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Supplemental Figure 2.
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Supplemental Figure 4.1
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Supplemental Figure 4.2
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Supplemental Figure 4.3
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Supplemental Figure 4.4
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Supplemental Figure 4.5
304_TTNQK 305_VGRLY 306_RHDRA

o TMCesd o TG

~ © 0 = o o

bits
-}

8 & 8
L ——

_—=
e @ @ ~ ©

s 307_RYDRA 308_RLDRF 309_RLDRY

] oIMeacd o L STMOA  +d_cTAAGALS

K oo _
~ © o - ~ -] o - - o~ ° ] @ ~ © w - - o~
3 s - = - 5 = 3

sou 310_YRRGA 311_YRRGF 12En_AKIQA

o TMGTAG, | el TMGzad o, TAATTS.

~ ©® v = = N -



Supplemental Figure 5.
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Supplemental Figure 6.
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Supplemental Figure 9.
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Supplemental Figure 10.




Supplemental Figure 11.
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Supplemental Figure 12.
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