	Table S7. Correlation between appearance of new endogenous retroviruses and new tandem ZF genes in primates

	
	
	
	
	
	

	test
	description
	R-squared
	P-value
	
	

	1
	ZF CNV excluded, ambiguous retroelements split evenly
	0.962
	0.0005
	
	

	2
	ZF CNV included, ambiguous retroelements split evenly
	0.948
	0.0010
	
	

	3
	ZF CNV excluded, ambiguous retroelements to Simian
	0.944
	0.0012
	
	

	4
	ZF CNV excluded, ambiguous retroelements to Catarrhine
	0.953
	0.0008
	
	

	5
	ZF CNV included, ambiguous retroelements to Simian
	0.925
	0.0021
	
	

	6
	ZF CNV included, ambiguous retroelements to Catarrhine
	0.944
	0.0012
	
	

	7
	ZF CNV excluded, ambiguous retroelements removed
	0.957
	0.0007
	
	

	8
	ZF CNV included, ambiguous retroelements removed
	0.941
	0.0013
	
	



