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Supplemental Fig. 2
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Supplemental Fig. 3

A E
Mumber of U205-hypermethylated genes
in the differant expression perceniiles
[ R
= 1 w 150 @ Bivalent |
£+ _ ! i B non-Bivalem |
i3 Sano A
= —t— 3
§ ﬂ — —_— E -
i 7
5% - . : ) ——
L = = (=] =
Hoe — | @ ¥ X
3 — & ¥ B =
S o E W il
Expreasion parcentiles
o o o o o
b ¥ = =5 =
= = = T 3
/ Expression percentiles \
F
B [ U208 [U20Snon| G T U208 | U208 non- ] 2 ©
| mathylated | methyiated | methylatad | mathated g‘ =
Genes in O 1o 20th | [ | Genes n 81510 .
percentile | 161 | 1423 | 100th percentile 47 1536 g = 7 j E
Genes in 215t | | | Genes in 0 1o 801h = i
| 1004h percentis I 223 ! 6548 l percentile 337 6435 2 ! o :
pevalue < 0.001; Odds ratio = 3.3 {06%Cl = 2.7 - 4.1} p-valia < 0001 ; Qs ratic = 0.6 (95%C1 = 0.4- 0.8) - ] | i
E - L} i i
D = §
E&C ESC E‘ -
HIK2TMed S —_— e ——
[ I I
ESC Random 208
E3C Bivalamt Bivalent sample hyper-
v ESC Bivalent methylated
UXS | U205 nan- fgenas
methylatad | mathylated
ESC bivalent .
genes 303 2620
ESC non-bivalent
__genes 2 sty
p-valus < 001 ; Odas ratie = 7,6 (95%C] = 5,9 - 10)




Supplemental Fig. 4
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Supplemental Fig. 5

U20S MSC

4
4

o ™ N

o |£

;;: =B

Y%

38« o
T T
9 ?

) 2 0 2

[ -6
Log? Ratios

T5A:Mock



Supplemental Fig. 6
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