Supplementary Figure 1

A) Exon 1 Intron Exon 2
LCATATATTTGTTAAG | ATAACAGCAGCGCCG...
L.CATATATTTGTTAAG | ATAACAGCAGCGCCG...
B)
Read 1: CAAATATTTGTTAAG ATATCAGCAGCG
Read 2: TTAAG ATATGAGCAGCGGCG...
Read 3: LDCAATTATTTGETTAAG ATATCA

Exon-exon junction:| ...CAAATATTTGTTAAG | ATAACAGCAGCGCCG...




Supplementary Figure 2

A) Exon 1 Intron Exon 2

LCATATATTTGTITA | CG ATAACAGCAGCGCCG...
..8888776432111100 124567778899999...

...CATATATTTGTTA | AGATAACAGCAGCGCCG...

Read 1: CAAATATTTGTTA CAAGATAACAGCAGCG

Read 2: TCTGTTA CAAGATAACAGCAGCGCCG...
Read 3: LCAATTATTTGTTA CAAGATATCA

Exon-exon junction: CAAATATTTGTTA | - —AGCATAACAGCAGCGCCG...




Supplementary Figure 3
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Supplementary Figure 4 Primers
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