RNAP-III (log2 of value +1)
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Figure S6. The X and Y axis show RNAP-II and RNAP-III scores (log2 of value+1).
The numbers along the axis indicate the number of points counted in vertical respec-
tively horizontal slices of 1 unit starting at 0. The colors of the dots indicate amounts
of H3K4me3 tags at the gene, as indicate in the lower right corner.



