Chr3
56599878bp

dq1£282995

+100  +140  +180  +220  +26 _ +300bp

VNA2Jo ,¢

110(2) AAATGCTACAGCCACC-TGCCT-£CCAGTA
Ta(zev) [ 1:50bp )

110 (1zev)_98% match

cDNA ARATGCTA T

2:18-21bp
imperfect match




