Figure S2A. GLEAN model and transcriptome model agree
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Figure S2B. Same except single additional terminal exon added
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Figure S2C. Same except multiple additional terminal exons added
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Figure S2D. Transcriptome model causes revsion of GLEAN model
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Figure S2E. Multiple GLEAN models at the same locus resolved
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. GLEAN model not sufficiently expressed in this dataset
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Figure S2G. Transcriptome data cannot be solved
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