Figure S1, Kolle et al.,
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Figure S2, Kolle et al.,
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Figure S3, Kolle et al.,
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Figure S4, Kolle et al.,
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Figure S5 Kolle et al.,
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Figure S6. Kolle et al.,
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Figure S7, Kolle et al.
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Figure S9, Kolle et al.,

Membrane/ECM interactions:

Collagens

O O

COL21A1 COL25A1

Thrombospondins O O O O QAF.

COL11A1 COL12A1 coL13A

0009

COL6A3 COL7AT COL9A1 coLoaz COL9A3

O O
®e o @

2
Q
[o]
r
>
>
2
o

OL6A
THBS4 THBS1 ‘ . .

COL1A1 COL1A2 COL2A1 COL4A1 COL4A2 COL4A5 LAM LAMA2
= ~_ - inin
Thrombpspon F
olla SP|
TNC
Syndeca — aw 1 iy
CD47 CcD44 A -
SDC1 SDC3 ToBS
sDc4 SDC2
ITGB4 ITGA9 ITGAV ITGA7
Syndecans

Integrins

Cell-adhesion/communication:

Claudin CLDN23

O CLDN3
CLDN1O
. CLDN1 '.
!

CLDN

CLDN4 O [AM2

ECM

GRN

PM

PM

Tight junctions Adherens CAMs
junctions
Expression:
RPKM - +
O Variant

O Variant/novel sequence




	Kolle_FigS1
	Kolle_FigS2
	Kolle_FigS3
	Kolle_FigS4
	Kolle_FigS5
	Kolle_FigS6
	Kolle_FigS7
	Kolle_FigS8
	Kolle_FigS9

