Table S1. Previously characterized melanocyte enhancers.

Melanocyte Enhancer Reference (PMID) Coordinates (mm9) EP300 peak H3K4mel-flanked region
Tyr DRE -15kb 17516925 chr7:94,656,685-94,656,889 Yes Yes
Tyrp1 enhancer 16934245 chr4:80,465,467-80,465,746 Yes No*
Sox10 MCS4 18773071 chr15:79,023,255-79,024,074 Yes Yes
Sox10 MCS5 18773071 chr15:79,031,936-79,032,482 Yes Yes
Sox10 MCS7 18773071 chr15:79,043,282-79,043,579 No** Yes
Sox10 MCS9 18773071 chr15:79,053,865-79,054,530 Yes Yes

*H3K4mel peak on 3' side. Repeat element immediately 5' of enhancer prevents sequencing reads from being mapped
there, so the presence of H3K4mel enrichment there cannot be ruled out.

**EP300 peak called by MACS for replicate 2 but not replicate 1, though there is a noticeable spike in ChIP-seq signal at
that locus in replicate 1.



Table S2. Results of in vitro function assay.
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start
28953120
72098039
88899830
53225309
84854191
91509319
68528144
98019440
23424051
155411758
95546331
11519662
19878490
101899563
121224582
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75962463
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*fold increase in expression relative to minimal promoter only

luciferase F*
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4.86
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5.13
25.03
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4.85
51.02
3.23
0.96
12.96
2.14
4.27
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15.14
33.45
23.03
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19.65
7.43
17.36
25.80
10.39
15.96
54.69
9.30
5.56
11.31
12.25

2.75
1.66
1.30
1.50
0.25
0.61
0.52
0.17
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0.37

24.50
8.61
3.61
2.93
1.78
3.45
2.64
2.40
1.63
7.78
1.92

41.86
50.87
7.89

luciferase R* F primer

0.97 TGAGAGTTGTTGTCATGGTGTC
1.21 GCAACGGAGTGATTCTACAGC
0.20 TTTCCTCCAGATTTCCATAGC
0.49 ATAGCCCTTGGCTGAGTGAC
5.93 TTGGACTGGGGAGTTACAGC
3.79 GTCTGTCCCTACCCACTCCA
9.46 AAACAGCCAAGGGCAACTTT
17.27 ACTGAGAGCCCTGTGGAATG

13.53 TGGAAAAACAACTTAATTCTTTGAGA

7.85 CTGACACGGGAATGATAACAA
2.47 TGTGAGGGATGAAGTGGGTA
1.13 GGACTGTCGAGCTGGATGAT

2.88 CATTGAGTCAGGGACTTTTGC

1.25 AAAATGTCTAACTTGTAGATAGTGTGG

3.87 CCCTACCTTCCATGATCGAC
1.98 TTTTTATTGGCACTGGAGAAA
2.62 CCCATCTGCAAGCCATAAAC
2.41 GCTCTGTGTGAGGGGACTGT
2.79 CCTCAGCTGCTTTTGCTGA
9.63 TGCTGCCTCTGAATAGTCCA

13.06 AAAAACAGATAAGGAGTCCTCCAG

1.02 ACACTGTTTGGCCCCTACAT

3.98 TGGAATCTACTGTCTTGAGTGGTG

3.56 GTGACTTGGCCTCCAAGAAG
5.72 AGCTCATCCATTTTGGCAGA
0.73 ATTTGGCCAGGGAAGAAGTT
7.84 GTTCACATCCCCATGAAACC
3.89 CCCAACTTGTCCTCACCCTA
16.91 GCCCCTTGTGAGACTTCTTG
5.99 TGGGATTGAGAGCCTCATAGA
1.15 CTCTGGGCTCTCGTGTCACT
4.33 AACCAAAGAGACACAGGATGA
0.33 TCATCGGCTTTTGATTCTAGC
3.91 TTATTCGGGTCAATGCATCTT
18.71 ACAGGCTCTGGGTTCCTTTC
5.17 GCAGATGTTGGGAAAATGCT
6.65 GGCAGAGCGAATGCTCTAAA
10.94 AAGAGCAAGGCAATGCAGAT
8.77 TGGCCTTAGAAGTTGTTCATCC
36.95 GCCTTGGCCATGAAATCTTA
1.17 TTTATTTATGCCCCGATGCT

2.36 CCAACAATAAACAATAGCAGTTGG
8.89 TCAAACATCATTTATGAAATCTCCA

15.92 GCTGCCACTCCATCCATAAA
1.74 AACACTAGACCCCTTCAAAACTG
3.55 GACTCCCTCCTGTGTACCTACC
6.89 CCAGTCACAGAGGCCAGAAT
6.36 GACCCCACACAAGGAGTGTT

13.58 GCAGCCAGCTTTCTTGACAT
4.85 GGAAGAGATTTGTGGGCAGA

0.57 AGGCATCCTTAAAAGCCTCA
2.08 AATCAGCACAGACGGGAGTT
1.59 GAGCCAGCTTCCACATAGGA
0.45 TGAAACCCAAGGAGAACCAG
0.28 TTTGGCCATCTCCAAATCAT
0.74 GGGTCTGGACAGAACTGGAA
1.80 TCACAAGCATTATCCCCACA
0.19 TGGCCAGCAATAGCTATCAT
0.48 TCTCTGAGTGCCAACTTCTTCA
0.64 TCCCTCATTTGTCCTCTTCA

4.16 GACACCGCATGTCTCTCTGA
4.58 TTTTTGTTTTCCTGAACAAAGG
4.83 GTCTCATGCATCCCAGGCTA
9.91 GGGGAGGGATGGTTAAAGAA

1.46 TTTGGAAA GCTGTTAATAAGG

4.28 CTCAGGGCAGAGCTGAAAGT

1.60 CAGGATTAATATAAAACTGGAGCAG

35.44 GTTGTGACTGGCTGTGCTGT
1.72 GAACCAAGCTTGTCACAGGAG
7.80 AAAACTGTTTCCCCTTCCAAA

12.77 AGATCAGCTCTGCTCCGTGT

11.45 TGTAGAAGTTCACAATCTGAATAGGA

17.19 CCTCACCTCTCCCTTCTTCC
10.97 GGGTCACTAAGAAGACCTCC

R primer
AGGCATGCCAATCAAATAGG
CTTGGGTCTGGAAGGCAGT
CCTTGCTGGTCACAGATGATT
CCCTTTGGATAAAATGTAGTCTTTG
TCCAAGGGCTATAGGGTGAA
TTCTTAGCTAGGTGACAAATACAAGG
GGGTGGGAGGATCATGTAAA
CAAATTCTTCTCTTCGCCTTG
CCTCCCAGGCTTAACAACTC
CCGAGCCCATGTAAAAAGAA
AATGCACTCGCCATGTCTTT
AAGCGACTTGCTTGTATCAGG
CACATCAGCCTCATTTCCAG
GGCTCCAGCAGACTAATGGT
GGCCCATATTGGTTTCTTGA
GGATGGAATTCAAACTAACCTTG
TGCTCTGCATGAGCTGATTT
CACCCATTTTGACTGAATCG
GTTCCCAGTTGCCTTTTGAA
AAATGAGTAGTGCATCAGAACTGC
ATTTGGAGTTTTAGAATGATTGTGT
CAGGCCATGGTAGGAACAG
TGAAGTAATCTGTCTATCCTACTTGAA
TCAGCCTCAACTTCTTTCCA
CACTTGGAATCCGAGCATCT
AAAAAGGGGTGAGGTCACAT
GAGCAGCTGGACTGTGAGG
AGGCTCCTCATTGCAATTCT
AGCTGTGGCTCCCTACCC
GACATGGCATCTCTTCCTTTG
TCTCCTAAGCAGCAGCCAAT
CCCCACAATTTTCAGAAAGG
AGACAAGATCGTCCCCACTG
AAGGAAGGAAGACAAATCCAAA
ACATAGCTTTCCTTTTAGTCCAGT
GGAGCCTACAAGGGGAGAAA
TTACGGAATGCTTCAGTGGTC
CCTCACCATTGTCTGTGTGG
GCACTTCAAAGTTATTCCCAGA
GAGTAGTAGAAAAATCGGGTCCTG
TGCCAGTTGGGCACTTTAAT
GGACACAGCCAGACTCGTTT
CAGATTTACAGACAGTTTTAAACCACA
GCAGGGAGAGAGAAAAGCTG
AGTCTGCAAGGAGCACCAAT
AGAAGCCCCTCTGGTTTTTC
CTGGCCATCCACTTTAAACC
GGCTCTCTCTGGCTTCCACT
GCCACTGAGGATCAGAAACG
TTGTGGACCCAGCCTTTG

CCTGTTCGTCCATTCAGGTT
AAGAGCAGTCCCATTCACAGA
TCATAGGATTCCAGGCCAAG
GCACAGCATATCGACGTAGC
GGCATGGTGTTTTGAGGAAC
GTCCTTAAACTTGCCCATCC
GCGTGAAGTTAAGGAAATGAGG
GCCCTTCCCTGTCTAACCTC
ATTGCTGTGGGAACCGTAAC
ATGCCGGAAGATTGTGCTAC

GCTGCCGACCTACTTAGACG
TGGAAAACATTGGCTGTTTG
CTTAGGACGTCCACGCTGAG
CCACCAAAATATTTGAGCTGATT
CCTCCAGCAGTGAATTTCAAG
CTGTGGTAAGGGGTGGCTTC
GAAATCAATTTAACTATGTTGGGTTTT
CATGATGATCTGTCAATCACAAATAG
CAGAGTTGGCCGAATGTCTT
GTGGTGACCTCAACCACAAA
TCATGGAAAAGCCACTAAGAAAA

GAGGCAGAAGGAGAGTGAAGTC
CGCAAGCTATAGTTCTTATGATTTG
GTGCCAGGCAGCAGAGGCTA



Table S3. Results of in vivo functional assay.

putative enhancer 3 F Y 32 140
putative enhancer 7 R Y 8* 63
putative enhancer 9 F Y 19 86
putative enhancer 13 F Y 24 93
putative enhancer 20 R N - -
putative enhancer 22 F Y 38 132
putative enhancer 25 F N** - -
putative enhancer 27 F Y 15 130
putative enhancer 29 R Y 26 125
putative enhancer 45 F N - -
Predicted enhancer 1 F y*xE 31 145
Predicted enhancer 8 R Y 14 112
Predicted enhancer 11 R N - -

*15 additional positives documented from earlier injections
**consistent expression observed in ganglia of the peripheral nervous system
***consistent expression observed in CNS and otic vessicle
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