATCA
AACTACC

>0TU_97.507
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCGGACCAGCTACTGATCATCGCCTTGGTAAGCTATTGCCT
CACCAACTAGCTAATCAGACGCGAGCCCCTCCTTAGGCGGATTTCTCCTTTTGCTCCTCAGCCTACGGGGTATTAGCAAC
CGTTTCAGTTGTTGTTCCCCCAAGGGCAGGTTCTTACGCGTTACTCACCCGTTCGCCACTGGAAACACCACTTCCCGTTC
GACTTGCATGTGTTAAGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTTC

>0TU_97.508
CTGGACCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACT

>0TU_97.509
CTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACTGATCGTCGCCTTGGTAAGCCGCTACCT
TACCAACCAGCTAATCAGACGCGGGACCATCCTTGACCGATAATTCTTTGGCAGTTCATCCATGCGAATGCTCTGCTTTA
TGAAGTATTAATCGAAATTTCTCTCGGCTATCCTCCTGTCAAGGGCAGGTTTCCCACGCGTTACTCACCCGTCCGCTGCT
CTCCATCTCTTAAGTCTACCGAAGCTTCTTTAAGTGATTTCTCGCTCAACTTGCATGTGTTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAAACT

>0TU_97.510
CTGGACCGTGTCTCAGTTCCAGTGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGGCTTGGTGAGCCGTTACCT
CACCAACTACCTAATCAGTCGCAAACCCCTCTTAAGGCGATAGCTTTCTTGTAGAGGCCACCCTTTCTTCTATGCACCAT
GCGATGCTTAGAACGTATTCGGTATTAGCAGTCGTTTCCGTCTGTTATCCCCATCCTTAAGGCAGGTTGTTTACGTGTTA
CTCACCCGTTTGCCACTGAAATTAATAAAAGAGCAAGCTCTTTCATCTCTTTCCGTTCGACTTGCATGTGTTAAGCACGC
CGCCAGCGTTCGTCTGAGCCAGGATCAAACTA

>0TU_97.511
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGTAGAAGCTTACGCCTCTTTTCCTTCTTCAGTCATGCGACTGTA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTATCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGTT
CGCCACTAGATTGACCTGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTC
GAGCCAGGATCAAACTA

>0TU_97.512
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACT
ATGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTCGCGCCG
GTGACGTCCAAAGAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCT
GAGCCAGGATCAAACTC

>0TU_97.513
CTGGGCCGTATCTCAGTCCCAATGTGGCCGGTCGGTCTCTCAACCCGGCTACCCGTCGTTGGCACGGTGGGCTACTACCC
CGCCGTCTACCTGATGGGACGCGACCCCATCCCCCGCCGCAAAAGCTTTCCTGGGTATGACATGCGCCATACCCGGCATA
TCCGGTATTAGCCCGGGTTTCCCCGGGTTGTCCCGATGCGGGGGGAAGTTGGTCACGCGTTACTCACCCGTTCGCCACTG
TATATCCGCCCAAGGGCGGTTTAATCGTTCGACTTGCATGTGTTAGGCGCGCCGCCAGCGTTATCCTGAGCCAGGATCAA
ACTC

>0TU_97.514
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCGTCCTCTCAGACCAGCTACAGATCGCAGGCTTGGTAAGCCTTTACCC
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CACCAACTACCTAATCTGCCATCAGCCGCTCTAGTAGCACAAGGCCCGAAGGTCCCCTGCTTTCATCCGTAGATCTCATG
CGGTATTAGCTACTCTTTCGAGTAGTTACTCCCCCACTACTAGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCG
TCAGCATCCGAAGACCTGTTACCGTTCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAAC
TC

>0TU_97.515
TGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCCC
ACCAACCAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCCAAAGGTCCCCTGCTTTCTTCCTCAGAATATATGC
GGTATTAGCTAATCTTTCGATTAGTTATCCCCCACTGCTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGCC
GGCAGTAGTGCAAGCACTACCCCGCTCGCCGTCCGACTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.516
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCATTTGCACCTTTTAAACATCTACCATGCAGTAAATGT
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTC

>0TU_97.517
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACGCATCATCGTCTTGGTGGGCCGTTACCT
CACCAACTAACTAATGCGCCATAAGCTCATCCACTAGTGCTTCTCATCTTTAATAGAAGAAAGATGCCTCTCTCCTACCT
ATCCGGTATTAGTCCCCGTTTCCAGAGGTTATCCCAGTCTTTGTGGGCAGATTGCTTATGTATTACTCACCCGTTCGCCA
CTCCTTCTCCCTAGCAAGCTAGGTGTCCGGCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTATCCTGAGCCAGG
ATCAAACT

>0TU_97.518
TTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
TTCCAACTAGCTAATCAGACGCGAGCCCTTCTTACACCGATAAATCTTTGACCCCTATATCATGCGATTCTGTGGTCTCA
TGCGGTATTAATCGTCGTTTCCAACGGCTATCCCCCTGTGTAAGGTAGGTTGCTCACGTGTTACTCACCCGTTCGCCACT
TTCATTTTAATTCCCACCCCGAAGGGCTTTCCTTAAAAAATCACGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTC
GTCCTGAGCCAGGATCAAAACCTAC

>0TU_97.519
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACCGATCGTCGACTTGGTGAGCCTCTACCT
CACCAACTATCTAATCAGACGCAGGTCCCATCTCGCACCGATAAATCTTTTACCACTTCAGCATGCGCTGATGTGGTCTT
ATGCGGTATTAGCAGCAGTTTCCCCACTGTTATCCCCCCTGTGCGAGGCAGGTTACCCACGTGTTACTCACCCGTCCGCC
ACTAAGTCATTTAATCTTCCCTCCGAAAAGTTCCGTCCAAATGCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCATCCTGAGCCAGGATCAAACT

>0TU_97.520
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTCCACCCTCTCAGGCCGGCTACCCGTCAACGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAGACCTTTCCCAACCCCACCATGCGACAGAGCCAGAA
TATCCCGTATTAACACCACTTTCGTGGCGGTATCCAGAGAAAGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCAC
TCATCCACCCCCAACAAAAGCCAGGAGCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.521
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAACCTTTCCACCAACCCCCATGCGAAGATCAGTGAAT
ATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAACGAAGGGGCGAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCACCCAACAAAAGCTGAGCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGTAGCCA
CGGAGTAAACTAC

>0TU_97.522
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AAGGGCCGTATCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAATCAATTATCATGCAATAATTAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTA

>0TU_97.523
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACC
TCACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATATCATGCAACAACTA
CTATTATGCGGTATTAGCTATCGTTTCCAATACGTTATCCCCCATACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.524
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCAAAACAAATCTTTATTCCACATCTGATGCCATCAGCGGAAAC
CATGGAGTATTAGTCTACCTTTCGGCAGGTTATTCTCCGGTTATGGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCC
GGTCGCCATCAAGGTTTGCAAGCAAACCTCATGATCGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCC
TGAGCCAGGATCAAACTC

>0TU_97.525
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTAGGTAGGCCTTTACCC
TACCTACTAGCTAATACAACGCAGGTCCATCTACTAGCGATGCAATTGCATCTTTCAAGCATCTAACATGTGTTACATAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCTCTAATAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCACAGTCTATGGTGTAGCAAGCTACGTATAACTGTGCGTCCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCG
TCCTCGAGCCGACGGAGTAAAAAACTAC

>0TU_97.526
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGGTCAACCTCTCAGTCCCCCTACCCATCGTTGCCTTGGTAAGCCGTTACCT
TACCAACGAGCTAATGGGACGCATGCCCATCTGTAATCAATAAATCTTTCCATCACCAACCATGCGGTTAACGATGAATA
TAGGGTATTAGTCCGACTTTCACCGGGTTATTCCCTAATTACAGGCAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCTATCTTAGCAAGCTAAAATAATGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.527
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGCCTTGGTAGGCCTTTACCC
TACCAACTAGCTAATCCAACATGAGCTCATCTCTCGCCGCGAGGTCCTAAGATCCCCCGCTTTCACCCTTAGGTCTTATG
CGGTATTAGCGTAAGTTTCCCTACGTTATCCCCCAGCAAAAGGCAGATTCTCATGCATTACTCACCCGTCCGCCACTCGA
CGCCTGGAGCAAGCTCCATCGTTTCCGTTCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCA
AACTC

>0TU_97.528
TTGGGCCGTGTCTCAGTCCCAATGTGGCTGATCATCCTCTCAGACCAGCTACTGATCGTCGCCTTGGTGAGCCATTACCT
CACCAACTAGCTAATCAGACGCGGGCCGATCTTTCGGCGATAAATCTTTCCCCGTAAGGGCTTATCCGGTATTAGCTGAA
GTTTCCCTCAGTTGTTCCGAACCAAAAGGTACGTTCCCACGCGTTACTCACCCGTCTGCCGCTGACATATTGCTATGCCC
GCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCGCTCTGAGCCAGGATCAAACT

>0TU_97.529
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAGCAAATATCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGAGCC
GAGGAGTAACTAC

>0TU_97.530
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CTGGTCCGTGTCTCAGTACCAGTGTGGGGGATTTTCCTCTCAGAACCCCTAACCATCGTCGGCTTGGTGGGCCGTTACCT
CACCAACTACCTAATGGCACGCATGCCCATCCGCAACCAATTAATCTTTAACAAATATCACCATGCGGTGTCCCTGTATT
ATGAAGTATTAGACCGACTTTCGCCGGATTATCCTTCTGTTGCGGGTAGGTTGCATACGCGTTACTCACCCGTGCGCCGG
TCGCCAACTTCGTATTGCTACAAATTGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCA
GGATCAAACTC

>0TU_97.531
CTGGACCGTGTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CTCCAACCAGCTAATCAGACGCAAACCCCTCCCACAGCGGTAGCTTGTTCCAGAGGCCACCCTTTCTTCCTCTTACCATG
CGCTAAGAGGAGCGTATTCGGTATTAGCAGCCGTTTCCAGCTGTTGTCCCCATCTGCGGGGCAGGTTGTTTACGCGTTAC
TCACCCGTTTGCCACTCGATCATAAGAAAGCAAGCTTCTCTCACTCTCTCGTTCGACTTGCATGTGTTACGCACGCCGCC
AGCGTTCGTCCTGAGCCAGGATCAAACT

>0TU_97.532
TTGGGCCGTATCTCAGTCCCAATGTGTCCGATCACCCTCTCAGGTCGGATACCCATCATCGCCTTGGTGGGCCTTTACCT
CACCAACTAGCTAATGGGACGCAGGCTCATCTTTAAGCGGAGCAAACGCTCCTTTCCTTATATCACCATAGCAACATAAG
CACATTCGGTATTATCTCTTATTTCTAAAAGCTATCCCCATCTTAAAGGTAGATCACCCACGCGTTACTCACCAGTCCGC
CACTCTAGGAAAGTGCAAGCACTTTCTTGCCGTTCGACTTGCATGCTTAAGACGCACCGCCAGCGTTCGTTCTGAGCCAG
GATCAAACTC

>0TU_97.533
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCTTTTATCC
CACCAACTAGCTAATGCTCCGCAAAGCCATCTTATAGTGTTAGCTTCACCAACTTTTAAACATCTCCCATGCGGAAAATG
TTGTTATCCGGTATTAGCTACAGTTTCCCGTAGTTATCCCAGTCTATAAGGCAGGTTCTTTACGTGTTACTCACCCGTTC
GCCGCTAAGAATTTCTAGTGCAAGCACCAGAAATTCTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCC
TGAGCCAGGATCAAACTA

>0TU_97.534
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCTTTCCACCAACCCCCATGCGAAGGCCAGTGAA
TATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCCA
CTCATCCACCCAACAAAAGCCAGGCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGACGCCA
GGAGTACCAAAACCTAC

>0TU_97.535
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATATATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCTCGTGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCTAGAGAGCAAGCTCTCTGTCTGTCCGTTCGACTTGCATGTTGTTAAGCACGCCGCCAG
CCGTTCGTTCCTCGTGAGCCGAAGGAGGACAAACTAC

>0TU_97.536
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCGACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTC

>0TU_97.537
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGTTGCCTTGGTGGGCCGTTGCCC
CGCCAACAAGCTAATCGGACGCATCCCCATCAACAAGCGGATAAACCTTTCTTCCAACACGGAGGACCTCGTTGGAATAC
ATAGGGTATCAGACCGCATTTCTACGGATTGTCCCCTGCTTGATGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGG
TCGCCATCGGCAGATGCAAGCATCCGCCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTGA
GCCAGGATCAAACTC
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>0TU_97.538
TTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCATCGTTGCCTTGGTGGGCCGTTACCT
CACCAACTAGCTAATGGGACGCGGGCCCATCCTAAAGCGGAGCCGTAGCTCCCTTTCCTCACCTACCTTTATGTAAATGA
GCACATTCGGTATTATCTAATATTTCTACTAGCTATCCCCATCTTTAGGGCAGGTCACCCACGCGTTACTCACCAGTCCG
CCACTCTAGGAGAAAAGCTAAGCTCCTCTCTTACCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAG
CCAGGATCAAACTC

>0TU_97.539
CTGGGCCGTCTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCATCGCCTTGGTAGGCCCTTTACC
CCACCAACTAGCTAATCAGTTATTGGCCGCTCAAATAGCGCGAGGCAGTCTCCCGTCCCCCGCTTTCACCCTCAGGTCGT
ATGCGGTATTAGCTAAACTTTCGCTTAGTTATCCCCCCACTACTCGGTACGTTCCAATACTATTACTCACCCGTTCGCCA
CTCGCCGACAATAGTGCAAGCACTATCTCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAG
CAAGAACAAACTC

>0TU_97.540
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAGTTGCACCTTTCAAGTCAACATCATGCAATGTCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAACAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTCGTAGC
CGACGGAGTCAAACTAC

>0TU_97.541
CTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCGTCGTCGCCTTGGTGAGCCTTTACCT
CGCCAACTAGCTGATAGGACGCAAACCGCTCTCTCGGCGCGGCCGAAGCCGCTTTCATCCTATATCTTTACTCCACAGGA
CTTTATTCGGTATTATCCGGCATTTCTGCCGGCTGTCCCCATCCGAGAGGTACGTCATCCACGCGTTACTCACCAGTCCG
CCACTCTAGGAAAGAGCAAGCTCCTTCTTGCCGTCCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAGCCA
GGATCAAACTC

>0TU_97.542
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACCAGCTAATCAGACGCAGACCCATCGACAGGTGATAGCATATAAACAGAGGCCATCTTTCATGTAGAGGAGATG
CCTCCCCTACACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTGTCGGCAGGTTGTCTACGTGTTAC
TCACCCGTTTGCCACTAAGCTCATAAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.543
CTGGGCCGGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACC
TCACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCATCCA
TTGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTT
CGCAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGTCGTTCTACTTGCTATGTATAGGCACGCCGCAGTCGTTCGTCC
TGACGCCGAGGACTACCAAACTC

>0TU_97.544
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTTAATTGACTATCATGCAATAATCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTGTAG
CCGACGGAGTCAACTACC

>0TU_97.545
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCGACTTACTCGGTACGTTCCGATATATTACTCACCGTTCGTCCACTCGC
CACCCCAACGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCA
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GGATCAAACTTC

>0TU_97.546
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATACGTTATCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAGAAGCAACGGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTC
>0TU_97.547
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTACTAGTGATGCGCTTGCATCTTTCAATCAATTATCATGCAATAATTAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAACTT

>0TU_97.548
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCTTGCGGTCCCGCACTTTAATCTCTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.549
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATAGGACGCAAAGCTCTCCCGCAGCATCGCTTTTCATCAAGCGCCACATGCGCGGGCTTGACTATAT
CAGGTATTATCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCTTTACGCGTTACTCACCGTCCGCCTTGGC
TAGCCTGTGCAAGCACAGGTTCGCCAAGACTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAACT
C

>0TU_97.550
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAACAAACCTTTCCACCAACCCCCCATGCGAAGGCCAGTGA
ATATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCCATCCACCCAGCAAGCTGGGCTTCAGCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGCCAG
GATCAACTT

>0TU_97.551
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAAATGTCATGCGACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAAGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGGAGAAGTAAGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCTCTAACCA
CGGAGTCAACTAC

>0TU_97.552
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAACCTCTCAGTTCGGCTACGTATCATTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACGCCGCGGGTCCATCCAAAAGCGATAGCTTACGCCATCTTTCAGCCAAGAACCATGCGGTTCTT
GGATTTTATGCGGTATTAGCATCTGTTTCCAAATGTTATCCCCCCACTTAAGGGCAGGTTACCCACGTGTTACTCACCCG
TCCGCCACTCGTTCAAAATTAATCAAGATGCAAGCACCTTTCAATAATCAGAACTCGTTCGACTTGCATGTATTAGGCAC
GCCGCCAGCGTTCATCCTGAGCCAGGATCAAACTC

>0TU_97.553
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCGAGTCGGCTACGCATCGTCGCCTTGGTAGGCTTTTATCC
CACCAACTAGCTAATGCGACGCAGGCTCATCTAAAAGCGAAGCTTTGAAGCTCCTTTTAATATACGACTAATTTCATCTT
ACATATAATCCGGTATTAGCAAACGTTTCCATTTGTTATTCCAGTCTCTTAGGTAGATTACCCACGCGTTACTCACCCTT
GCGCCACTAAGAGAAATCCATCTTCCATAAAAGCAAGCTTTTACTTCAGTTGGGTCTCTTCGTTCGACTTGCATGTCTTA
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GGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCAACTT

>0TU_97.554
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGC
CAGGATCAAACTC

>0TU_97.555
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACGCATCATCGTCTTGGTGGGCCGTTACCT
CACCAACTAACTAATGCGCCATAAGCCCATCCACCAGTGTTTTTAACCTTTAATAATCAGAAGATGCCTTCCGATTACCT
ATCCGGTATTAGTCCCCGTTTCCAGAGATTATCCCAGTCTTCGTGGGTAGGTTGCTTATGTATTACTCACCCGTTCGCCA
CTCCTTCAATCTAGCAAGCTAGATTTCCAGCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGAGCCAC
GGAGTCAACTAC

>0TU_97.556
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCGTCCTCTCAGACCAGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCTGCCATCGGCCGCTCCAATAGCGCGAGGTCCGAAGATCCCCCGCTTTCACCCTCAGGTCGTATG
CGGTATTAATCCGGCTTTCGCCGAGCTATCCCCCACTACCTGGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCG
CCGCCAGGCCGAAGCCCGCGCTGCCGTTCGACTTGCATGTGTAAGCATGCCGCCAGCGTTCAACCGAAGCCAGGATCAAC
TC

>0TU_97.557
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCAAAACCAACTTTTAAACATCAACCATGCAGTTAATG
CTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCCGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTC
GCCGCTAAGTTTTTCTAGTGCAAGCACCAGAAAAACTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCT
GTAGCCGACGGAGTACAAACTAC

>0TU_97.558
ATGGGCCGTGTCTCAGTCCCATTGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCTTTGGTGAGCCGTTACCT
CACCAACTGGCTAATCAGACGCAGGCCCATCCTTAGGCGATGGTTTGACCCATCTTTAGTATCTCTTCCATGTGGAAGAG
TTACGTCATTCGGTATTAGCGGCTCTTTCGAGCCGTTGTCCCCATCCTGAGGGCAGGTTGCCTACGCGTTACTCACCCGT
TTGCCACTAAGCTATCTACCGAAATAAATAGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAG
CCACGGATCAAACTC

>0TU_97.559
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAACCGACTATCATGCAATAGTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAACTA

>0TU_97.560
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAATTGACTATCATGCAATAATCAA
TATCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGCCTGAAGC
CAGGACTCCAAACTA

>0TU_97.561
CTGGACCGTGTCTCAGTTCCAGTGTGACTGATCATCCTCTCAGACCAGTTACGGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACCTAGGCTCATCTGATAGCGTGAGGTCCGAAGATCCCCCACTTTCTCCCTCAGGACGTATG
CGGTATTAGCGCCCGTTTCCGGACGTTATCCCCCACTACCAGGCAGATTCCTAGGCATTACTCACCCGTCCGCCGCTGAA

86



TCCAGGAGCAAGCTCCCTTCATCCGCTCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAAA
cTC

>0TU_97.562
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAGCAGATGTCATGCAACATCTAC
TGTTATGCGGTTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTT
CGCAACTCATACCGGAAAGAGCAAGCTTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATC
CTGAGCCAGGATCAACTT

>0TU_97.563
CTGGACCGTCTCTCAGTTCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTTGGTGAGCCCTTACCT
CACCAACCAGCTAATCAGACGCAAACCCCTCCCTCGGCGGTAGCTTGTTCCAGAGGCCACCCTTTCCTCCTCCTGCCATG
CGGCACGTGGAGCTCATTCGGTATTAGCAGCCGTTTCCAGCTGTTGTCCCCATCCCGAGGGGCAGGTTGTTTACGCGTTA
CTCACCCGTTTGCCACTCGATTCGATAAAAAGCAAGCTCTTCACCGTCTCTCGTTCGACTTGCATGTGTTAAGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.564
TTGGGCCGTATCTCAGTCCCAATGTGTCCGATCACCCTCTCAGGCCGGATACCCATCGTCGCCTTGGTGGGCCTTTACCT
CACCAACTAGCTAATGGGACGCAAGCTCATCCTCAAGCGGAGCCGTAGCTCCCTTTCCTCAACGCCTCTTATGAAGCACT
GAGCCTATTCGGTATTACCTGCTATTTCTAACAGCTATCCCCATCTTAAGGGTAGATTACCCACGTGTTCCTCACCAGTC
CGCCACTCTAGGAGAGAAGCAAGCTTCTCTCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGA
GCCAGGATCAAACTC

>0TU_97.565
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATGGGACGCATGCCTATCTCACAGCGAAATTCATTTCCTCCTCCTTGGATGCCCAAGGTGGAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCACCCAGATAGCAAGCTACCTTGTGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCC
AGGATCAACTCTC

>0TU_97.566
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CCACTCATCCAGAACCAGCAAAACCGGTCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCG
TAGCCACGGAGTCAACTAC

>0TU_97.567
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACAGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCCGACTTAGGCTCATCTATTAGCGCAAGGCCCGAAGGTCCCCTGCTTTCTCCCGTAGGACGTATG
CGGTATTAGCATCCCTTTCGAGATGTTGTCCCCCCACTAATAGGCAGATTCCTAAGCATTACTCACCCGTCCGCCGCTAG
GTAAAGTAGCAAGCTACTCTTCCCCGCTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATCAA
ACTC

>0TU_97.568
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTTGGTGGGCCGTTACCC
CGCCAACAAGACTAATCAGACGCATCCCCATCCATAACCGATAAATCTTTACTTCACATCTGATGCCGTCAGTGAAGACT
ATAAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTAGTCATGGGAAGTTGGATACCGCGTTACTCACCCGTGCGCCGG
TCGACGTCCAAAAAGTGCAAGCACTTAATGCCGTTCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
CGCCAGGATCAACTT

>0TU_97.569
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTTAAGTAAATGTCATGCAACATCTA
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CTATTATGCGGTATAGCTATCGTTTCCAATAGTTATCCCCCGTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCGC
AACTCATCCAGAGAAGCAAGCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTACGCCTTGAAGCCA
GGACTCCAAACTC

>0TU_97.570
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAGTTGCCCCTTTTAAACAGTTATCATGCAATAACTGT
TGTCATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTCGG
AGCCACGGAGTCAACCTAC

>0TU_97.571
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCCGAAGCCTCTTTTCCTTCTCGAGTCATGCGACTCAA
GAACCTATGCGGTTTTAGCATCCGTTTCCGAATGTTACTCCCCCTCTGATGGGCAGGTTACCCACGTGTTACTCACCCGT
TCGCCACTAGATTGACCAGTGCAAGCACCGGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCAGCGTCGTCTGA
CGCCGAGGACTACAACTC

>0TU_97.572
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGTGTCACCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGTAG
CCGACGAAGTCAACTACC

>0TU_97.573
TTGGACCGTATCTCAGTTCCAATGTGGGGACCGTTCCTCTCAGAACCCTACCCAATCGAAGGATTGGTGGGCCGTTACCC
GCCAACTTCCTAATGGGACGCACCGCCATCCATCACCGCCCGAACGGCTTTACTCAATCATACATGCATACAACTGAGAC
CATCAGATATTAATCTTGCTTTCGCAAGCCTATCCCTGTGTGATGGGCAGGTTCGGTACGCGTTACTCACCCGTGCGCCG
GTCGCCGGCATGCTTAGCAAGCTAAGCATCCGCTGCCCCACGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAACTC

>0TU_97.574
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCAAATGGTCCCCTGCTTTCTTCCTCAGAAAATATG
CGGTATTAGCTAATCTTTCGATTAGTTACTCCCCCACTGCTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCG
CCACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTAGTAAAGCATCGCCGCCAGTCGTTACAATCTGAC
GCCGAGGAACTACAAACTC

>0TU_97.575
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTTAAACAGCTGTCATGCAACAACTGT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGAGCC
ACGGATCAACTAA

>0TU_97.576
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTTAAACAGCTGTCATGCAACAACTGT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTGAGC
CACGGAGTCAACTAC

>0TU_97.577
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
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CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTTCCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAGAAGCAAGCTTCTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGAT
CAACTC

>0TU_97.578
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGGAAGAGCAAGCTCCTTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAG
CCAGGATCAACTC

>0TU_97.579
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGGTCATCCTCTCAGACCAGCTACGGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAACGCATTACTCACCCGTCCGCCACTCG
TCATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTC

>0TU_97.580
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACGGATCATCGCCTTGGTAAGCCCTTACCT
CACCAACTAGCTAATCCGATATTGGCTGCTCAAATAGCGCAAGGTCCGAAAATCCCCTGCTTTCCCTCTCAAGACGTATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCCTCTACTCGGTACATTCCAATATTCTACTCACCCGTTCGCCACTCG
CCACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAG
GATCAAACT

>0TU_97.581
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATTGCCTTGGTAGGCCGTTACTC
TACCAACTAGCTAATGCACCGCGGGGCCATCCCATAGCGACAGCTTACGCCGCCTTTTAAAAGCTGATCATGCGATCTGC
TTTCTTATCCGGTATTAGCACCTGTTTCCAAGTGGTATCCCAGACTTTGGGGCAGGTTCCCCACGTGTTACTCACCCATC
CGCCGCTCGCTTTCCCAGCGTCACTGCCGAAGCAGATCTGCTGGTTCCGCTCGCTCGACTTGCATGTATTAGGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.582
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTTCCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTCCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTC

>0TU_97.583
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAATTTCATTTCCTCTACTTTGGATGCCCAAAGTGGAGTGTA
CGCGGTATTAGTCCGTCTTTCGACGGGTTATCCCCCTCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
CGCCATCAGTCTTAGCAAGCTAAGACCATGCTGCCCCTGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTC

>0TU_97.584
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCACCCTCTCAGGCCGGCTACTGATCGTCGCCTTGGTAAGCTCTTACCT
TACCAACTAGCTAATCAGACGCAAGCTCGTCTAAAACCGCCTCAGCTTTGCTTTGATAATATCCCTACTATCAAAGATCA
TCTCGTATTAGCTAAAATTTCTCTTAGTTATCCGTGTGTTTTAGGTTGATTACTTACGCGTTACTCACCCGTCCGCCACT
AAGTTTATACATTCCATCCGAAAACTTCCTACATAAACTCCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTTCAT
CCTGAGCCAGGATCAAACTC

>0TU_97.585
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CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATCAGACGCGGGCCGCTCTAATGGCGATAAATCTTTCCCCCGAAGGGCACATTCGGTATTAGCACAA
GTTTCCCTGAGTTATTCCGAACCAAAAGGCACGTTCCCACGTGTTACTCACCCGTCCGCCACTAACTCCGAAGAGTTCGT
TCGACTTGCATGTGTTAGGCCTGCCGCCAGCGTTCGCTCTGAGCCAGGATCAAACTC

>0TU_97.586
CTGGTCCCTGTCTCAGTACCAGTGTGGGGGATCTCCCTCTCAGGACCCCTACCTATCGTCGCCTTGGCGAGCCGTTACCT
CGCCAACTAGCTAATAGGACGCATGCCCATCTTCCACCATCGTAACTTTAATTGCCAAATGATGCCATCCAACAATATTA
TGGGATATTAATCCAAATTTCTCCGGGCTATCCCCCTGTGAAAGGTAGGTTGCATACGCGTTACGCACCCGTGCGCCGGT
TTCCGCCCCGAAGGGCTTCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAAACTC
>0TU_97.587
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCATTACTCGGTACGTTCCGATATATTACTCACCCGTTCGCCACTCGC
CGGCAGTAGTGCAAGCACTACCCCGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACT

>0TU_97.588
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATTGCCTTGGTAAGCCGTTACCT
TACCAACTAGCTAATGCACCGCGGGGCCATCCCATAGCGACAGCTTACGCCGCCTTTTATAAGCTGATCATGCGATCTGC
TTTCTTATCCGGTATTAGCACCTGTTTCCAAGTGGTATCCCAGACTATGGGGCAGGTTCCCCACGTGTTACTCACCCATC
CGCCGCTCGCGTCCCCAGCGTCATTACCGAAGTAAATCTGCTGGTTCTGCTCGCTCGACTTGCATGTATTAGGCACGCCG
CCAGCGTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.589
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTTGCCTCGGTGAGCCGTTACCT
CACCGACAAGCTAATCAGACGCATCCCCATCCATCACCAATTAATCTTTCATCCAAATTAGATGCCTGCTTCGGACGACA
TAAGGTCTTAGGCCGACTTTCGACGGGTTATCCCTTAGTCATGGGTAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCAACGATTGCAAGCAATCATCATGATGCCCCTCGACTTGCATGTGTTAGGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAAACTC

>0TU_97.590
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCCTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTTCCGATACTACG
CGGTATTAGCGACAGTTTCCCGTTCGTTATCCCCCCTCCATAAGCCAGACTTCCCAAGCATTACTCACCCGTCCGCCACT
CGTCAGCAAGAAGCAAGCTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAG
GATCAACTC

>0TU_97.591
CTGGGCCGTGTCTCAGTCCCAGTGTGACCGCCCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAAAAACACCCAAAGGCGCATCTTTCCCGGGCCCGTCATGCGA
CAGACCCAGAATATCCCGTATTAGCCACACTTTCATGCGGTTATCCAGAAGAAGGGGGCAGGTTACTCACGTGTTACTCA
CCCGTTCGCCACTCATCCAGAACCAGCAAGCTGGTCCCTTCACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAACTTC

>0TU_97.592
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTCGTAGC
CACGGAGTCAAACTAC

>0TU_97.593
ATGGACCGTGTCTCAGTTCCATTGTGGCCGATCAGTCTCTCAACTCGGCTATGCATCATCGCCTTGGTAAGCCGTTACCT
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TACCAACTAGCTAATGCACCGCGGGCCCATCCCAAAGTGATAGCCGAAACCATCTTTTATTGGAAAACCATGTGGTTTTC
CAAGTTATGCGGTATTAGCACCTGTTTCCAAATGTTATCCCCCGCTTTGGGGCAGGTTGCCCACGTGTTACTCACCCGTC
CGCCGCTCACTGGGAATCCAACGTCAATCAGTGCAAGCACGTCATTTCTGTTGGGCCAGTGCGCTCGACTTGCATGTATT
AGGCACACCGCCGGCGTTCATCCTGAGCCAGGATCAAACT

>0TU_97.594
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAGTCAACATCATGCGATGTCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTGTTAAGCACGCCGCCAGCGTTCAGTCCTG
ACGCCAAGGACTACAAACTC

>0TU_97.595
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAAGAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCTGAGC
CAGGATCAACTA

>0TU_97.596
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGACAAATGTCATGCAACATCTA
CTCTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCCACCCGT
TCGCAACTCACTCCGGAGAAGCAAGCCTTCCCTCCTTCAGTCGTTCTACTTGCTATGTATTACGGCACCGCCGCCAGCGT
TCGTCCTCGACGCCGAGGACTACAACTCTAGTACTCGGACGGCGGGCGTCGGGACGTAACGGCGACGACGTAGG
>0TU_97.597
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCTATTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATTTGC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGAGAGAGCAGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAGGCACGCCGCCAGTCGTTCAGTCCTGA
CGCCGAGGATACCAACCTC

>0TU_97.598
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCTCCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGAGC
CAGGATCAACTC

>0TU_97.599
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCCGAAGGTCCCGCACTTTCGTCTCTCGACACTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCGTCTGAGCCAGG
ATCAAACTC

>0TU_97.600
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTCAGCCTTTACCT
AACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCAGGTGGCCCGAAAGTCCCACCCTTTAATCCGAAGATTTTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCTAGATTCCCAAGCATTACCTCACCCGTCGCCACTCG
TCAGCAGATTAGCAAGCTAACCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAG
GATCAAACT

>0TU_97.601
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CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
ACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGCGGCCCGAAGGTCCCGCACTTTCGTCTCTCGACTCTACGC
GGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACTC

>0TU_97.602
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGCCAGG
ATCAACTC

>0TU_97.603
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCCCGAAAGTCCCACCCTTTAATCCGAAGATTTTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAAGAAAGCAAGCTTCCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.604
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCACCGCAAAGCCATCTCATAGTGTTAGCATAACCAACTTTTAAACATCAACCATGCAGTTAATG
CTGTTATCCGGTATTAGCTATCGTTTCCAATAGTTGTCCCAGTCTATGAGGCAGGTTCTTTACGTGTTACTCACCCGTTC
GCCGCTAAGTTTTCCGGTTGCAAGCACCAGAAAAACCTTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTGTCCC
TAGCACGGAGTCAACTACT

>0TU_97.605
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCGCACTTTCATCTCTCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCACGATTCCCAACGCAATTACTCACCCGTCCGCCACT
CGTCAGCAGAAAGCAAGCTTCTCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAG
GATCAACTC

>0TU_97.606
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCGGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAGAAGCAAGCTCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCTTGACGCCA
GGACTCAAACCTC

>0TU_97.607
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCATAAACGATG
CCGTCTATGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTACTCCCCCCTCTGAAGGGCAGGTTGATTACGCGTT
ACTCACCCGTTCGCCACTAACTTCAAGAGAGCAAGCTCTCTGTCTGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCAG
CGTTCGTCTGAGCCCAGGATACAAACTC

>0TU_97.608
TTGGGCCGTATCTCAGTCCCAATGTGTCCGTTCACCCTCTCAGGCCGGATACCCATCGTTGCCTTGGTGGGCCTTTACCT
CACCAACTAGCTAATGGGACGCAAGCTCATCCTCAAGCGAAGCCTTAGCTTCCTTTCCTCAACACCTCTTATGAAGCATC
GAGCCTATTCGGTATTACCCGCTATTTCTAGCGGCTATCCCCATCTTAAGGGTAGATTACCCACGTGTTCCTCACCAGTC
CGCCACTCTAGGAGAGAAGCAAGCTCCTCTCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGA
GCCAGGATCAAACT
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>0TU_97.609
TTGGGCCGTATCTCAGTCCCAATGTGTCCGATCACCCTCTCAGGTCGGATACCCATCATCGCCTTGGTGGGCTCTTACCT
CACCAACTAGCTAATGGGACGCAGGCTCATCTTTAAGCGGAGCAAACGCTCCTTTCCTTACAATGTCAAAACATCGTAAG
CACATTCGGTATTATCTCTTATTTCTAAAAGCTATCCCCATCTTAAAGGTAGATCACCCACGCGTTACTCACCAGTCCGC
CACTCTAGGAAAGTGCAAGCACTTTCTTGCCGTTCGACTTGCATGCTTAAGACGCACCGCCAGCGTTCGTTCTGAGCCAG
GATCAACTT

>0TU_97.610
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCCTTGCGGTCCCACCCTTTAATCTCTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTCGAGCCAC
GGATCAAACTAC

>0TU_97.611
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAGCAGATATCATGCAATATCTAC
TGTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCGGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCGC
AACTCATCCCAAGAAGAGCAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCGCCCAGCGTGTCCTGAGCC
AGGATCAAACCT

>0TU_97.612
CTGGGCCGTATCTCAGTCCCAGTGTGGCCGACCACCCTCTCAGGCCGGCTACCCGTCGACGCCTTGGTAGGCCGTCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCGCCGAAAAACATCTTTCCCCGCCCAGCCATGCGACCAGACAGGCA
CATCCGGTATTAGACCCCGTTTCAAAGCTTATCCCGAAGCAGAGGGGCAGGTTGCCCGCGTATTACTCACCCGTTCGCCA
CTAATCCACACCACCAAAAAACAGCGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCC
AGGACTCAAACTA

>0TU_97.613
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTTCGGTCCCGCACTTTCGTCTCTCGACACTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGTCGCTAGCGTTCATCCTGAGCCAGG
ATCAACTC

>0TU_97.614
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGCCCACCCTCTCAGGCCGGCTACCCGTCACCGCCTTGGTGGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCGAAACACCCGAAGATGAAACTATCCCAACCGGCCCATGCGGA
CCAACCGGACCACCCCGTATTAGCCGCCCTTTCAAGCGGTTATCCAGGAGAGGAGGGCAGGTTACTCACGTGATACTCAC
CCGTTCGCCACTCAACCCGCCCCAAAAAAGGTGCGGGCCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTC
CTGAGCCAGGATCAACTA

>0TU_97.615
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCGTCCTCTCAGACCAGCTACTGATCGTCGCCTTGGTGAGCCTTTACCT
CACCAACTAGCTAATCAGACATCGGCCGCTCCTATAGCATGAGGCCTTGCGGTCCCCCACTTTCACCCTCAGGTCGTATG
CGGTATTAGCTAATCTTTCGACTAGTTATCCCCCACTACAGGGCACGTTCCGATGTATTACTCACCCGTTCGCCACTCGC
CATCAATCTAGCAAGCTAGATCATGCTGCCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAAACT

>0TU_97.616
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCCGTCATCGAAGACT
ATGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGACTACGCGTTACTCACCCGTGCGCCG
GTCGACGTCCAAAGAGTGCAAGCACTCAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCT
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CGAGCCAGGAGCAAACTA
>0TU_97.617
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TATTATGCGGTATTAGCTATCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGACG
CCAGGATCAAACTC

>0TU_97.618
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGT
CATCAAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTAGTAAAGCCTGCCGCCAGTCGTTACAATCTGACGC
CGAGGACTACAAACTTTC

>0TU_97.619
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAAGCCATTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCTTTCGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCTAGATTCCCAACGCATTACTCACCCGTCCGCCACTCG
TCATCAAGAAGCAAGCTTCTTTATGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTC

>0TU_97.620
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGTCACCTTTTAAATAGTTATCATGCAACATCTA
TTGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTT
CGCAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCT
CGAGCCAGGATCAAAACCTC

>0TU_97.621
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGATAGTGGTGCATTTGCACCTTTCAATTGACTATCATGCAATAGTCAA
TGTTATGCGGTATTAGCTATCGTTTCCAATACGTAATCCCCCGTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CACGGATACAAACTAC

>0TU_97.622
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGTGCAATTGCACCTTTCAAGCAGCTATCATGCGATATCTAC
TGTTATGCGGTATTAGCTATCTGTTTCCAATAGTCTCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTTGA
GCCAGGATCAAACTCC

>0TU_97.623
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCGAGTCGTTCGTCCGA
AGCCGAGGACTAAAACTC

>0TU_97.624
CTGGTCCGTGTCTCAGTACCAGTGTGGGGGTTCAACCTCTCAGTTCCCCTACCCATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGGGACGCATGCCTATCTCACAGCGAAGTTCATTTCCTCTACATTGGATGCCCAACATAGAGTGTA
CGCGGTATTAGTCCGTCTTCGACGGGTTATCCCCCTCCTGTGAGGCAAGTTGCATACGCGTTACGCACCCGTGCGCCGGT
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CGCCATCAGAAGAAGCAAGCTTCTTCCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAACTC

>0TU_97.625
CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCAAACAGCGCAAGGCCCGAAGGTCCCCTGCTTTCCCTCTCAAGACGTATG
CGGTATTAGCTAATCTTTCGATCAGTTACTCCCCCATACTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGC
CACCCAAGAAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAACTC

>0TU_97.626
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTAAGCAAATGTCATGCAACATCTAC
TCTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCTCAGCGTTCTACTTGCTATGTATTACGGCACCGCCGGCCAGCGTTCGTCTGAG
CCAGGATACAAACCTCT

>0TU_97.627
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGACCTTCCTCTCAGAACCCCTACCGATCGAAGGCTAGGTGGGCCGTTACCC
CGCCTACTACCTAATCGGACGCATCACCATCTCATACCGATAAATCTTTGGTTACATCACCATGCGGTAACATAACAACA
TCGGGTATTAATCTTACTTTCGCAAGGCTATCCCCGACGTATGAGGCAGGTTTGATACGCGTTACGCACCCGTCGCGCCG
GTCGCCAGCAAAGAAGCAGCTTCTACCCGCTGCCCCTCCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAG
CCAGGATCAACTC

>0TU_97.628
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCCCCTTTCAAGCAGATATCATGCAACATCTAC
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCATTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGA
GCCACGGATCAAACTTAC

>0TU_97.629
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCAGGTGGCTAAAAGTCCCACCCTTTCGTCTCTCGACACTACGC
GGTATTAGCGACAGTTTCCCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.630
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACTA
TGCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCAAAATGTGCAAGCACATAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCACGCAGCCAGCGTTCATCCTG
AGCCAGGATCAAACTC

>0TU_97.631
CTGGACCGTGTCTCAGTTCCAGTCTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGGCTTGGTAGGCCATTACCC
TACCAACAACCTAATCCAACGCAGGCTTCTCCCAAAGCGGATAAATCCTTTAATCCGAAGACCATATGCGGTATTAGCTA
CCCTTTCGGGCAGTTATCCCTCACTTTGGGGCAAATTCCTACGCGTTACTCAGCCGTTCGCCGCTCGCCGGCATTCTGCA
CTATCAGTTTGAAATCACCCCAGACACTCACCCCTTTCGAAATGATGCGGCTGATTTCCCTTCGGAAATCCCCGCGTCCA
GGCTTCAAGTTGATAGTGCAGAACCCGCTGCCGCTCGACTTGCATGTGTTAGGCACGCCGCCAGCATTCCATCCTGAGCC
AGGATCAAACTA

>0TU_97.632
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
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CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGTATTAGACCCAGTTTCCCAGGCTTATCCCAGAGTCAAAGGTAGGTCACTCACGTATTACTCACCCGTTCGC
CACTAATCCACGGTGCAAGCACCGCTTCATCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTGAGCCAGG
ATCAAACAC

>0TU_97.633
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAATCAATATCATGCGATATCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAAGAAGAGCAAGCTCCTCTCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCCCGAG
CAGGATCAACTAC

>0TU_97.634
CTGGGCCGTGTCTCAGTCCCAGTGTGGGGGCCTTCCTCTCAGAACCCCTAGACATCGTCGCCTCGGTGGGCCGTTGCCCC
ACCGACTAGCTAATGTCACGCGAACCTATCAGACACCGATATAAAATCTTTCAATAAACATAGATGCCTATGTTTATCTT
ATGGGATATTAGACGACGTTTCCGACGATTATCCCCCTGTGTCCGGCAAGTTGTTCACGCGTTACGCACCCGTTCGCCGG
TCGCCGACAATGACATTGCTGCCATCTCGATGCCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.635
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATAACCGCTAAACCTTTAATCGTTATTTGATGTCAGCAAACGATATCA
TACGGTATTAGGCCGTCTTTCAACGGGTTATCCCGTAGTTATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCAGT
CGTCATCAAGGAAAGCAAGCTTCCTCATGTTACCCTGCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGAGC
CAGGATCAAACTC

>0TU_97.636
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACCAGCTAATCAGACGCAGGCCCATCAATAGGTGATAGCATATTCAGAGGCCATCTTTCATCAGAAGAGGATGCC
CTCCTCTGACTTCATTCGGTATTAGCATTCCTTTCGGAATGTTGTCCCCATCCTATTGGCAGGTTGCCTACGTGTTACTC
ACCCGTTTGCCACTAAGCTCATAAAGCAAGCTTTCATTCGCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CGTCCTGAGCCAGGATCAAACTC

>0TU_97.637
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATTCTAAGATGCCTTATAATCATAAT
ATCAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAATCTAAGTCAAAAGACCCAAATTCAAGTTGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGA
TCAAACTC

>0TU_97.638
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTTTAAGCAAATGTCATGCAACATTTA
CTGTTATGCGGTATAGCTATCGTTTCCAATAGTTATCCCCCGGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCTCCTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCGTCTCGTAGCC
AGGAGCAAACTAC

>0TU_97.639
TTGGACCGTGTCTCAGTTCCAATGTGGGAACCTTCCTCTCAGAACCCTACTGATCGTCGCCTTGGTGGGCCGTTACCCCG
CCAACAAGCTAATCAGACGCATCCCCATCCATTACCGATAAAATCTTTACTTCAAATCTGATGCCGTCATCGAAGACCAT
GCGGTATTAGTCTGCCTTTCGGCAGGTTATCCCACAGTAATGGGGTAGGTTGGATACGCGTTACTCACCGTGCGCCGGTC
GACGTCCATTCAGTGCAAGCACTAAATGCCGTTTCCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTG
AGCCAGGATCAAAACTC

>0TU_97.640
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CTGGGCCGTGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATCAGATATCGGCCGCTCGAATAACGCAAGGCCCGAAGGTCCCCTGCTTTCCTCCTCAGAGAATATG
CGGTATTAGCTAATCTTTCGATTAGTTATCCCCCATTACTCGGTACGTTCCGATGCATTACCTCACCCGTTCGCCACTCG
CCACCAAAGAGCAAGCTCTTTCGTGCTGCCGTTCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGG
ATCAACTC

>0TU_97.641
CCGGGCCGTGTCTCAGTCCCGGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTAGGCCTTTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTCATGGCATGCGGCCTTGCGGTCCCACACTTTCATCTCTCGATTCTACG
CGGTATTAGCGACAGTTTCCCGTCGTAACCCCCCTCCATAAGCCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAAGCAAGCTTTCCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAG
GATCAAACTC

>0TU_97.642
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGGAGCAATTGCACCTTTCAAATAAATGACATGTGTCATCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTAAGAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCGCTCGGTGCAAGCACCAAGCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCCGTTCATCCCT
GAAGCCAGGATCAAACTC

>0TU_97.643
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTTAATCCGAAGATATTACG
CGGTATTAGCTACAGTTTCCCGTAGTTACTCCCCCTCCATAAGCTAGATTCCCAAGCATTACTCACCCGTCCGCCACTCG
TCAGCAAGAAAGCAAGCTTTCTCCTGCTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGACGCCA
GGATACAAACTC

>0TU_97.644
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTCCACTCTCTCAAGCCGGCTACCGATCGTTGACTTGGTAGGCTGCTATCC
TGCCAACTATCTAATCGGACGCGGGCCCATCTCTCACCGGTATCCCTTTTTGTATATTGACATGCGTCTATATACTTTAT
GCGGTATTAGCAGGAGCTTCCCCCTGTTATCCCACGGTGCGAGGCAGGTTGCCCACGCGTTACTCACCCGTCCGCCACTA
AGACTTTCTCTTGCTCCCCGAAGGTTGCACTGAAAAAAGTCTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTT
CATCCTGAGCCAGGATCAAACTC

>0TU_97.645
CTGGGCCGTATCTCAGTCCCAATGTGACCGGTCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCCTTTCCACCAACCCCCATGCGAAGGCAAGTGA
ATATCCAGTATTAGCACCCGTTTCCGGGCGTTATCCCAAAGAAGGGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCACCCAACAAGCTGAGCTTCAGCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCATCCTGAGCCAGG
ATCAACTC

>0TU_97.646
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTCTTAGTGATGCAATTGCACCTTTCAAATCAATATCATGCGATATCGAC
TTTTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTTCGTCCTGAGC
CAGGATCAAACTC

>0TU_97.647
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTCGCCTTGGTGGGCCGTTACCC
CGCCAACAAGCTAATCAGACGCATCCCCATCCATGACCGATGAATCTTTACTTCACATATGATGCCGTCAGTGAAGGCCA
TGGGGTATTAGTCTGCCTTTCGGCAGGTTATCCCCCGGTCATGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGACGTCCGAGAGTGCAAGCACCCAACGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCTGA
GCCAGGATCAAACT

97



>0TU_97.648
CTGGGCCGTGTCTCAGTCCCAGTGTGACTGGCCATCCTCTCAGACCAGCTACTGATCGTAGCCTTGGTGAGCCATTACCT
CACCAACAAGCTAATCAGACGCGGGCCGCTCCAAAGGCGATAAATCTTTCCCCCGAAGGGCTTATCCGGTATTAGCACAA
GTTTCCCTGTGTTGTTCCGAACCTAAGGGTACGTTCCCACGTGTTACTCACCCGTCCGCCACTATCCCGAAGGACCGTTC
GACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCGCTCTGAGCCAGGATCAAACTC

>0TU_97.649
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGCCTTCCTCTCAGAACCCCTACCGATCGAAGCCTTGGTGGGCCGTTGCCCC
GCCAACAAGCTAATCGGACGCATCCCCATCCGTGACCGACGGATCTTTGCTCCTCGTCAGATGCCTTCAAAGGAGGACAT
AAGGTATTAGTCTGCCTTTCGGCAGGTTATCCCTTGGTCCGCGGGAAGGTTGGATACGCGTTACTCACCCGTGCGCCGGT
CGCCATCACCGGTTGCAAGCAACCGGCATGCTGCCCCTCGACTTGCATGTGTTAAGCCTGTAGCCAGCGTTCATCCTGAG
CCAGGATCAAACT

>0TU_97.650
AAGGGCCGTGTCTCAGTCCCCTTGTGGCCGATCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCGCATATAGCTTTCATAATCCTAGGATGCCCTAAAATTATAAT
ATCAGGTATTAGCATTCGTTTCCAAATGTTGTCCCTAGCTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAAACCGAAGTTCAAGTTGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCATCCTCGAGCCACGGGATCAAACTAC
>0TU_97.651
TTGGGCCGTATCTCAGTCCCAATGTGTCCGATCACCCTCTCAGGCCGGATACCCATCGTCGCCTTGGTAGGCCGTTACCT
TACCAACTAGCTAATGGGACGCAGGCTCATCTTTAAGCGAAGCCTTAGCTTCCTTTCCTTCATGCTCCTTTTGAAACTTG
AAGTGTATTCGGTATTATCCGCTATTTCTAGCGGCTATCCCCATCTTAAAGGCAGATTACCCACGCGTTACTCACCAGTC
CGCCACTCTAGGAAGAAGCAAGCTTCTTTCTTGCCGTTCGACTTGCATGCTTAAGACGCGCCGCCAGCGTTCGTTCTGAG
CCAGGATCAAACT

>0TU_97.652
CTGGCCGTGTCTCAGTTCCAGTGTGGCTGGCCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCTC
ACCAACTACCTAATCCCACTTGGGCTCATCCCATGGCATGCGGCCTTACGGTCCCGCACTTTCATCTTCCGATACTACGC
GGTATTAGCTACAGTTTCCCGTAGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTC
AGCAGATTAGCAAGCTAATCCCTGTTACCGTTCGACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGA
TCAAACTC

>0TU_97.653
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAACCTCTCAGTTCGGCTACGTATCATCACCTTGGTAGGCCGTTACCC
CACCAACTAGTTAATACGCCGCGGGTCCATCTAAAAGCGATAGCAGAACCATCTTTCATCTAAGGATCATGCGATCCTTA
GAGATATACGGTATTAGCACCTGTTTCCAAGTGTTATCCCCTTCTTTTAGGCAGGTTACCCACGTGTTACTCACCCGTCC
GCCACTCAACTTCTTACGGTGAATGCAAGCATTCGGTGTAAGAAGTTTCGTCGACTTGCATGTATTAGGCACGCCGCCAG
CGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.654
CTGGGCCGTATCTCAGTCCCAATGTGGCCGGTCGCCCTCTCAGGCCGGCTACCCGTCAAGGCCTTGGTGGGCCACTACCC
CACCAACAAGCTGATAGGCCGCGAGACGATCCCTGACCGCAAAAAGCTTTCCAACAACCCGGATGCCCGGGAAACTCGAA
TATTCGGGATTACCACCTGTTTCCAAGTGCTATACCAAAGTCAAGGGCACGTTCCTCACGTTGTTACTCACCCGTTCGCC
ACTCGTGTACGCCCGAAAGCGCCTTACCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGCCCGAACCCAGGAT
CAAACTC

>0TU_97.655
CTGGGCCGTGTCTCAGTCCCAATCTGGCCGGTCGGTCTCTCAACCCGGCTACCCATCATCGCCTTGGTGGGCCGTTACCC
CGCCAACGAGCTAACAGGCCGCGGGCCCATCCCCCTCCGCCTGGGCTTTCCCGCCGCCCCCATGCGGGGGTGGCGGAGTA
TCCGGTATTAACCACGGTTTCCCGAGGCTGTCCCGGTGCGGGGGGCAGGTTGCCCACGTGTTACTCAGCCGTTCGCCACT
CTATGCACCCCCGAAGGGGCTTTAACCGTTCGACTTGCATGTGTTAGGCGCGCCGCCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.656
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CTGGGCCGTATCTCAGTCCCAGTGTGACCGTCCACCCTCTCAACCCAGCTACCCATCATTGCCTTGGTAGGCCGTTACCC
CACCAACAAGCTAACAGGCCGCGGGCCCATCCCTCTCCGCCGGAGCTTTCTCGAGTCTTCCATGCGGAAGTCCCGAAGTA
TTCGGTATTATCCACGGTTTCCCGTGGCTATCCCAATGAGAGGGGCAGGTTGCCCACGTGTTACTCAGCCGTTCGCCACT
TTATACACACCCGAAGGTGCTTTAATCGTTCGACTTGCATGTGTTAGGCGCGCCGCCAGCGTTCATCCTGAGCCAGGATC
AAACTC

>0TU_97.657
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTCAGACCAGCTATGGATCGTCGCCTTGGTAGGCCTTTACCC
CACCAACCAGCTAATCCAGCATGGGCTCATCTCTCGCCGCGAGGCCTTTCGGTCCCCCGCTTTCACCCTCAGGTCTTATG
CGGTATTAGCGTAAGTTTCCTACGTTATCCCCCCAGCAAAAGGCAGATTCCCATGCGTTACTCACCCGTCCGCCACTCGA
CGCCTGGAGCAAGCTCCATCGTTTCCGTTCGACTGCATGTGTTAAGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAA
ACTC

>0TU_97.658
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCCTATGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCGCCA
GCGTTCGTCCTGAGCCAGGATCAAACTC

>0TU_97.659
CTGGTCCGTATCTCAGTACCAGTGTGGGGGATATCCCTCTCAGAACCCCTACTCTATCGTCGCCTTGGGGAGGCCGTTAC
CTCTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCGCCTCAGCTTTAATATAAAAATAGATGCCATCCCTATATA
CCATTAGGTATTAATCCAATTCTTCGGGCTATCCCTATGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTACGCCGG
TCGAAGCCCGAAGCTCCTCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGATCAACTC
>0TU_97.660
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCGTCCTCTCAGACCAGCTACAGATCGTCGGCTTGGTGAGCCTTTACCT
CACCAACTACCTAATCTGATATCGGCCGCTCCAATCGCGCGAGGTCTTGCGATCCCCCGCTTTCACCCTCAGGTCGTATG
CGGTATTAGCTGCTCTTTCGAGCAGTTATCCCCCCACGACTGGGCACGTTCCGATACATTACTCACCCGTTCGCCACTCG
TCAGCTTAACCTGTTACCGTTCGACTTGCATGTGTAAGGCATGCCGCCAGCGTTCAATCTGAGCCAGGATCAAACTC
>0TU_97.661
CTGGGCCGTATCTCAGTCCCAGTGTGACCGTCCACCCTCTCAGGCCGGCTACCCGTCAAAGCCTTGGTAGGCCATCACCC
CACCAACAAGCTGATAGGCCGCGAGCCCATCCCCCACCAGAAAAAACCTTTCCACCACCCCCCCATGCGAAGGACAGTGA
ATACCCGGTATTAGCAGCCGTTTCCGACCGTTATCCCAAAGAAGAGGGCAGGTTACTCACGTGTTACTCACCCGTTCGCC
ACTCATCCAGCCCAGCAAGCTGAGCCTTCAGCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCTCGAGCCA
CGGATCAAACTAC

>0TU_97.662
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATCGCCTTGGTGGGCCGTTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGTGATAGCTTACATGTAGAGGCCACCTTTCATCTATCCTCGATG
CCGAGATTAGATCGTATGCGGTATTAGCAGTCGTTTCCAACTGTTGTCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAAGATTGATAGAAGCAAGCTTCCATCGCTCTTCGTTCGACTTGCATGTGTTAAGCACGCCCGCC
AGCGTCATCCTGAGCAGGATCAAACTC

>0TU_97.663
TTGGACCGTGTCTCAGTTCCAATGTGGGGGACCTTCCTCTCAGAACCCCTACTGATCGTAGCCTTGGTGAGCCATTACCT
CACCAACAAGCTAATCAGACGCATCCCCATCCTTTACCGATAAATCTTTTATTCATATCTGATGCCATCAATGAATTACA
TCGGGTATTAGGCCGTCTTTCAACGGGGTATCCCCCAAGTAAAGGGCAGGTTGGATACGCGATACTCACCCGTGCGCCGG
TCGACGTCCATTCGGTGCAAGCACTAAATGCCGTTTCCCCTCGACTTGCATGTGTTAAGCCTGTAGCTAGCGTTCATCCT
GAGCCAGGATAACTC

>0TU_97.664
CTGGGCCGTGTCTCAGTCCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGTCGGCTTGGTGAGCCTTTACCT
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CACCAACTACCTAATCCCACTTGGGCTCATCCTATGGCATGTGGCCCGAAGGTCCCACACTTCATCTCCCGATACTACGC
GGTATTAGCTACAGTTTCCGTAGTTATCCCCCTCCATAAGCTAGATTCCAAGCATTACCTCACCCGTCGCCACTCGTCAT
CAAAGAAGCAAGCTTCTTTATGTTACCGTTCGTAAAGGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGATC
AAACTC

>0TU_97.665
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCC
CACCAACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCACCTTTCAAACAGTTGTCATGCAACAACTAC
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCACAGAATACGGTGTAGTAAACTACGGTGCATCCTGTGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGT
CGTCCTCGAGCCACGGAGTCAACTACC

>0TU_97.666
AAGGGCCGTATCTCAGTCCCCTTGTGGCCGTTCACCTCTCAGGCCGGCTACCTATCATCGCCTTGGTGGGCCGTTACCCC
ACCAACAAGCTAATAGGACGCAAAGCTCTCCCGCAGCATCTCTTTTCATTGCTAGGCACATGCGTGCCGGCAACTGTATC
AGGTGTTGTCAGTCGTTTCCGTCTGTTATCCCTGTCTGCAGGGCAAGTTCCTTACGCGTTACTCACCCGTCCGCCTTGGC
TTGTCTGCGCAAGCGCAGCTTCGCCAAAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAAC
TC

>0TU_97.667
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTAGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTTGTAGTGGAGCAATTGCCCCTTTCAAATAAATGACATGAGTCACCCAT
TGTTATGCGGTATTAGCTATCGTTTCCAATAGTTACTCCCCCGCTACAAGGCAGGTTACCTACGCGTTACTCACCCGTTC
GCAACTCATCCAGAAGAGCAAGCTCCTCCTTCAGTCGTTCTACTTGCATGTATTAAGGGCACGCCGCCAGGCCGTTCGTC
CTCGACGCCAGGACTCAAACTC

>0TU_97.668
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTACCTATCTTCGCCTTGGTCAGCCGTTACCC
AACCAACTAGCTAATAGGACGCAAGACTCTCCGCAGGCGTTCCCTTTCATTACCAAACAATGCTGCCCAGTAACTTTATC
CGGTCTTGTCAGAAGTTTCCCTCCGTTATCCCAGTCCCGCAGGTAAGTTCCTTACGCGTTACTCACCCGTCGCCATGGTT
ACCAGCTAAGCAAGCTCAGCCTTCCCCATCGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCA
AACTC

>0TU_97.669
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGATCACCCTCTCAGGTCGGCTATGTATCGTCGCCTTGGTGAGCCGTTACCT
CACCTACTAGCTAATACAACGCAGGTCCATCTGGTAGTGATGCAATTGCATCTTTTAATCAATTATCATGCGATATTCAA
TATTATGCGGTATTAGCTATCGTTTCCAATAGTTATCCCCCGCTACCAGGCAGGTTACCTACGCGTTACTCACCCGTTCG
CAACTCATCCAGAGAAGCAAGCTCCTCCTTCAGCGTTCTACTTGCATGTATTAGGCACGCCGCCAGCGTCCGTCCTGAGC
CACGGAGTCAACTAC

>0TU_97.670
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCAGTCTCTCAACTCGGCTACGCATCATTGCCTTGGTAGGCCTTTACCC
CACCAACTAGCTAATGCGCCGCGGGCTCATCCTAAAGTGACAGCTTGCGCCGCCTTTCAAACTTGAATCATGCGATTCAT
GTTGTTATCCGGTATTAGCACCTGTTTCCAAGTGGTATCCCAGTCTTTAGGGCAGATTGCCCACGTGTTACTCACCCATC
CGCCGCTAGCGTCCAACAAATCACCCCAAGATCTTTGAATTCAGCTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGC
GTTCGTCCTGAGCCAGGATCAAACTA

>0TU_97.671
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGATCACCCTCTCAGGTCGGCTATGCATCACGGCCTTGGTGAGCCGTTACCT
CACCAACTAGCTAATGCACCGCGGGTCCATCCATCAGCAGAAGCTTGCGCCTCTTTTCCTCCTTCAACCATGCGGTTAAA
GGACCTATGCGGTTTTAGCATTCCCGTTTCCGAATCGGTTATCCCCCTCTGATGGGCCAGGTTACCCACGTGTTACTCAC
CCGTTCGCCACTAGATTGACCAGTGCAAGCACCAGTCGCTCTCGTTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTC
ATCCTGAGCCAGGATCAACTC

>0TU_97.672
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TTGGACCGTGTCTCAGTTCCAATGTGGCCGATCACCCTCTCAGGTCGGCTACTGATCGTCACCTTGGTGAGCCGTTACCT
CACCAACCAGTTAATCAGACGCAGGCCCATCCCTGACCGATAAATCTTTGACCGATGTAGCATGTGCTACTACGGTGTCA
TGAGGTTTTAATCATCGTTTCCAATGGCTATCCCTCTGTCAGGGGCAGGTTGCCTACGCGTTACTCACCCGTCCGCCGCT
GTCCGCTTGGAAATCAACCGAAGCGTCATTTCCAAGCTTCTCGCTCGACTTGCATGTATTAGGCACGCCGCCAGCGTTCA
TCCTGAGCCAGGATCAACTC

>0TU_97.673
TTGACCCGTATCTCAGTGTCAATGTGGGGGGTCAACCTCTCAGTCCCCCTATCCATCGTTGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGAACGCAGGCCTATCTCTTAGCGATGAATCTTTCCTCCATTAATCATGTGACTAAGGGAGCATA
TGGCGTATTAGTCCGACTTTCATCGGGTTATTCGCCTCTAAAAGGTAAGTTGCATACGTGTTACGCACCCATTCGCCGGT
CGCCGACAATGTATTGCTACATCTCGCTGCCCCTCGACTTGCATGTGTTAAGCCTATCGCTAGCGTTCATCCTGAGCCAG
GATCAAACTC

>0TU_97.674
CTGGTCCGTATCTCAGTACCAGTGTGGGGGACATCCCCTCTCAGAACCCCTATCTATCGTCGCCTTGGGGAGCCGTTACC
TCTCCAACTAGCTAATAGAACGCATACTCATCTTTCACCACCAAAGCTTTAATATAAAAATGATGCCACTCCTATATACC
ATTAGGTATTAATCCAAATTTCTCCGGGCTATCCCTATGTGAAAGGCAGATTGTATACGCGTTACGCACCCGTGCGCCGG
TTTCAGCCCGAAGGCTTATCCCTCGACTTGCATGTGTTAGGCCTGCCGCTAGCGTTCATCCTGAGCCAGGACTTCAAACT
C

>0TU_97.675
CTGGGCCGTGTCTCAGTCCCAATGTGGCCGTCCGACCTCTCAGTCCGGCTACCGATCGAAGCTTTGGTAGGCCTTTACCC
TGCCAACTGGCTAATCGGACGCGGGTCCATCCCATACCAGGTTTCCCTTTTCACCACTTATCCATGCGAATATGTGGTCC
TATGCGGTCTTACCGTCAGTTTCCCGACGCTATCCCCCTGTACGGGGCAGGTTACCCACGCGTTACTCACCCGTCCGCCA
CTAAGATTACTGTCTTCCATCCGAAACTTCCGTCAATAATCTCCGTTCGACTTGCATGTGTTAGGCACGCCGCCAGCGTT
CATCCTCGAGCCACGGATCAAACTAC

>0TU_97.676
CTGGACCGTGTCTCAGTTCCAGTGTGGCTGGTCATCCTCTCAGACCAGCTAGAGATCGCAGGCTTGGTGAGCCATTACCC
CACCAACTACCTAATCCCACTTGGGCTCATCTTATGGCATGCGGCCTTTCGGTCCCGCACTTCATCTTCCGATTCTACGC
GGTATTAGCGACAGTTCGTCGTTATCCCCCTCCATAAGCCAGATTCCCAAGCATTACTCACCCGTCCGCCACTCGTCAGC
AAAGAAAGCAAGCTTTCTTCCTGTTACCGTTCACTTGCATGTGTTAAGCCTGCCGCCAGCGTTCAATCTGAGCCAGGATC
AAACTC

>0TU_97.677
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGTCGGCTACCCGTCGTCGCCTTGGTAGGCCATTACCC
CACCAACAAGCTGATAGGCCGCGGGCCCATCCTGCACCGATAAATCTTTCCACCACCCACCATGCGATAGGAGGTCATAT
CCGGTATTAGACCCAGTTTCCCAGGCTTATCCCGAAGTGCAGGGCAGATCACCCACGTGTTACTCACCCGTTCGCCGCTC
GTGTACCCCGAAAGGCCTTACCGCTCGACTTGCATGTGTTAAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGATCAAACT
C

>0TU_97.678
CTGGGCCGTGTCTCAGTCCCCTTGTGGCCGTTCACCCTCTCAGGCCGGCTACCCATCATCGCCTTGGTGAGCCGTTACCT
CTCCAACTAGCTAATGGGACGCAAAGCTCTCTCACAGCACATATAGCTTTCATAATCTTAGGATGCCCTAAAATCATAAT
ATCAGGTATTAGCATTCATTTCCAAATGTTGTCCCTAACTGTGAGGCAAGTTCTTTACGCGTTACTCACCCGTCCGCCAC
CCAACCTAAGTTAAAACCCAATTCAAGTAGACTTGCATGTGTTAAGCATTCTGTCAGCGTTCATCCTGAGCCAGGATCAA
cTC

>0TU_97.679
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCACCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCCGTTACCT
CACCAACAAGCTGATAGGCCGTGAGCCCATCTATAACCACTACATAACGCTTTCCACCAACACCCCATGCGGAGATTGGT
CGTATCCGGGTATTAGACCAGTTTCCCGGGGCTTATCGAGAGTTAAAAGGTAGGTTACTCACGTATTACTCACCGTTCGC
CACTAATCACCTAGCAAGCTAGGCTTCATCGTTCGACTTGCATGTTAGCACGCCGCCAGCGTTCGTCCTGAGCCAGGATC
AAACTC
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>0TU_97.680
CTGGGCCGTGTCTCAGTCCCAGTGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCGTCGGCTTGGTGAGCCGTTACCT
CACCAACTACCTAATCAGTCGCAAACCCCTCTTAAGGCGATAGCTTTCTTGTAGAGGCCACCCTTTCTTCTATGCACCAT
GCGATGCTTAGAACGTATTCGGTATTAGCAGTCGTTTCCGTCTGTTATCCCCATCCTTAAGGCAGGTTGTTTACGTGTTA
CTCACCCGTTTGCCACTGAATTAATAAAGAGCAAGCTCTTTCATCTCTTTCCGTTCGACTTGCATGTGTTAAGCACGCCG
CCAGCGTTCGTCCTCGGAGCCACGGAGTCAACTAC

>0TU_97.681
CTGGACCGTGTCTCAGTTCCAGTGTGGGGGATCTTCCTCTCAGAACCCCTAGACATCGTTGCCTTGGTGAGCCGTTACCT
CACCAACCAGCTAATGTCACGCGAGCCCAGCCGTATCTGACGAATCTTTCAAACACACGTCAGGAGACATGTGTTGTTAT
GGGGTATTAGGCGACGTTTCCATCGGTTATCCCCCTGATACGGGAAGGTTGCTCACGCGTTACGCACCCGTCCGCCGGTC
GCCGACAATGTATTGCTACATCTCGATGCCCCTCGACTTGCATGTGTTAAGCCTGCCGCTAGCGTTCATCCTGAGCCAGG
ATCAAACTC

>0TU_97.682
TTGGGCCGTGTCTCAGTCCCAATGTGGCCGTTCATCCTCTCAGACCGGCTACTGATCATTGCCTTGGTGGGCCATTACCC
CTCCAACTAGCTAATCAGACGCAATCCCCTCCTTCAGCGATAGCTTATACATAGAGGCCACCTTTCATTCACAAGCGATG
CCGCTTATGAATCGTACGCGGTATTAGCAACGGTTTCCCGTTGTTATCCCCCTCTGAAGGGCAGGTTGATTACGCGTTAC
TCACCCGTTCGCCACTAACTTCAAGGGAGCAAGCTCCCTCGTCGTCCGTTCGACTTGCATGTGTTAAGCACGCCGCCAGC
GTTCGTCCTGAGCCACGGGATCAACTAC
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Supplemental Table S5: OTUs correlated with age during adolescence and young
adulthood

This table lists OTUs that were found to be significantly correlated with age. It states the p-value
with Bonferroni correction from a Pearson correlation, the Pearson product moment correlation
coefficient, and the closest BLAST match in the HOMD database(Chen et al. 2010).

p-value Closest BLAST match
Correlation
OTU Number (Bonferroni (HOMD, (Chen et al.
coefficient
corrected) 2010))
Streptococcus
OTU_97.285 0.000582 0.32922 | infantis/ S. sp.
Veillonella dispar/
0OTU_97.287 0.001522 -0.30078 | V. parvula
Streptococcus
0OTU_97.218 0.00204 0.29855 | australis
Actinomyces
OTU_97.534 0.003468 0.306533 | odontolyticus
Streptococcus
0OTU_97.392 0.00416 0.29686 | peroris/ S. mitis
OTU_97.56 0.012416 0.285265 | Streptococcus sp.
Actinomyces
OTU_97.40 0.020507 0.27445 | odontolyticus
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