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#asu-lin-4 
UUGCGACCUUCUCCCUGAGACCUCUGCUGUGACAGUACGCAGGGUCACAGUAAGAGCACCUCAGGGGCCAGGUCUCA 
.((.(((((..((((((((..((((((((((((.(....)...)))))))).))))...))))))))..))))).)) 
Total sRNA: 106647 shared 5' end with miRNA: 1857 shared 3' end with miRNA: 1322 
miRNA 
...........UCCCUGAGACCUCUGCUGUGA............................................. 21 85225 
Shared 5' Terminus 
...........UCCCUGAGACCUCUGCUG................................................ 18 153 
...........UCCCUGAGACCUCUGCUGU............................................... 19 359 
...........UCCCUGAGACCUCUGCUGUG.............................................. 20 1037 
...........UCCCUGAGACCUCUGCUGUGAC............................................ 22 308 
Shared 3' Terminus 
..............CUGAGACCUCUGCUGUGA............................................. 18 219 
.............CCUGAGACCUCUGCUGUGA............................................. 19 1064 
Subsequence 
Others 
.............................................CACAGUAAGAGCACCUCAGGGGCC........ 24 42 
.............................................CACAGUAAGAGCACCUCAGGGGCCA....... 25 31 
..............................................ACAGUAAGAGCACCUCAGG............ 19 113 
..............................................ACAGUAAGAGCACCUCAGGG........... 20 169 
..............................................ACAGUAAGAGCACCUCAGGGG.......... 21 430 
..............................................ACAGUAAGAGCACCUCAGGGGC......... 22 1316 
..............................................ACAGUAAGAGCACCUCAGGGGCC........ 23 13012 
..............................................ACAGUAAGAGCACCUCAGGGGCCA....... 24 2596 
...............................................CAGUAAGAGCACCUCAGGGGCC........ 22 109 
................................................AGUAAGAGCACCUCAGGGGCC........ 21 83 
.................................................GUAAGAGCACCUCAGGGGCC........ 20 53 
.................................................GUAAGAGCACCUCAGGGGCCA....... 21 74 
 
 
#asu-let-7 
UCUGCUCGUUGAGGUAGUAGGUUGUAUAGUUGCGAGCUGCAUCCUUUCGAGAAACUGUCCAGCCUGCUAGCUUGCCGCGCGGAC 
(((((.((..(((.((((((((((.((((((.((((.........))))...)))))).)))))))))).)))..)).))))). 
Total sRNA: 103298 shared 5' end with miRNA: 15114 shared 3' end with miRNA: 422 
miRNA 
.........UGAGGUAGUAGGUUGUAUAGUU..................................................... 22 87428 
Shared 5' Terminus 
.........UGAGGUAGUAGGUUGUAU......................................................... 18 298 
.........UGAGGUAGUAGGUUGUAUA........................................................ 19 889 
.........UGAGGUAGUAGGUUGUAUAG....................................................... 20 1175 
.........UGAGGUAGUAGGUUGUAUAGU...................................................... 21 9793 
.........UGAGGUAGUAGGUUGUAUAGUUG.................................................... 23 2166 
.........UGAGGUAGUAGGUUGUAUAGUUGC................................................... 24 793 
Shared 3' Terminus 
.............GUAGUAGGUUGUAUAGUU..................................................... 18 96 
............GGUAGUAGGUUGUAUAGUU..................................................... 19 273 
..........GAGGUAGUAGGUUGUAUAGUU..................................................... 21 38 
Subsequence 
Others 
......................................................CUGUCCAGCCUGCUAGCUUGCC........ 22 125 
 
 
#asu-miR-1 
UUCUGUUGCAUCGUACUUCUUUACAUCGCCAUACUGGUAUUUCAAAGAGCUAUGGAAUGUAAAGAAGUAUGUAGUUACUGAA 
.((.((.((..(((((((((((((((..(((((((..(......)..)).))))).)))))))))))))))..)).)).)). 
Total sRNA: 487949 shared 5' end with miRNA: 157276 shared 3' end with miRNA: 1232 
miRNA 
....................................................UGGAAUGUAAAGAAGUAUGUA......... 21 327886 
Shared 5' Terminus 
....................................................UGGAAUGUAAAGAAGUAU............ 18 1823 
....................................................UGGAAUGUAAAGAAGUAUG........... 19 4813 
....................................................UGGAAUGUAAAGAAGUAUGU.......... 20 143184 
....................................................UGGAAUGUAAAGAAGUAUGUAG........ 22 7348 
....................................................UGGAAUGUAAAGAAGUAUGUAGU....... 23 102 
Shared 3' Terminus 
.......................................................AAUGUAAAGAAGUAUGUA......... 18 360 
......................................................GAAUGUAAAGAAGUAUGUA......... 19 191 
.....................................................GGAAUGUAAAGAAGUAUGUA......... 20 148 
...................................................AUGGAAUGUAAAGAAGUAUGUA......... 22 452 
Subsequence 
Others 
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...........CGUACUUCUUUACAUCGCCAUA................................................. 22 213 

.................................CUGGUAUUUCAAAGAGCUA.............................. 19 515 

...................................................AUGGAAUGUAAAGAAGUAUGU.......... 21 177 
 
 
#asu-miR-2a 
GUUCCAGCACGUCAAAGUGGUGGUGAUUUGUUGUGGAUAAGCUCAUAUCACAGCCAGCUUUGAUGUGCUGUGGCAGUC 
((..(((((((((((((((((.(((((.((..((......)).)).))))).)))).)))))))))))))..)).... 
Total sRNA: 155050 shared 5' end with miRNA: 60059 shared 3' end with miRNA: 429 
miRNA 
.............................................UAUCACAGCCAGCUUUGAUGUGC.......... 23 93033 
Shared 5' Terminus 
.............................................UAUCACAGCCAGCUUUGA............... 18 2976 
.............................................UAUCACAGCCAGCUUUGAU.............. 19 1695 
.............................................UAUCACAGCCAGCUUUGAUG............. 20 172 
.............................................UAUCACAGCCAGCUUUGAUGU............ 21 9753 
.............................................UAUCACAGCCAGCUUUGAUGUG........... 22 45086 
.............................................UAUCACAGCCAGCUUUGAUGUGCU......... 24 376 
Shared 3' Terminus 
..................................................CAGCCAGCUUUGAUGUGC.......... 18 40 
.................................................ACAGCCAGCUUUGAUGUGC.......... 19 307 
..............................................AUCACAGCCAGCUUUGAUGUGC.......... 22 41 
Subsequence 
.................................................ACAGCCAGCUUUGAUGUG........... 18 181 
Others 
........ACGUCAAAGUGGUGGUGAUUUG................................................ 22 131 
.........CGUCAAAGUGGUGGUGAUUUG................................................ 21 940 
.........CGUCAAAGUGGUGGUGAUUUGUUGUGGAUAAGCUCA................................. 36 65 
 
 
#asu-miR-2b 
GAACUCUGGCGUGCUUAAUCGUUCAGUGAUUCAUAGUGAAUAGCUUGUAUCACAGUUCGAUUUGGCCCGCUAGUGUCACUG 
((...((((((.(((.(((((..(.(((((.((.(((.....))))).))))).)..))))).))).))))))..)).... 
Total sRNA: 1981399 shared 5' end with miRNA: 367975 shared 3' end with miRNA: 2586 
miRNA 
...............................................UAUCACAGUUCGAUUUGGCCCG............ 22 1600387 
Shared 5' Terminus 
...............................................UAUCACAGUUCGAUUUGG................ 18 2312 
...............................................UAUCACAGUUCGAUUUGGC............... 19 16207 
...............................................UAUCACAGUUCGAUUUGGCC.............. 20 106888 
...............................................UAUCACAGUUCGAUUUGGCCC............. 21 234824 
...............................................UAUCACAGUUCGAUUUGGCCCGC........... 23 7623 
...............................................UAUCACAGUUCGAUUUGGCCCGCU.......... 24 119 
Shared 3' Terminus 
...................................................ACAGUUCGAUUUGGCCCG............ 18 1800 
..................................................CACAGUUCGAUUUGGCCCG............ 19 205 
.................................................UCACAGUUCGAUUUGGCCCG............ 20 203 
................................................AUCACAGUUCGAUUUGGCCCG............ 21 276 
Subsequence 
Others 
...........UGCUUAAUCGUUCAGUGAUUC................................................. 21 191 
...........UGCUUAAUCGUUCAGUGAUUCA................................................ 22 9773 
 
 
#asu-miR-7 
ACUCCCGGGUGGAAGACUGGUGAUUUUGUUGUUUGAGCUCAUCCAUAACAGCAAAUCCGUAGUCUCCACCUGGCAACUCCUAA 
....(((((((((.(((((..(((((.((((((.((.....))...)))))))))))..)))))))))))))).......... 
Total sRNA: 7946 shared 5' end with miRNA: 1667 shared 3' end with miRNA: 50 
miRNA 
.........UGGAAGACUGGUGAUUUUGUUGUU.................................................. 24 6168 
Shared 5' Terminus 
.........UGGAAGACUGGUGAUUUU........................................................ 18 32 
.........UGGAAGACUGGUGAUUUUG....................................................... 19 17 
.........UGGAAGACUGGUGAUUUUGU...................................................... 20 25 
.........UGGAAGACUGGUGAUUUUGUU..................................................... 21 43 
.........UGGAAGACUGGUGAUUUUGUUG.................................................... 22 34 
.........UGGAAGACUGGUGAUUUUGUUGU................................................... 23 907 
.........UGGAAGACUGGUGAUUUUGUUGUUU................................................. 25 609 
Shared 3' Terminus 
...............ACUGGUGAUUUUGUUGUU.................................................. 18 6 
..............GACUGGUGAUUUUGUUGUU.................................................. 19 24 



.............AGACUGGUGAUUUUGUUGUU.................................................. 20 13 

............AAGACUGGUGAUUUUGUUGUU.................................................. 21 3 

...........GAAGACUGGUGAUUUUGUUGUU.................................................. 22 3 
Subsequence 
...........GAAGACUGGUGAUUUUGUUGU................................................... 21 4 
.............AGACUGGUGAUUUUGUUGU................................................... 19 3 
..............GACUGGUGAUUUUGUUGU................................................... 18 6 
Others 
..............GACUGGUGAUUUUGUUGUUU................................................. 20 3 
................................................CAGCAAAUCCGUAGUCUCCACC............. 22 32 
 
 
#asu-miR-9 
GCAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAGUAAUGGCCGCU 
((.(((.(((((((..(((((((.(((((..((........))..))))).)))))))..))))))).))).)).... 
Total sRNA: 605982 shared 5' end with miRNA: 234930 shared 3' end with miRNA: 1974 
miRNA 
......UCUUUGGUUAUCUAGCUGUAUGA................................................. 23 343507 
Shared 5' Terminus 
......UCUUUGGUUAUCUAGCUG...................................................... 18 430 
......UCUUUGGUUAUCUAGCUGU..................................................... 19 3810 
......UCUUUGGUUAUCUAGCUGUA.................................................... 20 2709 
......UCUUUGGUUAUCUAGCUGUAU................................................... 21 22291 
......UCUUUGGUUAUCUAGCUGUAUG.................................................. 22 204274 
......UCUUUGGUUAUCUAGCUGUAUGAG................................................ 24 1354 
Shared 3' Terminus 
..........UGGUUAUCUAGCUGUAUGA................................................. 19 190 
.........UUGGUUAUCUAGCUGUAUGA................................................. 20 555 
........UUUGGUUAUCUAGCUGUAUGA................................................. 21 331 
.......CUUUGGUUAUCUAGCUGUAUGA................................................. 22 230 
.....UUCUUUGGUUAUCUAGCUGUAUGA................................................. 24 616 
Subsequence 
.......CUUUGGUUAUCUAGCUGUAUG.................................................. 21 131 
........UUUGGUUAUCUAGCUGUAUG.................................................. 20 195 
.........UUGGUUAUCUAGCUGUAUG.................................................. 19 318 
..........UGGUUAUCUAGCUGUAUG.................................................. 18 135 
Others 
.....UUCUUUGGUUAUCUAGCUGUAUG.................................................. 23 1324 
...............................................AUAAAGCUGGACGACCGAAG........... 20 101 
...............................................AUAAAGCUGGACGACCGAAGU.......... 21 1184 
...............................................AUAAAGCUGGACGACCGAAGUA......... 22 3550 
...............................................AUAAAGCUGGACGACCGAAGUAA........ 23 16125 
...............................................AUAAAGCUGGACGACCGAAGUAAU....... 24 139 
................................................UAAAGCUGGACGACCGAAGUA......... 21 196 
................................................UAAAGCUGGACGACCGAAGUAA........ 22 1557 
 
 
#asu-miR-34 
UAAGUCACCGGCUGGCAGUGUGGUUAGCUGGUUGUCAGAUGUGAGACAACGGCUAUCACCACUGCCGUCCUGGUGGUUCGUCC 
..(..((((((.((((((((((((.(((((.(((((........)))))))))))))).))))))))..))))))..)..))) 
Total sRNA: 1812490 shared 5' end with miRNA: 171673 shared 3' end with miRNA: 9167 
miRNA 
............UGGCAGUGUGGUUAGCUGGUUGU................................................ 23 1630779 
Shared 5' Terminus 
............UGGCAGUGUGGUUAGCUG..................................................... 18 997 
............UGGCAGUGUGGUUAGCUGG.................................................... 19 13677 
............UGGCAGUGUGGUUAGCUGGU................................................... 20 6700 
............UGGCAGUGUGGUUAGCUGGUU.................................................. 21 22983 
............UGGCAGUGUGGUUAGCUGGUUG................................................. 22 113359 
............UGGCAGUGUGGUUAGCUGGUUGUC............................................... 24 13437 
............UGGCAGUGUGGUUAGCUGGUUGUCA.............................................. 25 168 
............UGGCAGUGUGGUUAGCUGGUUGUCAGAUGUGA....................................... 32 104 
Shared 3' Terminus 
.................GUGUGGUUAGCUGGUUGU................................................ 18 3461 
................AGUGUGGUUAGCUGGUUGU................................................ 19 2177 
...............CAGUGUGGUUAGCUGGUUGU................................................ 20 1249 
..............GCAGUGUGGUUAGCUGGUUGU................................................ 21 290 
.............GGCAGUGUGGUUAGCUGGUUGU................................................ 22 647 
...........CUGGCAGUGUGGUUAGCUGGUUGU................................................ 24 1342 
Subsequence 
...............CAGUGUGGUUAGCUGGUUG................................................. 19 101 



................AGUGUGGUUAGCUGGUUG................................................. 18 157 
Others 
...............................................AACGGCUAUCACCACUGCCGUCC............. 23 104 
 
 
#asu-miR-36a 
CGGUGUGUAGUGGAUGUACCCUCGGUUCGAUGUUUCUUUACUAUCAUCACCGGGUAUACAUUCAUCAAAUACCGUAGCUCA 
((((((...(((((((((..((((((..((((............))))))))))..)))))))))...))))))....... 
Total sRNA: 173670 shared 5' end with miRNA: 19549 shared 3' end with miRNA: 549 
miRNA 
..............................................UCACCGGGUAUACAUUCAUCAA............. 22 141418 
Shared 5' Terminus 
..............................................UCACCGGGUAUACAUUCA................. 18 58 
..............................................UCACCGGGUAUACAUUCAU................ 19 81 
..............................................UCACCGGGUAUACAUUCAUC............... 20 550 
..............................................UCACCGGGUAUACAUUCAUCA.............. 21 15617 
..............................................UCACCGGGUAUACAUUCAUCAAA............ 23 3238 
Shared 3' Terminus 
..................................................CGGGUAUACAUUCAUCAA............. 18 96 
................................................ACCGGGUAUACAUUCAUCAA............. 20 265 
...............................................CACCGGGUAUACAUUCAUCAA............. 21 52 
.............................................AUCACCGGGUAUACAUUCAUCAA............. 23 89 
Subsequence 
Others 
........AGUGGAUGUACCCUCGGUUCGA................................................... 22 103 
........AGUGGAUGUACCCUCGGUUCGAU.................................................. 23 323 
........AGUGGAUGUACCCUCGGUUCGAUG................................................. 24 11061 
........AGUGGAUGUACCCUCGGUUCGAUGU................................................ 25 408 
 
 
#asu-miR-36b 
GUGGCCGAUCGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGCUCACCGGGUGAACAUUCAUUAUCGGCCCAUUG 
(.(((((((.(((((((((..(..((((.((((.(((....))))))).)))).)..))))))))).)))))))).... 
Total sRNA: 24273 shared 5' end with miRNA: 1684 shared 3' end with miRNA: 76 
miRNA 
...............................................UCACCGGGUGAACAUUCAUUAU.......... 22 14919 
Shared 5' Terminus 
...............................................UCACCGGGUGAACAUUCA.............. 18 42 
...............................................UCACCGGGUGAACAUUCAU............. 19 6 
...............................................UCACCGGGUGAACAUUCAUU............ 20 170 
...............................................UCACCGGGUGAACAUUCAUUA........... 21 1448 
...............................................UCACCGGGUGAACAUUCAUUAUC......... 23 17 
Shared 3' Terminus 
...................................................CGGGUGAACAUUCAUUAU.......... 18 5 
..................................................CCGGGUGAACAUUCAUUAU.......... 19 9 
.................................................ACCGGGUGAACAUUCAUUAU.......... 20 29 
................................................CACCGGGUGAACAUUCAUUAU.......... 21 6 
..............................................CUCACCGGGUGAACAUUCAUUAU.......... 23 27 
Subsequence 
.................................................ACCGGGUGAACAUUCAUUA........... 19 5 
Others 
.........CGUGAGUGUUUGCGACGGUUA................................................. 21 19 
.........CGUGAGUGUUUGCGACGGUUAG................................................ 22 51 
.........CGUGAGUGUUUGCGACGGUUAGC............................................... 23 6891 
.........CGUGAGUGUUUGCGACGGUUAGCG.............................................. 24 5 
.........CGUGAGUGUUUGCGACGGUUAGCGUC............................................ 26 5 
.........CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGG................................... 35 9 
.........CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGU.................................. 36 20 
.........CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUG................................. 37 46 
.........CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGC................................ 38 321 
.........CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGCU............................... 39 14 
..........GUGAGUGUUUGCGACGGUUAGC............................................... 22 21 
........................CGGUUAGCGUCUGGUAUCGGU.................................. 21 12 
........................CGGUUAGCGUCUGGUAUCGGUG................................. 22 12 
.........................GGUUAGCGUCUGGUAUCGGUGC................................ 22 5 
..............................................CUCACCGGGUGAACAUUCAUUA........... 22 14 
 
 
 
 
 



#asu-miR-36c 
ACGUGACGGGGAUUCUACUUUUGGUGAAGCGAGCUCAGAUGACUUCACCGGGCUCGAAUCCCUGUCCUGUCAUGAUUC 
(((.(((((((((((....((((((((((((........)).))))))))))...))))))))))).)))........ 
Total sRNA: 948146 shared 5' end with miRNA: 72559 shared 3' end with miRNA: 132796 
miRNA 
............................................UCACCGGGCUCGAAUCCCUGUC............ 22 641611 
Shared 5' Terminus 
............................................UCACCGGGCUCGAAUCCC................ 18 130 
............................................UCACCGGGCUCGAAUCCCU............... 19 402 
............................................UCACCGGGCUCGAAUCCCUG.............. 20 172 
............................................UCACCGGGCUCGAAUCCCUGU............. 21 70135 
............................................UCACCGGGCUCGAAUCCCUGUCC........... 23 1712 
Shared 3' Terminus 
................................................CGGGCUCGAAUCCCUGUC............ 18 133 
..............................................ACCGGGCUCGAAUCCCUGUC............ 20 2500 
.............................................CACCGGGCUCGAAUCCCUGUC............ 21 5879 
...........................................UUCACCGGGCUCGAAUCCCUGUC............ 23 124075 
..........................................CUUCACCGGGCUCGAAUCCCUGUC............ 24 121 
Subsequence 
.............................................CACCGGGCUCGAAUCCCUGU............. 20 488 
Others 
.....ACGGGGAUUCUACUUUUGGUGA................................................... 22 118 
.....ACGGGGAUUCUACUUUUGGUGAA.................................................. 23 181 
.....ACGGGGAUUCUACUUUUGGUGAAG................................................. 24 139 
......CGGGGAUUCUACUUUUGGU..................................................... 19 126 
......CGGGGAUUCUACUUUUGGUG.................................................... 20 162 
......CGGGGAUUCUACUUUUGGUGA................................................... 21 286 
......CGGGGAUUCUACUUUUGGUGAA.................................................. 22 1788 
......CGGGGAUUCUACUUUUGGUGAAG................................................. 23 51389 
......CGGGGAUUCUACUUUUGGUGAAGC................................................ 24 31070 
.......GGGGAUUCUACUUUUGGUGAAG................................................. 22 331 
.......GGGGAUUCUACUUUUGGUGAAGC................................................ 23 555 
...........................AGCGAGCUCAGAUGACUUC................................ 19 258 
...........................................UUCACCGGGCUCGAAUCC................. 18 147 
...........................................UUCACCGGGCUCGAAUCCCUGU............. 22 13240 
.............................................CACCGGGCUCGAAUCCCUGUCC........... 22 188 
 
 
#asu-miR-36d 
AUCUCGCGUGGCAGGGAUUCCGCUUUUGGUGACGUGGAGAAGAAUCUUCACCGGGCAAGAAUCCCUGUCAUGUUGCCU 
.....(((((((((((((((.(((..((((((...(((......))))))))))))..)))))))))))))))..... 
Total sRNA: 1388325 shared 5' end with miRNA: 227465 shared 3' end with miRNA: 9200 
miRNA 
...............................................UCACCGGGCAAGAAUCCCUGUC......... 22 1110857 
Shared 5' Terminus 
...............................................UCACCGGGCAAGAAUCCC............. 18 126 
...............................................UCACCGGGCAAGAAUCCCU............ 19 534 
...............................................UCACCGGGCAAGAAUCCCUG........... 20 403 
...............................................UCACCGGGCAAGAAUCCCUGU.......... 21 113939 
...............................................UCACCGGGCAAGAAUCCCUGUCA........ 23 112415 
Shared 3' Terminus 
...................................................CGGGCAAGAAUCCCUGUC......... 18 2160 
..................................................CCGGGCAAGAAUCCCUGUC......... 19 308 
.................................................ACCGGGCAAGAAUCCCUGUC......... 20 4149 
................................................CACCGGGCAAGAAUCCCUGUC......... 21 288 
..............................................UUCACCGGGCAAGAAUCCCUGUC......... 23 2207 
Subsequence 
.................................................ACCGGGCAAGAAUCCCUGU.......... 19 202 
Others 
..........GCAGGGAUUCCGCUUUUGGUGACG............................................ 24 307 
...........CAGGGAUUCCGCUUUUGG................................................. 18 114 
...........CAGGGAUUCCGCUUUUGGUGA.............................................. 21 434 
...........CAGGGAUUCCGCUUUUGGUGAC............................................. 22 319 
...........CAGGGAUUCCGCUUUUGGUGACG............................................ 23 36824 
...........CAGGGAUUCCGCUUUUGGUGACGU........................................... 24 576 
............AGGGAUUCCGCUUUUGGUGACG............................................ 22 215 
..............................................UUCACCGGGCAAGAAUCCCUGU.......... 22 465 
..............................................UUCACCGGGCAAGAAUCCCUGUCA........ 24 245 
................................................CACCGGGCAAGAAUCCCUGUCA........ 22 154 
.................................................ACCGGGCAAGAAUCCCUGUCA........ 21 364 
 



#asu-miR-36e 
AUGUGACGUGACGGGGAUUCUACUCUUGGUGAAGCGAGCUCAGAUGACUUCACCGGGCUCGAAUCCUUGUCCUGUCAUGAU 
..((((((.(((((((((((....((((((((((((........)).))))))))))...))))))))))).))))))... 
Total sRNA: 157812 shared 5' end with miRNA: 6323 shared 3' end with miRNA: 26245 
miRNA 
.................................................UCACCGGGCUCGAAUCCUUGUC.......... 22 108762 
Shared 5' Terminus 
.................................................UCACCGGGCUCGAAUCCU.............. 18 138 
.................................................UCACCGGGCUCGAAUCCUU............. 19 141 
.................................................UCACCGGGCUCGAAUCCUUG............ 20 107 
.................................................UCACCGGGCUCGAAUCCUUGU........... 21 5793 
.................................................UCACCGGGCUCGAAUCCUUGUCC......... 23 141 
Shared 3' Terminus 
.....................................................CGGGCUCGAAUCCUUGUC.......... 18 159 
....................................................CCGGGCUCGAAUCCUUGUC.......... 19 50 
...................................................ACCGGGCUCGAAUCCUUGUC.......... 20 620 
..................................................CACCGGGCUCGAAUCCUUGUC.......... 21 1176 
................................................UUCACCGGGCUCGAAUCCUUGUC.......... 23 24228 
Subsequence 
..................................................CACCGGGCUCGAAUCCUUGU........... 20 118 
Others 
..........ACGGGGAUUCUACUCUUGGUGA................................................. 22 38 
...........CGGGGAUUCUACUCUUGGUGA................................................. 21 149 
...........CGGGGAUUCUACUCUUGGUGAA................................................ 22 653 
...........CGGGGAUUCUACUCUUGGUGAAG............................................... 23 10652 
...........CGGGGAUUCUACUCUUGGUGAAGC.............................................. 24 1939 
............GGGGAUUCUACUCUUGGUGAAG............................................... 22 72 
............GGGGAUUCUACUCUUGGUGAAGC.............................................. 23 45 
................................AGCGAGCUCAGAUGACUUC.............................. 19 258 
................................................UUCACCGGGCUCGAAUCC............... 18 147 
................................................UUCACCGGGCUCGAAUCCU.............. 19 40 
................................................UUCACCGGGCUCGAAUCCUU............. 20 42 
................................................UUCACCGGGCUCGAAUCCUUG............ 21 37 
................................................UUCACCGGGCUCGAAUCCUUGU........... 22 2040 
 
 
#asu-miR-36f 
CUGGAGCGUGACAUGGAUUCAGCUAUCUGUGGAGUAGUGCCUUCAAAACAAAUUCUUCACCGGGCUGCAAUCCUUGUCACGCCGGUCU 
(((..((((((((.((((((((((....((((((.(((.............)))))))))..))))).))))).)))))))))))... 
Total sRNA: 91903 shared 5' end with miRNA: 7951 shared 3' end with miRNA: 2300 
miRNA 
........................................................UCACCGGGCUGCAAUCCUUGUCA......... 23 73099 
Shared 5' Terminus 
........................................................UCACCGGGCUGCAAUCCU.............. 18 63 
........................................................UCACCGGGCUGCAAUCCUU............. 19 36 
........................................................UCACCGGGCUGCAAUCCUUG............ 20 44 
........................................................UCACCGGGCUGCAAUCCUUGU........... 21 939 
........................................................UCACCGGGCUGCAAUCCUUGUC.......... 22 6855 
Shared 3' Terminus 
...........................................................CCGGGCUGCAAUCCUUGUCA......... 20 28 
..........................................................ACCGGGCUGCAAUCCUUGUCA......... 21 362 
.........................................................CACCGGGCUGCAAUCCUUGUCA......... 22 1608 
.......................................................UUCACCGGGCUGCAAUCCUUGUCA......... 24 279 
Subsequence 
.........................................................CACCGGGCUGCAAUCCUUGUC.......... 21 59 
..........................................................ACCGGGCUGCAAUCCUUGUC.......... 20 29 
Others 
..........ACAUGGAUUCAGCUAUCUGUGG........................................................ 22 48 
..........ACAUGGAUUCAGCUAUCUGUGGA....................................................... 23 6010 
..........ACAUGGAUUCAGCUAUCUGUGGAG...................................................... 24 1627 
..........ACAUGGAUUCAGCUAUCUGUGGAGU..................................................... 25 490 
...........CAUGGAUUCAGCUAUCUGUGGAG...................................................... 23 44 
.......................................................UUCACCGGGCUGCAAUCCUUGUC.......... 23 36 
 
 
#asu-miR-43a 
CCCGGCGAUAGUAAGUACUGCGAUAUGCUGCAAGAACACAAACACAUAUCACAGUCUACUUGCUGUCUCCGGUUCGCUG 
.((((.((((((((((((((.((((((.((............)))))))).))))..)))))))))).))))....... 
Total sRNA: 175734 shared 5' end with miRNA: 61851 shared 3' end with miRNA: 722 
miRNA 
..............................................UAUCACAGUCUACUUGCUGUCUC.......... 23 92981 



Shared 5' Terminus 
..............................................UAUCACAGUCUACUUGCU............... 18 474 
..............................................UAUCACAGUCUACUUGCUGU............. 20 973 
..............................................UAUCACAGUCUACUUGCUGUC............ 21 999 
..............................................UAUCACAGUCUACUUGCUGUCU........... 22 58649 
..............................................UAUCACAGUCUACUUGCUGUCUCC......... 24 743 
Shared 3' Terminus 
...................................................CAGUCUACUUGCUGUCUC.......... 18 164 
..................................................ACAGUCUACUUGCUGUCUC.......... 19 86 
...............................................AUCACAGUCUACUUGCUGUCUC.......... 22 31 
.............................................AUAUCACAGUCUACUUGCUGUCUC.......... 24 416 
Subsequence 
..................................................ACAGUCUACUUGCUGUCU........... 18 99 
Others 
......GAUAGUAAGUACUGCGAUA...................................................... 19 64 
......GAUAGUAAGUACUGCGAUAU..................................................... 20 326 
......GAUAGUAAGUACUGCGAUAUG.................................................... 21 16932 
.......AUAGUAAGUACUGCGAUAUG.................................................... 20 732 
...........................CUGCAAGAACACAAACACA................................. 19 890 
...........................................ACAUAUCACAGUCUACUUGCUGUCU........... 25 93 
............................................CAUAUCACAGUCUACUUGCUGUCU........... 24 51 
.............................................AUAUCACAGUCUACUUGCUGUCU........... 23 721 
 
 
#asu-miR-43b 
UAUAGCGGCACGUGGCAAAGGUGCUGCGAUGCGCCGCGUUAAAUCGUAUCACAGUUCUUUGUCACCUUUUGCUUCACACGC 
...(((((...((((((((((.((((.((((((...........)))))).))))))))))))))...)))))........ 
Total sRNA: 1240795 shared 5' end with miRNA: 122247 shared 3' end with miRNA: 5305 
miRNA 
..............................................UAUCACAGUUCUUUGUCACCUU............. 22 1111980 
Shared 5' Terminus 
..............................................UAUCACAGUUCUUUGUCA................. 18 5568 
..............................................UAUCACAGUUCUUUGUCAC................ 19 5641 
..............................................UAUCACAGUUCUUUGUCACC............... 20 30462 
..............................................UAUCACAGUUCUUUGUCACCU.............. 21 74263 
..............................................UAUCACAGUUCUUUGUCACCUUU............ 23 6223 
Shared 3' Terminus 
..................................................ACAGUUCUUUGUCACCUU............. 18 3157 
.................................................CACAGUUCUUUGUCACCUU............. 19 427 
................................................UCACAGUUCUUUGUCACCUU............. 20 250 
...............................................AUCACAGUUCUUUGUCACCUU............. 21 1426 
Subsequence 
Others 
..........CGUGGCAAAGGUGCUGCGAUGCG................................................ 23 648 
 
 
#asu-miR-43c-1 
UGCGUACAGCAGCGCGUGGCAAGGAUACUGCGAUGCGUCAUGUUGCAUCGUAUCACAGUUCUUUGUCACCCUUUGCAUCACGCA 
.((((...((((.(.((((((((((.((((.((((((...........)))))).)))))))))))))).).))))...)))). 
Total sRNA: 2911161 shared 5' end with miRNA: 140358 shared 3' end with miRNA: 11885 
miRNA 
..................................................UAUCACAGUUCUUUGUCACCCU............ 22 2744612 
Shared 5' Terminus 
..................................................UAUCACAGUUCUUUGUCA................ 18 5568 
..................................................UAUCACAGUUCUUUGUCAC............... 19 5641 
..................................................UAUCACAGUUCUUUGUCACC.............. 20 30462 
..................................................UAUCACAGUUCUUUGUCACCC............. 21 92878 
..................................................UAUCACAGUUCUUUGUCACCCUU........... 23 5580 
..................................................UAUCACAGUUCUUUGUCACCCUUU.......... 24 229 
Shared 3' Terminus 
......................................................ACAGUUCUUUGUCACCCU............ 18 6826 
.....................................................CACAGUUCUUUGUCACCCU............ 19 870 
....................................................UCACAGUUCUUUGUCACCCU............ 20 616 
...................................................AUCACAGUUCUUUGUCACCCU............ 21 3461 
Subsequence 
...................................................AUCACAGUUCUUUGUCACCC............. 20 104 
Others 
..............CGUGGCAAGGAUACUGCGAUG................................................. 21 202 
..............CGUGGCAAGGAUACUGCGAUGC................................................ 22 443 
..............CGUGGCAAGGAUACUGCGAUGCG............................................... 23 11997 
.................GGCAAGGAUACUGCGAUGCGUC............................................. 22 104 



#asu-miR-43c-2 
ACAGCGGCGCGUGGCAAAGAUACUGCGAUGCGCCGCGUUACAUCGUAUCACAGUUCUUUGUCACCCUUUGCUUUACG 
..(((((.(.((((((((((.((((.((((((..(.....)..)))))).)))))))))))))).).)))))..... 
Total sRNA: 2904371 shared 5' end with miRNA: 140358 shared 3' end with miRNA: 11870 
miRNA 
.............................................UAUCACAGUUCUUUGUCACCCU.......... 22 2744612 
Shared 5' Terminus 
.............................................UAUCACAGUUCUUUGUCA.............. 18 5568 
.............................................UAUCACAGUUCUUUGUCAC............. 19 5641 
.............................................UAUCACAGUUCUUUGUCACC............ 20 30462 
.............................................UAUCACAGUUCUUUGUCACCC........... 21 92878 
.............................................UAUCACAGUUCUUUGUCACCCUU......... 23 5580 
.............................................UAUCACAGUUCUUUGUCACCCUUU........ 24 229 
Shared 3' Terminus 
.................................................ACAGUUCUUUGUCACCCU.......... 18 6826 
................................................CACAGUUCUUUGUCACCCU.......... 19 870 
...............................................UCACAGUUCUUUGUCACCCU.......... 20 616 
..............................................AUCACAGUUCUUUGUCACCCU.......... 21 3461 
Subsequence 
..............................................AUCACAGUUCUUUGUCACCC........... 20 104 
Others 
.........CGUGGCAAAGAUACUGCGAUGC.............................................. 22 135 
.........CGUGGCAAAGAUACUGCGAUGCG............................................. 23 6699 
 
 
#asu-miR-43d 
GGCAGUAACCCGAUGUGGCUGCGAUACUGUUUGCACAUGGCCGAGUAUCACAGUCUUAUCCGGUCACCGCCUCUU 
(((.((.(((.((((.(((((.((((((....((.....))..)))))).))))).)))).))).)).))).... 
Total sRNA: 743362 shared 5' end with miRNA: 75266 shared 3' end with miRNA: 1075 
miRNA 
.............................................UAUCACAGUCUUAUCCGGUCA......... 21 549241 
Shared 5' Terminus 
.............................................UAUCACAGUCUUAUCCGGU........... 19 1328 
.............................................UAUCACAGUCUUAUCCGGUC.......... 20 2545 
.............................................UAUCACAGUCUUAUCCGGUCAC........ 22 71332 
Shared 3' Terminus 
................................................CACAGUCUUAUCCGGUCA......... 18 114 
..............................................AUCACAGUCUUAUCCGGUCA......... 20 159 
............................................GUAUCACAGUCUUAUCCGGUCA......... 22 758 
Subsequence 
Others 
.....UAACCCGAUGUGGCUGCGAUACU............................................... 23 151 
......AACCCGAUGUGGCUGCGA................................................... 18 433 
......AACCCGAUGUGGCUGCGAU.................................................. 19 915 
......AACCCGAUGUGGCUGCGAUA................................................. 20 816 
......AACCCGAUGUGGCUGCGAUAC................................................ 21 4544 
......AACCCGAUGUGGCUGCGAUACU............................................... 22 106650 
......AACCCGAUGUGGCUGCGAUACUG.............................................. 23 109 
.......ACCCGAUGUGGCUGCGAUACU............................................... 21 1812 
.......ACCCGAUGUGGCUGCGAUACUG.............................................. 22 1073 
..............................................AUCACAGUCUUAUCCGGUCAC........ 21 517 
.................................................ACAGUCUUAUCCGGUCAC........ 18 378 
 
 
#asu-miR-43e 
UGCACAGCACGCGGUAGCAGAGGUGCUGCGAUACGCUGUGUAGUAUCAUAUCACAGUUCUUUGCUACCUCGUGCUUCGCA 
.((..((((((.(((((((((((.((((.((((.(((....)))....)))).))))))))))))))).))))))..)). 
Total sRNA: 342730 shared 5' end with miRNA: 48775 shared 3' end with miRNA: 2631 
miRNA 
................................................UAUCACAGUUCUUUGCUACCUC.......... 22 278943 
Shared 5' Terminus 
................................................UAUCACAGUUCUUUGCUA.............. 18 288 
................................................UAUCACAGUUCUUUGCUAC............. 19 700 
................................................UAUCACAGUUCUUUGCUACC............ 20 2656 
................................................UAUCACAGUUCUUUGCUACCU........... 21 32492 
................................................UAUCACAGUUCUUUGCUACCUCG......... 23 12484 
................................................UAUCACAGUUCUUUGCUACCUCGU........ 24 128 
Shared 3' Terminus 
....................................................ACAGUUCUUUGCUACCUC.......... 18 954 
..................................................UCACAGUUCUUUGCUACCUC.......... 20 151 
.................................................AUCACAGUUCUUUGCUACCUC.......... 21 1276 



...............................................AUAUCACAGUUCUUUGCUACCUC.......... 23 173 
Subsequence 
.................................................AUCACAGUUCUUUGCUACCU........... 20 100 
Others 
.........CGCGGUAGCAGAGGUGCUGCGAU................................................ 23 409 
...........CGGUAGCAGAGGUGCUGCGAU................................................ 21 258 
...........CGGUAGCAGAGGUGCUGCGAUA............................................... 22 785 
...........CGGUAGCAGAGGUGCUGCGAUAC.............................................. 23 1355 
...........CGGUAGCAGAGGUGCUGCGAUACG............................................. 24 5956 
............GGUAGCAGAGGUGCUGCGAUACG............................................. 23 781 
.........................CUGCGAUACGCUGUGUAGUAUCA................................ 23 94 
.................................................AUCACAGUUCUUUGCUACCUCG......... 22 386 
..................................................UCACAGUUCUUUGCUACCUCG......... 21 194 
..................................................UCACAGUUCUUUGCUACCUCGU........ 22 290 
..................................................UCACAGUUCUUUGCUACCUCGUG....... 23 185 
 
 
#asu-miR-44a 
CAGACGUGAAACUGGAUGUCUCUCGCAGUCAUACGGUAUAUAGAGUUCUAUGACUAGAGACACAUUCAGCUUGGCGGCUG 
(((.(((.((.((((((((.((((..(((((((.((..........))))))))).)))).)))))))).)).))).))) 
Total sRNA: 774872 shared 5' end with miRNA: 48446 shared 3' end with miRNA: 1277 
miRNA 
..................................................UGACUAGAGACACAUUCAGCU......... 21 691583 
Shared 5' Terminus 
..................................................UGACUAGAGACACAUUCA............ 18 2993 
..................................................UGACUAGAGACACAUUCAG........... 19 4932 
..................................................UGACUAGAGACACAUUCAGC.......... 20 26138 
..................................................UGACUAGAGACACAUUCAGCUU........ 22 14373 
Shared 3' Terminus 
.....................................................CUAGAGACACAUUCAGCU......... 18 532 
....................................................ACUAGAGACACAUUCAGCU......... 19 355 
...................................................GACUAGAGACACAUUCAGCU......... 20 155 
.................................................AUGACUAGAGACACAUUCAGCU......... 22 223 
Subsequence 
Others 
...........CUGGAUGUCUCUCGCAGU................................................... 18 117 
...........CUGGAUGUCUCUCGCAGUCAU................................................ 21 391 
...........CUGGAUGUCUCUCGCAGUCAUA............................................... 22 32577 
 
 
#asu-miR-44b 
AGUAAGCUACUGGAUGUGUGUCAUAGUCAUGACGUGUGAUCAACAUGACUAGAUAUCACAUUCAGUGGUAUAUUU 
((((.(((((((((((((((((.((((((((...((....)).)))))))))))).))))))))))))).)))). 
Total sRNA: 143950 shared 5' end with miRNA: 8104 shared 3' end with miRNA: 311 
miRNA 
........ACUGGAUGUGUGUCAUAGUCAUG............................................ 23 70723 
Shared 5' Terminus 
........ACUGGAUGUGUGUCAUAG................................................. 18 59 
........ACUGGAUGUGUGUCAUAGU................................................ 19 291 
........ACUGGAUGUGUGUCAUAGUC............................................... 20 203 
........ACUGGAUGUGUGUCAUAGUCA.............................................. 21 587 
........ACUGGAUGUGUGUCAUAGUCAU............................................. 22 6185 
........ACUGGAUGUGUGUCAUAGUCAUGA........................................... 24 715 
........ACUGGAUGUGUGUCAUAGUCAUGACGUGUGAUCAACA.............................. 37 47 
Shared 3' Terminus 
..........UGGAUGUGUGUCAUAGUCAUG............................................ 21 146 
.........CUGGAUGUGUGUCAUAGUCAUG............................................ 22 86 
.......UACUGGAUGUGUGUCAUAGUCAUG............................................ 24 63 
Subsequence 
Others 
.......UACUGGAUGUGUGUCAUAGUCA.............................................. 22 76 
.......UACUGGAUGUGUGUCAUAGUCAU............................................. 23 35 
.............................................UGACUAGAUAUCACAUUCA........... 19 69 
.............................................UGACUAGAUAUCACAUUCAGU......... 21 878 
.............................................UGACUAGAUAUCACAUUCAGUG........ 22 755 
.............................................UGACUAGAUAUCACAUUCAGUGG....... 23 60481 
.............................................UGACUAGAUAUCACAUUCAGUGGU...... 24 1980 
..............................................GACUAGAUAUCACAUUCAGUGGU...... 23 44 
................................................CUAGAUAUCACAUUCAGU......... 18 48 
................................................CUAGAUAUCACAUUCAGUGG....... 20 74 
.................................................UAGAUAUCACAUUCAGUGG....... 19 40 



..................................................AGAUAUCACAUUCAGUGG....... 18 33 
 
 
#asu-miR-46 
GCAGACGGCUAAGAGAGCCAUCUGUUGACAGUCGUCAAUUGCCCACUGUCAUGGAGUUGCUCUCUUCAGAUGCCUGC 
((((.((.((((((((((..(((((.((((((.(.(....).).)))))))))))...)))))))).)).)).)))) 
Total sRNA: 47137 shared 5' end with miRNA: 2360 shared 3' end with miRNA: 1085 
miRNA 
..............................................UGUCAUGGAGUUGCUCUCUUCA......... 22 35988 
Shared 5' Terminus 
..............................................UGUCAUGGAGUUGCUCUC............. 18 17 
..............................................UGUCAUGGAGUUGCUCUCU............ 19 77 
..............................................UGUCAUGGAGUUGCUCUCUU........... 20 91 
..............................................UGUCAUGGAGUUGCUCUCUUC.......... 21 588 
..............................................UGUCAUGGAGUUGCUCUCUUCAG........ 23 1573 
..............................................UGUCAUGGAGUUGCUCUCUUCAGA....... 24 14 
Shared 3' Terminus 
..................................................AUGGAGUUGCUCUCUUCA......... 18 47 
.................................................CAUGGAGUUGCUCUCUUCA......... 19 32 
................................................UCAUGGAGUUGCUCUCUUCA......... 20 15 
...............................................GUCAUGGAGUUGCUCUCUUCA......... 21 15 
.............................................CUGUCAUGGAGUUGCUCUCUUCA......... 23 974 
Subsequence 
Others 
.........UAAGAGAGCCAUCUGUUGACAGU............................................. 23 22 
..........AAGAGAGCCAUCUGUUGACA............................................... 20 38 
..........AAGAGAGCCAUCUGUUGACAG.............................................. 21 180 
..........AAGAGAGCCAUCUGUUGACAGU............................................. 22 6827 
..........AAGAGAGCCAUCUGUUGACAGUC............................................ 23 347 
...........AGAGAGCCAUCUGUUGACAGU............................................. 21 25 
...........AGAGAGCCAUCUGUUGACAGUC............................................ 22 24 
..............GAGCCAUCUGUUGACAGU............................................. 18 38 
.............................................CUGUCAUGGAGUUGCUCUCUUC.......... 22 59 
 
 
#asu-miR-49 
UGCGCGGUGCGUAGUUUCAUAUGGGUAUGCUCCGUUGUGUAUUUUCGAAGCACCAUGUGAAGCUGCUAUCCGAACGGCGA 
.((.(((...((((((((((((((...((((.((..(.....)..)).))))))))))))))))))...)))....)).. 
Total sRNA: 251800 shared 5' end with miRNA: 17780 shared 3' end with miRNA: 4903 
miRNA 
...............................................AAGCACCAUGUGAAGCUGCUAU........... 22 227971 
Shared 5' Terminus 
...............................................AAGCACCAUGUGAAGCUG............... 18 1071 
...............................................AAGCACCAUGUGAAGCUGC.............. 19 203 
...............................................AAGCACCAUGUGAAGCUGCU............. 20 3940 
...............................................AAGCACCAUGUGAAGCUGCUA............ 21 12501 
Shared 3' Terminus 
...................................................ACCAUGUGAAGCUGCUAU........... 18 4444 
..................................................CACCAUGUGAAGCUGCUAU........... 19 304 
.................................................GCACCAUGUGAAGCUGCUAU........... 20 84 
Subsequence 
Others 
.........CGUAGUUUCAUAUGGGUAUGCUCCG.............................................. 25 925 
 
 
#asu-miR-50 
GGCGUUGAUAUGUCUGGUAUUCUUGGGUUGGGUCUUCGUCAACCAGUAUCUCAGACGUAUCAUCGUUGUGCAUUG 
((((.(((((((((((..((.....((((((.......))))))...))..))))))))))).))))........ 
Total sRNA: 244008 shared 5' end with miRNA: 36216 shared 3' end with miRNA: 1399 
miRNA 
.....UGAUAUGUCUGGUAUUCUUGGGUU.............................................. 24 198340 
Shared 5' Terminus 
.....UGAUAUGUCUGGUAUUCUU................................................... 19 68 
.....UGAUAUGUCUGGUAUUCUUGG................................................. 21 185 
.....UGAUAUGUCUGGUAUUCUUGGG................................................ 22 1092 
.....UGAUAUGUCUGGUAUUCUUGGGU............................................... 23 33878 
.....UGAUAUGUCUGGUAUUCUUGGGUUG............................................. 25 860 
Shared 3' Terminus 
..........UGUCUGGUAUUCUUGGGUU.............................................. 19 193 
.........AUGUCUGGUAUUCUUGGGUU.............................................. 20 442 
........UAUGUCUGGUAUUCUUGGGUU.............................................. 21 143 



.......AUAUGUCUGGUAUUCUUGGGUU.............................................. 22 103 

......GAUAUGUCUGGUAUUCUUGGGUU.............................................. 23 128 

....UUGAUAUGUCUGGUAUUCUUGGGUU.............................................. 25 324 
Subsequence 
.........AUGUCUGGUAUUCUUGGGU............................................... 19 118 
Others 
....UUGAUAUGUCUGGUAUUCUUGGGU............................................... 24 74 
.........................................ACCAGUAUCUCAGACGUAUCAU............ 22 656 
.........................................ACCAGUAUCUCAGACGUAUCAUC........... 23 898 
..........................................CCAGUAUCUCAGACGUAUCAU............ 21 1194 
..........................................CCAGUAUCUCAGACGUAUCAUC........... 22 4246 
 
 
#asu-miR-56 
UGGACGGCCGGGUGGCAGACUAUCGUGGGUAUGUGCAUAUAUAUUCAUACCCGUAAGUCUCCAUCGAGCUCCGGCUGUC 
..(((((((((((((.(((((....((((((((............))))))))..)))))))))......))))))))) 
Total sRNA: 263876 shared 5' end with miRNA: 30111 shared 3' end with miRNA: 850 
miRNA 
...............................................UACCCGUAAGUCUCCAUCGAG........... 21 232332 
Shared 5' Terminus 
...............................................UACCCGUAAGUCUCCAUC.............. 18 2237 
...............................................UACCCGUAAGUCUCCAUCG............. 19 1983 
...............................................UACCCGUAAGUCUCCAUCGA............ 20 15647 
...............................................UACCCGUAAGUCUCCAUCGAGC.......... 22 9993 
...............................................UACCCGUAAGUCUCCAUCGAGCU......... 23 251 
Shared 3' Terminus 
..................................................CCGUAAGUCUCCAUCGAG........... 18 89 
..............................................AUACCCGUAAGUCUCCAUCGAG........... 22 662 
Subsequence 
Others 
..............................................AUACCCGUAAGUCUCCAUCGA............ 21 301 
 
 
#asu-miR-57 
GUGGUUUCGUCUACCCUGUAGUACCGAGCUGUGUUUGAGUGAUUAUGCAUACACGAUCGGUUGCCGGGUGAAUGACGCUGCCC 
(..((.((((.(((((.(((..(((((..(((((.((.((....)).)).))))).)))))))).))))).)))).))..).. 
Total sRNA: 837154 shared 5' end with miRNA: 152202 shared 3' end with miRNA: 3927 
miRNA 
...........UACCCUGUAGUACCGAGCUGUGUUU............................................... 25 677202 
Shared 5' Terminus 
...........UACCCUGUAGUACCGAGC...................................................... 18 1679 
...........UACCCUGUAGUACCGAGCU..................................................... 19 4626 
...........UACCCUGUAGUACCGAGCUG.................................................... 20 1964 
...........UACCCUGUAGUACCGAGCUGU................................................... 21 4194 
...........UACCCUGUAGUACCGAGCUGUG.................................................. 22 3104 
...........UACCCUGUAGUACCGAGCUGUGU................................................. 23 21968 
...........UACCCUGUAGUACCGAGCUGUGUU................................................ 24 113870 
...........UACCCUGUAGUACCGAGCUGUGUUUG.............................................. 26 716 
Shared 3' Terminus 
..................UAGUACCGAGCUGUGUUU............................................... 18 170 
.................GUAGUACCGAGCUGUGUUU............................................... 19 1035 
................UGUAGUACCGAGCUGUGUUU............................................... 20 802 
...............CUGUAGUACCGAGCUGUGUUU............................................... 21 985 
..............CCUGUAGUACCGAGCUGUGUUU............................................... 22 166 
............ACCCUGUAGUACCGAGCUGUGUUU............................................... 24 233 
..........CUACCCUGUAGUACCGAGCUGUGUUU............................................... 26 417 
Subsequence 
...............CUGUAGUACCGAGCUGUGUU................................................ 20 146 
................UGUAGUACCGAGCUGUGUU................................................ 19 229 
.................GUAGUACCGAGCUGUGUU................................................ 18 423 
Others 
.................................................UACACGAUCGGUUGCCGGGUGAA........... 23 117 
..................................................ACACGAUCGGUUGCCGGGUGA............ 21 188 
..................................................ACACGAUCGGUUGCCGGGUGAA........... 22 2323 
 
 
#asu-miR-67 
GGGCACUUAGCUCGCUCGGCUGGUUGUUAGAUGUUUCUGAUGUUCAUCACAACCUCCUUGAGUGAGUUGAAAGCCCUC 
((((..(((((((((((((..((((((..((((...(....)..))))))))))...)))))))))))))..)))).. 
Total sRNA: 55470 shared 5' end with miRNA: 9136 shared 3' end with miRNA: 1776 
miRNA 



..............................................UCACAACCUCCUUGAGUGAGUUGA........ 24 43482 
Shared 5' Terminus 
..............................................UCACAACCUCCUUGAGUGA............. 19 169 
..............................................UCACAACCUCCUUGAGUGAG............ 20 82 
..............................................UCACAACCUCCUUGAGUGAGU........... 21 2641 
..............................................UCACAACCUCCUUGAGUGAGUU.......... 22 602 
..............................................UCACAACCUCCUUGAGUGAGUUG......... 23 5360 
..............................................UCACAACCUCCUUGAGUGAGUUGAA....... 25 268 
Shared 3' Terminus 
....................................................CCUCCUUGAGUGAGUUGA........ 18 191 
...................................................ACCUCCUUGAGUGAGUUGA........ 19 964 
..................................................AACCUCCUUGAGUGAGUUGA........ 20 319 
.................................................CAACCUCCUUGAGUGAGUUGA........ 21 45 
................................................ACAACCUCCUUGAGUGAGUUGA........ 22 221 
.............................................AUCACAACCUCCUUGAGUGAGUUGA........ 25 26 
Subsequence 
................................................ACAACCUCCUUGAGUGAGU........... 19 27 
................................................ACAACCUCCUUGAGUGAGUUG......... 21 34 
.................................................CAACCUCCUUGAGUGAGU........... 18 30 
.................................................CAACCUCCUUGAGUGAGUUG......... 20 27 
..................................................AACCUCCUUGAGUGAGUUG......... 19 26 
...................................................ACCUCCUUGAGUGAGUUG......... 18 46 
Others 
........AGCUCGCUCGGCUGGUUGUUAGA............................................... 23 20 
........AGCUCGCUCGGCUGGUUGUUAGAU.............................................. 24 61 
........AGCUCGCUCGGCUGGUUGUUAGAUG............................................. 25 392 
........AGCUCGCUCGGCUGGUUGUUAGAUGU............................................ 26 318 
...................................................ACCUCCUUGAGUGAGUUGAA....... 20 23 
 
 
#asu-miR-71 
GGGAAUGUGGUGAAAGACAUGGGUAGUGAGACGUUACAUUGAGUCGUAUCACUAUUCUGUUUUUCGCCUCGUAUCCUCG 
(((((((.(((((((((((.(((((((((.(((...........))).)))))))))))))))))))).))).)))).. 
Total sRNA: 3056485 shared 5' end with miRNA: 807129 shared 3' end with miRNA: 4462 
miRNA 
..........UGAAAGACAUGGGUAGUGAGACG.............................................. 23 2241933 
Shared 5' Terminus 
..........UGAAAGACAUGGGUAGUG................................................... 18 4080 
..........UGAAAGACAUGGGUAGUGA.................................................. 19 66987 
..........UGAAAGACAUGGGUAGUGAG................................................. 20 41780 
..........UGAAAGACAUGGGUAGUGAGA................................................ 21 269458 
..........UGAAAGACAUGGGUAGUGAGAC............................................... 22 412823 
..........UGAAAGACAUGGGUAGUGAGACGU............................................. 24 11188 
..........UGAAAGACAUGGGUAGUGAGACGUU............................................ 25 583 
Shared 3' Terminus 
...............GACAUGGGUAGUGAGACG.............................................. 18 1555 
..............AGACAUGGGUAGUGAGACG.............................................. 19 659 
.............AAGACAUGGGUAGUGAGACG.............................................. 20 814 
............AAAGACAUGGGUAGUGAGACG.............................................. 21 494 
...........GAAAGACAUGGGUAGUGAGACG.............................................. 22 796 
.........GUGAAAGACAUGGGUAGUGAGACG.............................................. 24 103 
Subsequence 
...........GAAAGACAUGGGUAGUGAGAC............................................... 21 131 
.............AAGACAUGGGUAGUGAGA................................................ 18 110 
.............AAGACAUGGGUAGUGAGAC............................................... 19 120 
Others 
.........GUGAAAGACAUGGGUAGUGAGAC............................................... 23 180 
...........GAAAGACAUGGGUAGUGAGACGU............................................. 23 148 
..............................................UAUCACUAUUCUGUUUUUCGC............ 21 169 
..............................................UAUCACUAUUCUGUUUUUCGCC........... 22 1554 
 
#asu-miR-72 
CGUGGGACCAGGCAAGAUGUUGGCAUAGCUGAACGAAGCUUCGGAUUCAGCCGUGCUACAUAAGGCCAUGCUCCCGCG 
(((((((.(((((...((((.((((..(((((.(((....)))...)))))..))))))))...))).)).))))))) 
Total sRNA: 141284 shared 5' end with miRNA: 5450 shared 3' end with miRNA: 915 
miRNA 
.........AGGCAAGAUGUUGGCAUAGCUGA.............................................. 23 134811 
Shared 5' Terminus 
.........AGGCAAGAUGUUGGCAUA................................................... 18 89 
.........AGGCAAGAUGUUGGCAUAG.................................................. 19 64 
.........AGGCAAGAUGUUGGCAUAGCU................................................ 21 728 



.........AGGCAAGAUGUUGGCAUAGCUG............................................... 22 1275 

.........AGGCAAGAUGUUGGCAUAGCUGAA............................................. 24 3267 
Shared 3' Terminus 
..............AGAUGUUGGCAUAGCUGA.............................................. 18 105 
.............AAGAUGUUGGCAUAGCUGA.............................................. 19 528 
............CAAGAUGUUGGCAUAGCUGA.............................................. 20 125 
...........GCAAGAUGUUGGCAUAGCUGA.............................................. 21 51 
..........GGCAAGAUGUUGGCAUAGCUGA.............................................. 22 55 
........CAGGCAAGAUGUUGGCAUAGCUGA.............................................. 24 51 
Subsequence 
Others 
................................................AGCCGUGCUACAUAAGGCCAUGC....... 23 23 
 
 
#asu-miR-76 
AUGGCCGCUGGCUGGUCGGgUUUUCUAUCAGCGAAUAUUUCGCUGAAAUUAUUCGUUGUUUAUGAAACCUGCUUAGCCGGUUG 
......(((((((((.((((((((.((.(((((((((((((...)))).)))))))))..)).)))))))).))))))))).. 
Total sRNA: 43969 shared 5' end with miRNA: 12056 shared 3' end with miRNA: 66 
miRNA 
...................................................UUCGUUGUUUAUGAAACCUGCUU......... 23 31328 
Shared 5' Terminus 
...................................................UUCGUUGUUUAUGAAACC.............. 18 43 
...................................................UUCGUUGUUUAUGAAACCU............. 19 166 
...................................................UUCGUUGUUUAUGAAACCUG............ 20 483 
...................................................UUCGUUGUUUAUGAAACCUGC........... 21 424 
...................................................UUCGUUGUUUAUGAAACCUGCU.......... 22 10867 
...................................................UUCGUUGUUUAUGAAACCUGCUUA........ 24 72 
Shared 3' Terminus 
......................................................GUUGUUUAUGAAACCUGCUU......... 20 27 
....................................................UCGUUGUUUAUGAAACCUGCUU......... 22 24 
Subsequence 
Others 
...............UCGGGUUUUCUAUCAGCGAAU............................................... 21 21 
...............UCGGGUUUUCUAUCAGCGAAUA.............................................. 22 189 
................CGGGUUUUCUAUCAGCGAAUA.............................................. 21 12 
.............................................AAAUUAUUCGUUGUUUAUGAA................. 21 32 
.............................................AAAUUAUUCGUUGUUUAUGAAA................ 22 100 
..............................................AAUUAUUCGUUGUUUAUGAAA................ 21 27 
.................................................UAUUCGUUGUUUAUGAAACCUGCU.......... 24 51 
 
 
#asu-miR-79 
UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGUGAGCCAUAACAUCAUAAAGCUAGGUUACCAAAGCUAAGCACAAU 
(((((((...(((((((.((((((((.(((((((........)).))))).)))))))).)))))))..))).)))). 
Total sRNA: 316210 shared 5' end with miRNA: 6335 shared 3' end with miRNA: 1262 
miRNA 
...............................................AUAAAGCUAGGUUACCAAAGCU......... 22 304277 
Shared 5' Terminus 
...............................................AUAAAGCUAGGUUACCAA............. 18 456 
...............................................AUAAAGCUAGGUUACCAAA............ 19 635 
...............................................AUAAAGCUAGGUUACCAAAG........... 20 1328 
...............................................AUAAAGCUAGGUUACCAAAGC.......... 21 3254 
...............................................AUAAAGCUAGGUUACCAAAGCUA........ 23 575 
Shared 3' Terminus 
................................................UAAAGCUAGGUUACCAAAGCU......... 21 927 
..............................................CAUAAAGCUAGGUUACCAAAGCU......... 23 162 
Subsequence 
Others 
.........CCUUUGGUUAUCUGGCUGUAUG............................................... 22 288 
.........CCUUUGGUUAUCUGGCUGUAUGA.............................................. 23 1072 
..........CUUUGGUUAUCUGGCUGUAUGA.............................................. 22 1205 
...........UUUGGUUAUCUGGCUGUAUGA.............................................. 21 1424 
 
 
#asu-miR-81a 
ACGGGCACUAGGCCUUCACUGUGAAUCUGCAGAAUGCCUGUUAUACUGUCUGAGAUCAUUGUGAAAGCUAUUUGCCUUGCUUG 
..(((((...(((.(((((.((((.(((.((((...............))))))))))).))))).)))...)))))...... 
Total sRNA: 25753127 shared 5' end with miRNA: 2374363 shared 3' end with miRNA: 37135 
miRNA 
..................................................UGAGAUCAUUGUGAAAGCUAUU........... 22 23338358 
Shared 5' Terminus 



..................................................UGAGAUCAUUGUGAAAGC............... 18 99482 

..................................................UGAGAUCAUUGUGAAAGCU.............. 19 331760 

..................................................UGAGAUCAUUGUGAAAGCUA............. 20 397282 

..................................................UGAGAUCAUUGUGAAAGCUAU............ 21 1321254 

..................................................UGAGAUCAUUGUGAAAGCUAUUU.......... 23 224124 

..................................................UGAGAUCAUUGUGAAAGCUAUUUG......... 24 174 

..................................................UGAGAUCAUUGUGAAAGCUAUUUGC........ 25 181 
Shared 3' Terminus 
......................................................AUCAUUGUGAAAGCUAUU........... 18 15784 
.....................................................GAUCAUUGUGAAAGCUAUU........... 19 6756 
....................................................AGAUCAUUGUGAAAGCUAUU........... 20 1848 
...................................................GAGAUCAUUGUGAAAGCUAUU........... 21 4801 
.................................................CUGAGAUCAUUGUGAAAGCUAUU........... 23 6993 
................................................UCUGAGAUCAUUGUGAAAGCUAUU........... 24 933 
Subsequence 
...................................................GAGAUCAUUGUGAAAGCU.............. 18 141 
...................................................GAGAUCAUUGUGAAAGCUAU............ 20 295 
.....................................................GAUCAUUGUGAAAGCUAU............ 18 484 
Others 
.................................................CUGAGAUCAUUGUGAAAGCUA............. 21 109 
.................................................CUGAGAUCAUUGUGAAAGCUAU............ 22 587 
...................................................GAGAUCAUUGUGAAAGCUAUUU.......... 22 366 
....................................................AGAUCAUUGUGAAAGCUAUUUG......... 22 159 
.....................................................GAUCAUUGUGAAAGCUAUUU.......... 20 108 
......................................................AUCAUUGUGAAAGCUAUUU.......... 19 176 
.......................................................UCAUUGUGAAAGCUAUUU.......... 18 116 
 
 
#asu-miR-81b 
UUGUUCUCAAAACGGGUGUGCAUGCAGAUCAUGGUGUAAUAUAGCUCAUGAGAUCAUGCCACAUCUGUCUUGAAAGCCA 
..(((.((((.(((((((((((((.(..((((((.((......))))))))..))))).))))))))).)))).))).. 
Total sRNA: 190302 shared 5' end with miRNA: 26768 shared 3' end with miRNA: 299 
miRNA 
................................................UGAGAUCAUGCCACAUCUGUCU......... 22 163077 
Shared 5' Terminus 
................................................UGAGAUCAUGCCACAUCU............. 18 163 
................................................UGAGAUCAUGCCACAUCUG............ 19 97 
................................................UGAGAUCAUGCCACAUCUGU........... 20 3577 
................................................UGAGAUCAUGCCACAUCUGUC.......... 21 5221 
................................................UGAGAUCAUGCCACAUCUGUCUU........ 23 17699 
Shared 3' Terminus 
....................................................AUCAUGCCACAUCUGUCU......... 18 79 
...................................................GAUCAUGCCACAUCUGUCU......... 19 79 
...............................................AUGAGAUCAUGCCACAUCUGUCU......... 23 76 
Subsequence 
Others 
...........ACGGGUGUGCAUGCAGAUCAUG.............................................. 22 65 
 
 
#asu-miR-81c 
GAUUCCGAGGCGGAUGUGCAUGAGAUCAUGUAUCUAUAAAAUUUCAUGAGAUCAUGUUACAUCCGACUUGGCGUCUC 
(((.(((((.(((((((((((((..(((((..............)))))..))))).)))))))).))))).))).. 
Total sRNA: 358936 shared 5' end with miRNA: 33814 shared 3' end with miRNA: 428 
miRNA 
..............................................UGAGAUCAUGUUACAUCCGACU......... 22 324317 
Shared 5' Terminus 
..............................................UGAGAUCAUGUUACAUCC............. 18 6066 
..............................................UGAGAUCAUGUUACAUCCG............ 19 1376 
..............................................UGAGAUCAUGUUACAUCCGA........... 20 10285 
..............................................UGAGAUCAUGUUACAUCCGAC.......... 21 10737 
..............................................UGAGAUCAUGUUACAUCCGACUU........ 23 5342 
Shared 3' Terminus 
..................................................AUCAUGUUACAUCCGACU......... 18 159 
Subsequence 
Others 
.........GCGGAUGUGCAUGAGAUCAUG............................................... 21 285 
 
 
 
 
 



#asu-miR-83 
GAUCUCUGAAUCCUGAAUUUGUUUGUGUGCUGGACAGAACCCAUCUCUAGCACCAUUUAAAUUCAGCAUUUCUGAGGU 
.(((((.(((..(((((((((..((.((((((((..((.....))))))))))))..)))))))))...))).))))) 
Total sRNA: 462460 shared 5' end with miRNA: 13599 shared 3' end with miRNA: 2051 
miRNA 
...............................................UAGCACCAUUUAAAUUCAGCAU......... 22 445335 
Shared 5' Terminus 
...............................................UAGCACCAUUUAAAUUCA............. 18 156 
...............................................UAGCACCAUUUAAAUUCAG............ 19 3559 
...............................................UAGCACCAUUUAAAUUCAGC........... 20 1275 
...............................................UAGCACCAUUUAAAUUCAGCA.......... 21 7774 
...............................................UAGCACCAUUUAAAUUCAGCAUU........ 23 822 
Shared 3' Terminus 
...................................................ACCAUUUAAAUUCAGCAU......... 18 1489 
..................................................CACCAUUUAAAUUCAGCAU......... 19 107 
................................................AGCACCAUUUAAAUUCAGCAU......... 21 174 
..............................................CUAGCACCAUUUAAAUUCAGCAU......... 23 172 
Subsequence 
Others 
...........CCUGAAUUUGUUUGUGUGCUGGA............................................ 23 1384 
 
 
#asu-miR-84 
AAGGCCGAUGAGGUAGUUUAUAAAGCUGCGAGUGUGUUUUCCUUCGCAGAUUUUAGGCUAUCUCGACAGCCUUGAU 
(((((.(.((((((((((((.....(((((((.(......).)))))))....)))))))))))).).)))))... 
Total sRNA: 3860437 shared 5' end with miRNA: 298112 shared 3' end with miRNA: 6306 
miRNA 
........UGAGGUAGUUUAUAAAGCUGCGA............................................. 23 3555497 
Shared 5' Terminus 
........UGAGGUAGUUUAUAAAGC.................................................. 18 1185 
........UGAGGUAGUUUAUAAAGCU................................................. 19 49438 
........UGAGGUAGUUUAUAAAGCUG................................................ 20 11857 
........UGAGGUAGUUUAUAAAGCUGC............................................... 21 948 
........UGAGGUAGUUUAUAAAGCUGCG.............................................. 22 232199 
........UGAGGUAGUUUAUAAAGCUGCGAG............................................ 24 1677 
........UGAGGUAGUUUAUAAAGCUGCGAGU........................................... 25 620 
........UGAGGUAGUUUAUAAAGCUGCGAGUGU......................................... 27 140 
Shared 3' Terminus 
.............UAGUUUAUAAAGCUGCGA............................................. 18 4909 
............GUAGUUUAUAAAGCUGCGA............................................. 19 609 
...........GGUAGUUUAUAAAGCUGCGA............................................. 20 219 
.........GAGGUAGUUUAUAAAGCUGCGA............................................. 22 461 
Subsequence 
Others 
.............................................GCAGAUUUUAGGCUAUCUCGAC......... 22 260 
 
 
#asu-miR-86 
GGCCAGUUAAGUGAAUGCUUUGCCACAGUCUUAGCAAUGAAAUAAGCUGGGCUGAGGUUCACUUACGCUGGAGGCU 
..((((((((((((((.(((.(((.(((.((((.........)))))))))).)))))))))))).)))))..... 
Total sRNA: 15878 shared 5' end with miRNA: 1137 shared 3' end with miRNA: 89 
miRNA 
.......UAAGUGAAUGCUUUGCCACAGUCU............................................. 24 14638 
Shared 5' Terminus 
.......UAAGUGAAUGCUUUGCCA................................................... 18 29 
.......UAAGUGAAUGCUUUGCCAC.................................................. 19 26 
.......UAAGUGAAUGCUUUGCCACA................................................. 20 64 
.......UAAGUGAAUGCUUUGCCACAG................................................ 21 5 
.......UAAGUGAAUGCUUUGCCACAGU............................................... 22 289 
.......UAAGUGAAUGCUUUGCCACAGUC.............................................. 23 706 
.......UAAGUGAAUGCUUUGCCACAGUCUU............................................ 25 17 
Shared 3' Terminus 
.............AAUGCUUUGCCACAGUCU............................................. 18 6 
............GAAUGCUUUGCCACAGUCU............................................. 19 11 
...........UGAAUGCUUUGCCACAGUCU............................................. 20 20 
..........GUGAAUGCUUUGCCACAGUCU............................................. 21 9 
.........AGUGAAUGCUUUGCCACAGUCU............................................. 22 5 
........AAGUGAAUGCUUUGCCACAGUCU............................................. 23 7 
......UUAAGUGAAUGCUUUGCCACAGUCU............................................. 25 31 
Subsequence 
Others 



..............................................CUGGGCUGAGGUUCACUUACG......... 21 4 
 
 
#asu-miR-87a 
UCCGCCACUCCGCCUGACACUAGGUCUCAACCUCUGUUGAUUUGAGCAGGUGAGCAAAGUCUCAGGUGUUGUGGCGG 
.(((((((..(((((((.(((..(.((((...((((((......)))))))))))..))).)))))))..))))))) 
Total sRNA: 809177 shared 5' end with miRNA: 63679 shared 3' end with miRNA: 2544 
miRNA 
.................................................GUGAGCAAAGUCUCAGGUGUUG...... 22 742462 
Shared 5' Terminus 
.................................................GUGAGCAAAGUCUCAGGU.......... 18 317 
.................................................GUGAGCAAAGUCUCAGGUG......... 19 382 
.................................................GUGAGCAAAGUCUCAGGUGU........ 20 886 
.................................................GUGAGCAAAGUCUCAGGUGUU....... 21 23637 
.................................................GUGAGCAAAGUCUCAGGUGUUGU..... 23 38448 
Shared 3' Terminus 
.....................................................GCAAAGUCUCAGGUGUUG...... 18 894 
....................................................AGCAAAGUCUCAGGUGUUG...... 19 277 
..................................................UGAGCAAAGUCUCAGGUGUUG...... 21 243 
................................................GGUGAGCAAAGUCUCAGGUGUUG...... 23 1033 
Subsequence 
Others 
.........CCGCCUGACACUAGGUCUCAACCU............................................ 24 100 
 
 
#asu-miR-87b 
AGAGUGCUCGACGCCUGGAACUUAGACUCAACCUCAGUGUAAUUGCGUAGGUGAGCAAAGUUUCAGGUGUUCGAGCGCCUUCU 
((.((((((((((((((((((((.(.((((.(((..((......))..)))))))).)))))))))))).))))))))))... 
Total sRNA: 5157488 shared 5' end with miRNA: 781657 shared 3' end with miRNA: 10154 
miRNA 
..................................................GUGAGCAAAGUUUCAGGUGUUC........... 22 4361118 
Shared 5' Terminus 
..................................................GUGAGCAAAGUUUCAGGU............... 18 18216 
..................................................GUGAGCAAAGUUUCAGGUG.............. 19 4841 
..................................................GUGAGCAAAGUUUCAGGUGU............. 20 30822 
..................................................GUGAGCAAAGUUUCAGGUGUU............ 21 680984 
..................................................GUGAGCAAAGUUUCAGGUGUUCG.......... 23 45108 
..................................................GUGAGCAAAGUUUCAGGUGUUCGA......... 24 1664 
Shared 3' Terminus 
......................................................GCAAAGUUUCAGGUGUUC........... 18 2996 
.....................................................AGCAAAGUUUCAGGUGUUC........... 19 965 
....................................................GAGCAAAGUUUCAGGUGUUC........... 20 554 
...................................................UGAGCAAAGUUUCAGGUGUUC........... 21 2032 
.................................................GGUGAGCAAAGUUUCAGGUGUUC........... 23 3572 
Subsequence 
...................................................UGAGCAAAGUUUCAGGUGUU............ 20 489 
.....................................................AGCAAAGUUUCAGGUGUU............ 18 111 
Others 
..........ACGCCUGGAACUUAGACUCAACCU................................................. 24 104 
...........CGCCUGGAACUUAGACUCAACC.................................................. 22 540 
...........CGCCUGGAACUUAGACUCAACCU................................................. 23 1779 
.................................................GGUGAGCAAAGUUUCAGGUGUU............ 22 718 
......................................................GCAAAGUUUCAGGUGUUCG.......... 19 166 
 
 
#asu-miR-92 
GACACAGUCAGGCCGAGUCGUCUGCAUUAUUCGGAAGCAGCAAACGGCAAUAUUGCACUCGUCCCGGCCUGAGUGCGCGUUCA 
(.(.((.((((((((.(.((..((((.(((.(....)..((.....)).))).))))..)).).)))))))).)).))..... 
Total sRNA: 17912 shared 5' end with miRNA: 1676 shared 3' end with miRNA: 106 
miRNA 
..................................................UAUUGCACUCGUCCCGGCCUGA........... 22 13005 
Shared 5' Terminus 
..................................................UAUUGCACUCGUCCCGGC............... 18 434 
..................................................UAUUGCACUCGUCCCGGCC.............. 19 98 
..................................................UAUUGCACUCGUCCCGGCCU............. 20 341 
..................................................UAUUGCACUCGUCCCGGCCUG............ 21 574 
..................................................UAUUGCACUCGUCCCGGCCUGAG.......... 23 218 
..................................................UAUUGCACUCGUCCCGGCCUGAGU......... 24 11 
Shared 3' Terminus 
......................................................GCACUCGUCCCGGCCUGA........... 18 10 
....................................................UUGCACUCGUCCCGGCCUGA........... 20 15 



...................................................AUUGCACUCGUCCCGGCCUGA........... 21 68 

.................................................AUAUUGCACUCGUCCCGGCCUGA........... 23 9 
Subsequence 
Others 
.........AGGCCGAGUCGUCUGCAU........................................................ 18 6 
.........AGGCCGAGUCGUCUGCAUU....................................................... 19 40 
.........AGGCCGAGUCGUCUGCAUUA...................................................... 20 34 
.........AGGCCGAGUCGUCUGCAUUAU..................................................... 21 664 
.........AGGCCGAGUCGUCUGCAUUAUU.................................................... 22 2294 
 
 
#asu-miR-100a-1 
GGCGGUAAACCCGUAGAUCCGAACUUGUGUUGUGUAUUUGGUAACGCAAUUCGCCUCUCGGGUGCAUCGCUGAUUAG 
((((((..(((((.(((..((((.((((((((.........))))))))))))..))))))))..))))))...... 
Total sRNA: 26254824 shared 5' end with miRNA: 12490303 shared 3' end with miRNA: 60351 
miRNA 
.......AACCCGUAGAUCCGAACUUGUGUU.............................................. 24 13669488 
Shared 5' Terminus 
.......AACCCGUAGAUCCGAACU.................................................... 18 15136 
.......AACCCGUAGAUCCGAACUU................................................... 19 14911 
.......AACCCGUAGAUCCGAACUUG.................................................. 20 6824 
.......AACCCGUAGAUCCGAACUUGU................................................. 21 164292 
.......AACCCGUAGAUCCGAACUUGUG................................................ 22 238228 
.......AACCCGUAGAUCCGAACUUGUGU............................................... 23 12030377 
.......AACCCGUAGAUCCGAACUUGUGUUG............................................. 25 19113 
.......AACCCGUAGAUCCGAACUUGUGUUGU............................................ 26 1374 
Shared 3' Terminus 
.............UAGAUCCGAACUUGUGUU.............................................. 18 1119 
............GUAGAUCCGAACUUGUGUU.............................................. 19 13262 
...........CGUAGAUCCGAACUUGUGUU.............................................. 20 23157 
..........CCGUAGAUCCGAACUUGUGUU.............................................. 21 7899 
.........CCCGUAGAUCCGAACUUGUGUU.............................................. 22 1213 
........ACCCGUAGAUCCGAACUUGUGUU.............................................. 23 3766 
......AAACCCGUAGAUCCGAACUUGUGUU.............................................. 25 9930 
Subsequence 
........ACCCGUAGAUCCGAACUUGUGU............................................... 22 2503 
.........CCCGUAGAUCCGAACUUGUGU............................................... 21 1124 
..........CCGUAGAUCCGAACUUGUG................................................ 19 103 
..........CCGUAGAUCCGAACUUGUGU............................................... 20 4013 
...........CGUAGAUCCGAACUUGUG................................................ 18 333 
...........CGUAGAUCCGAACUUGUGU............................................... 19 8612 
............GUAGAUCCGAACUUGUGU............................................... 18 8987 
Others 
......AAACCCGUAGAUCCGAACUUGUG................................................ 23 475 
......AAACCCGUAGAUCCGAACUUGUGU............................................... 24 6456 
............................................CGCAAUUCGCCUCUCGGGUGCA........... 22 1610 
 
 
#asu-miR-100a-2 
CGAUUCAUUGUGUACUGAAGCAGGGGUGUGUGCGGUCAACCCGUAGAUCCGAACUUGUGUUGGGUUUGGUAACAUGAGCUCGGCACUCGGGUAGACUGCGUCAUCCCAGCCCGCCACCCAAUGCCCG 
.....(((((.((..((..((.((((((...((((((.(((((.((..((((.((..(((((.......)))))..)).))))..))))))).))))))..)))))).)).))..)).))))).... 
Total sRNA: 26273001 shared 5' end with miRNA: 12489821 shared 3' end with miRNA: 51766 
miRNA 
.....................................AACCCGUAGAUCCGAACUUGUGUU.................................................................. 24 13669488 
Shared 5' Terminus 
.....................................AACCCGUAGAUCCGAACU........................................................................ 18 15136 
.....................................AACCCGUAGAUCCGAACUU....................................................................... 19 14911 
.....................................AACCCGUAGAUCCGAACUUG...................................................................... 20 6824 
.....................................AACCCGUAGAUCCGAACUUGU..................................................................... 21 164292 
.....................................AACCCGUAGAUCCGAACUUGUG.................................................................... 22 238228 
.....................................AACCCGUAGAUCCGAACUUGUGU................................................................... 23 12030377 
.....................................AACCCGUAGAUCCGAACUUGUGUUG................................................................. 25 1911
.....................................AACCCGUAGAUCCGAACUUGUGUUGG................................................................ 26 297 

3 

.....................................AACCCGUAGAUCCGAACUUGUGUUGGGU.............................................................. 28 114 

.....................................AACCCGUAGAUCCGAACUUGUGUUGGGUU............................................................. 29 137 

.....................................AACCCGUAGAUCCGAACUUGUGUUGGGUUU............................................................ 30 118 

.....................................AACCCGUAGAUCCGAACUUGUGUUGGGUUUG........................................................... 31 127 
Shared 3' Terminus 
...........................................UAGAUCCGAACUUGUGUU.................................................................. 18 1119 
..........................................GUAGAUCCGAACUUGUGUU.................................................................. 19 13262 
.........................................CGUAGAUCCGAACUUGUGUU.................................................................. 20 23157 
........................................CCGUAGAUCCGAACUUGUGUU.................................................................. 21 7899 
.......................................CCCGUAGAUCCGAACUUGUGUU.................................................................. 22 1213 
......................................ACCCGUAGAUCCGAACUUGUGUU.................................................................. 23 3766 
............
Subsequence 

........................CAACCCGUAGAUCCGAACUUGUGUU.................................................................. 25 1275 

......................................ACCCGUAGAUCCGAACUUGUGU................................................................... 22 2503 

.......................................CCCGUAGAUCCGAACUUGUGU................................................................... 21 1124 

........................................CCGUAGAUCCGAACUUGUG.................................................................... 19 103 

........................................CCGUAGAUCCGAACUUGUGU................................................................... 20 4013 

.........................................CGUAGAUCCGAACUUGUG.................................................................... 18 333 

.........................................CGUAGAUCCGAACUUGUGU................................................................... 19 8612 



.......
Others 

...................................GUAGAUCCGAACUUGUGU................................................................... 18 8987 

................GAAGCAGGGGUGUGUGCGGUC.......................................................................................... 21 32 

....................................CAACCCGUAGAUCCGAACUUGUGU................................................................... 24 1110 

........................................................................CAUGAGCUCGGCACUCGGGUAG................................. 22 794 

........................................................................CAUGAGCUCGGCACUCGGGUAGA................................ 23 19858 

.........................................................................AUGAGCUCGGCACUCGGGUAG................................. 21 192 

.........................................................................AUGAGCUCGGCACUCGGGUAGA................................ 22 7374 

..........................................................................UGAGCUCGGCACUCGGGUAGA................................ 21 3902 

...............................................................................................CUGCGUCAUCCCAGCCCGC............. 19 209 

...............................................................................................CUGCGUCAUCCCAGCCCGCC............ 20 652 

...............................................................................................CUGCGUCAUCCCAGCCCGCCA........... 21 296 

...............................................................................................CUGCGUCAUCCCAGCCCGCCACC......... 23 378 

..

 
.............................................................................................CUGCGUCAUCCCAGCCCGCCACCC........ 24 183 

 
#asu-miR-100b 
GCUCUCGGUCAACCCGUAGAUUCGAAUUUGUGUUUACAUAAUGGAAUAACACUGUUCGAUUCUCGGGUAGAUCGAAUGCU 
((..((((((.(((((.(((.((((((..(((((..(.....)....))))).)))))).)))))))).))))))..)). 
Total sRNA: 2129287 shared 5' end with miRNA: 549294 shared 3' end with miRNA: 6617 
miRNA 
..........AACCCGUAGAUUCGAAUUUGUGUU.............................................. 24 1569878 
Shared 5' Terminus 
..........AACCCGUAGAUUCGAAUU.................................................... 18 510 
..........AACCCGUAGAUUCGAAUUU................................................... 19 922 
..........AACCCGUAGAUUCGAAUUUG.................................................. 20 524 
..........AACCCGUAGAUUCGAAUUUGU................................................. 21 7750 
..........AACCCGUAGAUUCGAAUUUGUG................................................ 22 4713 
..........AACCCGUAGAUUCGAAUUUGUGU............................................... 23 443666 
..........AACCCGUAGAUUCGAAUUUGUGUUU............................................. 25 90653 
..........AACCCGUAGAUUCGAAUUUGUGUUUA............................................ 26 310 
Shared 3' Terminus 
................UAGAUUCGAAUUUGUGUU.............................................. 18 760 
...............GUAGAUUCGAAUUUGUGUU.............................................. 19 1532 
..............CGUAGAUUCGAAUUUGUGUU.............................................. 20 1758 
.............CCGUAGAUUCGAAUUUGUGUU.............................................. 21 639 
............CCCGUAGAUUCGAAUUUGUGUU.............................................. 22 180 
...........ACCCGUAGAUUCGAAUUUGUGUU.............................................. 23 737 
.........CAACCCGUAGAUUCGAAUUUGUGUU.............................................. 25 996 
Subsequence 
...........ACCCGUAGAUUCGAAUUUGUGU............................................... 22 196 
.............CCGUAGAUUCGAAUUUGUGU............................................... 20 157 
..............CGUAGAUUCGAAUUUGUGU............................................... 19 412 
...............GUAGAUUCGAAUUUGUGU............................................... 18 310 
Others 
.........CAACCCGUAGAUUCGAAUUUGUGU............................................... 24 618 
.........CAACCCGUAGAUUCGAAUUUGUGUUU............................................. 26 129 
..............CGUAGAUUCGAAUUUGUGUUU............................................. 21 141 
.................................................CACUGUUCGAUUCUCGGGUAGA......... 22 894 
 
 
#asu-miR-100c 
AGCCGGUGUGCGGUGUACCCGUAGCUCCGAAAUCGUGUCAGCAUUUGAAUACACGUUUCGUUGCUCGGGUGCCCUGCGCAUAUUUCCG 
..(((((((((((.(((((((.(((..(((((.(((((...(....)...))))))))))..)))))))))).))))))).....))) 
Total sRNA: 3790545 shared 5' end with miRNA: 91977 shared 3' end with miRNA: 11201 
miRNA 
...............UACCCGUAGCUCCGAAAUCGUGU.................................................. 23 3682744 
Shared 5' Terminus 
...............UACCCGUAGCUCCGAAAU....................................................... 18 1606 
...............UACCCGUAGCUCCGAAAUC...................................................... 19 7389 
...............UACCCGUAGCUCCGAAAUCG..................................................... 20 3914 
...............UACCCGUAGCUCCGAAAUCGU.................................................... 21 27696 
...............UACCCGUAGCUCCGAAAUCGUG................................................... 22 48906 
...............UACCCGUAGCUCCGAAAUCGUGUC................................................. 24 2225 
...............UACCCGUAGCUCCGAAAUCGUGUCA................................................ 25 114 
Shared 3' Terminus 
....................GUAGCUCCGAAAUCGUGU.................................................. 18 3980 
...................CGUAGCUCCGAAAUCGUGU.................................................. 19 4454 
..................CCGUAGCUCCGAAAUCGUGU.................................................. 20 1074 
.................CCCGUAGCUCCGAAAUCGUGU.................................................. 21 467 
................ACCCGUAGCUCCGAAAUCGUGU.................................................. 22 854 
..............GUACCCGUAGCUCCGAAAUCGUGU.................................................. 24 369 
Subsequence 
Others 
....................................................ACGUUUCGUUGCUCGGGUGC................ 20 213 



....................................................ACGUUUCGUUGCUCGGGUGCC............... 21 3900 
 
 
#asu-miR-100d 
GAUGGGCGGUGAACCCGUAUGCUGUUGGGUGUGUUGGGUUCGGUGACACGCUACGGUGUUCGGGUCCACCGAGGCGUC 
((((..(((((.(((((.(((((((..((((((((.........))))))))))))))).))))).)))))...)))) 
Total sRNA: 2518817 shared 5' end with miRNA: 664035 shared 3' end with miRNA: 13557 
miRNA 
...........AACCCGUAUGCUGUUGGGUGUGU............................................ 23 1837370 
Shared 5' Terminus 
...........AACCCGUAUGCUGUUGGG................................................. 18 1980 
...........AACCCGUAUGCUGUUGGGU................................................ 19 28601 
...........AACCCGUAUGCUGUUGGGUG............................................... 20 1388 
...........AACCCGUAUGCUGUUGGGUGU.............................................. 21 346435 
...........AACCCGUAUGCUGUUGGGUGUG............................................. 22 29059 
...........AACCCGUAUGCUGUUGGGUGUGUU........................................... 24 255728 
...........AACCCGUAUGCUGUUGGGUGUGUUG.......................................... 25 643 
...........AACCCGUAUGCUGUUGGGUGUGUUGG......................................... 26 107 
Shared 3' Terminus 
................GUAUGCUGUUGGGUGUGU............................................ 18 3912 
...............CGUAUGCUGUUGGGUGUGU............................................ 19 5789 
..............CCGUAUGCUGUUGGGUGUGU............................................ 20 2460 
.............CCCGUAUGCUGUUGGGUGUGU............................................ 21 384 
............ACCCGUAUGCUGUUGGGUGUGU............................................ 22 1003 
Subsequence 
..............CCGUAUGCUGUUGGGUGU.............................................. 18 650 
..............CCGUAUGCUGUUGGGUGUG............................................. 19 143 
...............CGUAUGCUGUUGGGUGUG............................................. 18 365 
Others 
............ACCCGUAUGCUGUUGGGUGUGUU........................................... 23 143 
..............CCGUAUGCUGUUGGGUGUGUU........................................... 21 527 
...............CGUAUGCUGUUGGGUGUGUU........................................... 20 788 
................GUAUGCUGUUGGGUGUGUU........................................... 19 450 
.................UAUGCUGUUGGGUGUGUU........................................... 18 108 
..............................................CACGCUACGGUGUUCGGGUCC........... 21 11 
 
 
#asu-miR-100e 
UGUGUGCGGUGAACCUGAGGACCGUAUGCUGUGUUUGGAUAGGUAACACGCAACGGUGUUCGGGUCCACUAAAGCAUCC 
.((((..((((.(((((((.(((((.(((.(((((.........))))))))))))).))))))).))))...)))).. 
Total sRNA: 724731 shared 5' end with miRNA: 319436 shared 3' end with miRNA: 5719 
miRNA 
...........AACCUGAGGACCGUAUGCUGUGUU............................................ 24 396545 
Shared 5' Terminus 
...........AACCUGAGGACCGUAUGC.................................................. 18 2302 
...........AACCUGAGGACCGUAUGCU................................................. 19 5305 
...........AACCUGAGGACCGUAUGCUG................................................ 20 2814 
...........AACCUGAGGACCGUAUGCUGU............................................... 21 7026 
...........AACCUGAGGACCGUAUGCUGUG.............................................. 22 7368 
...........AACCUGAGGACCGUAUGCUGUGU............................................. 23 261921 
...........AACCUGAGGACCGUAUGCUGUGUUU........................................... 25 32631 
Shared 3' Terminus 
.................AGGACCGUAUGCUGUGUU............................................ 18 119 
................GAGGACCGUAUGCUGUGUU............................................ 19 1045 
...............UGAGGACCGUAUGCUGUGUU............................................ 20 3479 
..............CUGAGGACCGUAUGCUGUGUU............................................ 21 779 
.............CCUGAGGACCGUAUGCUGUGUU............................................ 22 115 
............ACCUGAGGACCGUAUGCUGUGUU............................................ 23 177 
Subsequence 
............ACCUGAGGACCGUAUGCUGUGU............................................. 22 124 
..............CUGAGGACCGUAUGCUGUGU............................................. 20 342 
...............UGAGGACCGUAUGCUGUGU............................................. 19 1038 
................GAGGACCGUAUGCUGUGU............................................. 18 368 
Others 
.........UGAACCUGAGGACCGUAUGCUGUGU............................................. 25 117 
...............UGAGGACCGUAUGCUGUGUUU........................................... 21 167 
..............................................CACGCAACGGUGUUCGGGUCCA........... 22 348 
 
 
 
 



#asu-miR-124 
UUUGCGACACGCCUUCACCGGUGACUUUGGUGUGAAGCAGCCUACUAAGGCACGCGGUGAAUGCCAAUCGCUCUUG 
...((((...((.((((((((((.((((((((.(......).))))))))))).))))))).))...))))..... 
Total sRNA: 40873 shared 5' end with miRNA: 14305 shared 3' end with miRNA: 123 
miRNA 
.............................................UAAGGCACGCGGUGAAUGCCA.......... 21 26085 
Shared 5' Terminus 
.............................................UAAGGCACGCGGUGAAUG............. 18 1444 
.............................................UAAGGCACGCGGUGAAUGC............ 19 363 
.............................................UAAGGCACGCGGUGAAUGCC........... 20 1327 
.............................................UAAGGCACGCGGUGAAUGCCAA......... 22 10919 
.............................................UAAGGCACGCGGUGAAUGCCAAU........ 23 252 
Shared 3' Terminus 
................................................GGCACGCGGUGAAUGCCA.......... 18 13 
............................................CUAAGGCACGCGGUGAAUGCCA.......... 22 95 
Subsequence 
Others 
.........CGCCUUCACCGGUGACUUUGGU............................................. 22 33 
............................................CUAAGGCACGCGGUGAAU.............. 18 16 
............................................CUAAGGCACGCGGUGAAUG............. 19 11 
............................................CUAAGGCACGCGGUGAAUGC............ 20 9 
............................................CUAAGGCACGCGGUGAAUGCC........... 21 21 
............................................CUAAGGCACGCGGUGAAUGCCAA......... 23 88 
.................................................GCACGCGGUGAAUGCCAA......... 18 128 
 
 
#asu-miR-133 
CCGUUCACGUACCUGGUUGUAGCCGAGCCAAAUUGUGUUUAGUGUAUCAAUUGGUCCCCUUCAACCAGCUACGAAAAGCG 
.((((..((((.(((((((.((..(..((((.(((............)))))))..).)).))))))).))))...)))) 
Total sRNA: 39520 shared 5' end with miRNA: 6780 shared 3' end with miRNA: 283 
miRNA 
.................................................AUUGGUCCCCUUCAACCAGCUA......... 22 13117 
Shared 5' Terminus 
.................................................AUUGGUCCCCUUCAACCA............. 18 19 
.................................................AUUGGUCCCCUUCAACCAG............ 19 79 
.................................................AUUGGUCCCCUUCAACCAGC........... 20 69 
.................................................AUUGGUCCCCUUCAACCAGCU.......... 21 6602 
.................................................AUUGGUCCCCUUCAACCAGCUAC........ 23 11 
Shared 3' Terminus 
.....................................................GUCCCCUUCAACCAGCUA......... 18 21 
....................................................GGUCCCCUUCAACCAGCUA......... 19 6 
..................................................UUGGUCCCCUUCAACCAGCUA......... 21 251 
Subsequence 
..................................................UUGGUCCCCUUCAACCAGCU.......... 20 102 
Others 
...........CCUGGUUGUAGCCGAGCC................................................... 18 109 
...........CCUGGUUGUAGCCGAGCCA.................................................. 19 48 
...........CCUGGUUGUAGCCGAGCCAA................................................. 20 56 
...........CCUGGUUGUAGCCGAGCCAAA................................................ 21 217 
...........CCUGGUUGUAGCCGAGCCAAAU............................................... 22 727 
...........CCUGGUUGUAGCCGAGCCAAAUU.............................................. 23 6136 
...........CCUGGUUGUAGCCGAGCCAAAUUG............................................. 24 10637 
...........CCUGGUUGUAGCCGAGCCAAAUUGU............................................ 25 999 
...........CCUGGUUGUAGCCGAGCCAAAUUGUG........................................... 26 16 
...........CCUGGUUGUAGCCGAGCCAAAUUGUGU.......................................... 27 6 
............CUGGUUGUAGCCGAGCCAAAU............................................... 21 5 
............CUGGUUGUAGCCGAGCCAAAUU.............................................. 22 17 
............CUGGUUGUAGCCGAGCCAAAUUG............................................. 23 35 
............CUGGUUGUAGCCGAGCCAAAUUGU............................................ 24 6 
..............GGUUGUAGCCGAGCCAAAUUG............................................. 21 6 
...............GUUGUAGCCGAGCCAAAUU.............................................. 19 19 
...............GUUGUAGCCGAGCCAAAUUG............................................. 20 18 
...............GUUGUAGCCGAGCCAAAUUGU............................................ 21 5 
................UUGUAGCCGAGCCAAAUU.............................................. 18 6 
................UUGUAGCCGAGCCAAAUUG............................................. 19 15 
.................UGUAGCCGAGCCAAAUUG............................................. 18 6 
..................GUAGCCGAGCCAAAUUGU............................................ 18 5 
.........................AGCCAAAUUGUGUUUAGUGUA.................................. 21 8 
 
 
 



#asu-miR-137 
AGCAAAAGGUAUUCUCCGGUAAUGACAUAGUGCAUUGAAAGCUGUUAUUGCUUGAGAAUACAAAUUGUUGUCCGGC 
(((((...((((((((.((((((((((....((.......)))))))))))).))))))))...)))))....... 
Total sRNA: 5713 shared 5' end with miRNA: 202 shared 3' end with miRNA: 12 
miRNA 
............................................UUAUUGCUUGAGAAUACAAAU........... 21 5447 
Shared 5' Terminus 
............................................UUAUUGCUUGAGAAUACA.............. 18 6 
............................................UUAUUGCUUGAGAAUACAA............. 19 13 
............................................UUAUUGCUUGAGAAUACAAA............ 20 96 
............................................UUAUUGCUUGAGAAUACAAAUU.......... 22 87 
Shared 3' Terminus 
..............................................AUUGCUUGAGAAUACAAAU........... 19 3 
.............................................UAUUGCUUGAGAAUACAAAU........... 20 4 
...........................................GUUAUUGCUUGAGAAUACAAAU........... 22 2 
..........................................UGUUAUUGCUUGAGAAUACAAAU........... 23 3 
Subsequence 
Others 
......AGGUAUUCUCCGGUAAUGACA................................................. 21 30 
......AGGUAUUCUCCGGUAAUGACAU................................................ 22 9 
.........................................CUGUUAUUGCUUGAGAAUACAAA............ 23 7 
 
 
#asu-miR-184 
UGAUUUUGAGUGCUUAUCAGCUGCCAGCCCUGUUGCAACUUGAAACUGGACGGAAGACUGAUAAGAGCCUCAAUUUUGCCC 
.((..(((((..((((((((((.((..((..(((.(.....).))).))..)).)).))))))))...)))))..)).... 
Total sRNA: 9876 shared 5' end with miRNA: 4619 shared 3' end with miRNA: 21 
miRNA 
..............................................UGGACGGAAGACUGAUAAGAGC............. 22 5145 
Shared 5' Terminus 
..............................................UGGACGGAAGACUGAUAA................. 18 5 
..............................................UGGACGGAAGACUGAUAAG................ 19 17 
..............................................UGGACGGAAGACUGAUAAGA............... 20 157 
..............................................UGGACGGAAGACUGAUAAGAG.............. 21 469 
..............................................UGGACGGAAGACUGAUAAGAGCC............ 23 2663 
..............................................UGGACGGAAGACUGAUAAGAGCCU........... 24 1295 
..............................................UGGACGGAAGACUGAUAAGAGCCUC.......... 25 13 
Shared 3' Terminus 
..................................................CGGAAGACUGAUAAGAGC............. 18 2 
................................................GACGGAAGACUGAUAAGAGC............. 20 4 
.............................................CUGGACGGAAGACUGAUAAGAGC............. 23 13 
Subsequence 
Others 
..........UGCUUAUCAGCUGCCAGCCCUGU................................................ 23 12 
..........UGCUUAUCAGCUGCCAGCCCUGUU............................................... 24 5 
...........GCUUAUCAGCUGCCAGCCCUGUU............................................... 23 3 
.............................................CUGGACGGAAGACUGAUAAG................ 20 2 
.............................................CUGGACGGAAGACUGAUAAGAGCC............ 24 38 
...............................................GGACGGAAGACUGAUAAGAGCC............ 22 4 
...............................................GGACGGAAGACUGAUAAGAGCCU........... 23 6 
...................................................GGAAGACUGAUAAGAGCC............ 18 2 
...................................................GGAAGACUGAUAAGAGCCU........... 19 8 
 
 
#asu-miR-228 
CGUACACUCAAUGGCACUAGAUGAAUUCACGGUCCUUUUUGCUGUUCCGUGUAUUCACCAGUUCCAUAGAGUUGCGUUGGC 
((((.((((.((((.(((.(.(((((.(((((..(........)..))))).)))))).))).)))).))))))))..... 
Total sRNA: 107629 shared 5' end with miRNA: 22084 shared 3' end with miRNA: 449 
miRNA 
.........AAUGGCACUAGAUGAAUUCACGG................................................. 23 84630 
Shared 5' Terminus 
.........AAUGGCACUAGAUGAAUU...................................................... 18 99 
.........AAUGGCACUAGAUGAAUUC..................................................... 19 64 
.........AAUGGCACUAGAUGAAUUCA.................................................... 20 284 
.........AAUGGCACUAGAUGAAUUCAC................................................... 21 330 
.........AAUGGCACUAGAUGAAUUCACG.................................................. 22 15979 
.........AAUGGCACUAGAUGAAUUCACGGU................................................ 24 5323 
Shared 3' Terminus 
..............CACUAGAUGAAUUCACGG................................................. 18 155 
.............GCACUAGAUGAAUUCACGG................................................. 19 61 
............GGCACUAGAUGAAUUCACGG................................................. 20 77 



..........AUGGCACUAGAUGAAUUCACGG................................................. 22 104 

........CAAUGGCACUAGAUGAAUUCACGG................................................. 24 34 
Subsequence 
............GGCACUAGAUGAAUUCACG.................................................. 19 34 
Others 
..........AUGGCACUAGAUGAAUUCACGGU................................................ 23 224 
.................................................UGUAUUCACCAGUUCCAUAGAG.......... 22 12 
 
 
#asu-miR-236 
UGUUGAUUGGCUGUCGUCCUACCUGCAAGUUAUUAGAGUGAAUAAUGACGUCUAAUACUGUCAGGUAAUGACGACAGCUUGUCC 
....(((.((((((((((.((((((..(((.((((((((........)).)))))))))..))))))..)))))))))).))). 
Total sRNA: 89106 shared 5' end with miRNA: 4147 shared 3' end with miRNA: 180 
miRNA 
....................................................UAAUACUGUCAGGUAAUGACGA.......... 22 84733 
Shared 5' Terminus 
....................................................UAAUACUGUCAGGUAAUG.............. 18 71 
....................................................UAAUACUGUCAGGUAAUGA............. 19 40 
....................................................UAAUACUGUCAGGUAAUGAC............ 20 73 
....................................................UAAUACUGUCAGGUAAUGACG........... 21 3621 
....................................................UAAUACUGUCAGGUAAUGACGAC......... 23 338 
Shared 3' Terminus 
........................................................ACUGUCAGGUAAUGACGA.......... 18 71 
.....................................................AAUACUGUCAGGUAAUGACGA.......... 21 36 
...................................................CUAAUACUGUCAGGUAAUGACGA.......... 23 37 
Subsequence 
Others 
...............GUCCUACCUGCAAGUUAUUAGA............................................... 22 1 
 
 
#asu-miR-250 
GACGGCAUCUAACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUCGAAUCACAGCCAAACUGUUGGUUAGGUUCAGUU 
(((.(.(((((((..((((((..((((.(((.(((((...)))..)).)))))))...))))))..))))))).).))) 
Total sRNA: 14264 shared 5' end with miRNA: 552 shared 3' end with miRNA: 57 
miRNA 
...............................................AAUCACAGCCAAACUGUUGGUUA......... 23 10049 
Shared 5' Terminus 
...............................................AAUCACAGCCAAACUGUU.............. 18 4 
...............................................AAUCACAGCCAAACUGUUG............. 19 23 
...............................................AAUCACAGCCAAACUGUUGGU........... 21 58 
...............................................AAUCACAGCCAAACUGUUGGUU.......... 22 374 
...............................................AAUCACAGCCAAACUGUUGGUUAG........ 24 92 
Shared 3' Terminus 
....................................................CAGCCAAACUGUUGGUUA......... 18 6 
...................................................ACAGCCAAACUGUUGGUUA......... 19 34 
................................................AUCACAGCCAAACUGUUGGUUA......... 22 14 
Subsequence 
...................................................ACAGCCAAACUGUUGGUU.......... 18 5 
Others 
..........AACUGGCAGUUGACUGUUGAUCCG............................................. 24 4 
...........ACUGGCAGUUGACUGUUG.................................................. 18 8 
...........ACUGGCAGUUGACUGUUGA................................................. 19 28 
...........ACUGGCAGUUGACUGUUGAU................................................ 20 40 
...........ACUGGCAGUUGACUGUUGAUC............................................... 21 26 
...........ACUGGCAGUUGACUGUUGAUCC.............................................. 22 184 
...........ACUGGCAGUUGACUGUUGAUCCG............................................. 23 2967 
...........ACUGGCAGUUGACUGUUGAUCCGU............................................ 24 98 
...........ACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUC................................. 35 10 
...........ACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUCG................................ 36 7 
............CUGGCAGUUGACUGUUGAUCCG............................................. 22 42 
.............UGGCAGUUGACUGUUGAUCCG............................................. 21 16 
......................ACUGUUGAUCCGUCGUAUCGAA................................... 22 8 
......................ACUGUUGAUCCGUCGUAUCGAAU.................................. 23 10 
.......................CUGUUGAUCCGUCGUAUCGA.................................... 20 8 
.......................CUGUUGAUCCGUCGUAUCGAA................................... 21 31 
.......................CUGUUGAUCCGUCGUAUCGAAU.................................. 22 44 
........................UGUUGAUCCGUCGUAUCGAAUCG................................ 23 4 
 
 
 
 



#asu-miR-252 
GGGACCAGCCUAAGUAGUAGUGCCGCAGGUAACAUGACUUGGGAUUACCUGCUCCCUGCUGCUUAACUUGGUACCGCUUUACG 
((.(((((..((((((((((.(..((((((((((.....))...))))))))..)))))))))))..))))).))........ 
Total sRNA: 358 shared 5' end with miRNA: 13 shared 3' end with miRNA: 4 
miRNA 
.........CUAAGUAGUAGUGCCGCAGGUAA................................................... 23 339 
Shared 5' Terminus 
.........CUAAGUAGUAGUGCCGCA........................................................ 18 3 
.........CUAAGUAGUAGUGCCGCAG....................................................... 19 2 
.........CUAAGUAGUAGUGCCGCAGGU..................................................... 21 3 
.........CUAAGUAGUAGUGCCGCAGGUA.................................................... 22 5 
Shared 3' Terminus 
..........UAAGUAGUAGUGCCGCAGGUAA................................................... 22 4 
Subsequence 
Others 
..............................................ACCUGCUCCCUGCUGCUUAACU............... 22 1 
 
 
#asu-miR-279a 
CAUUGCCACAUUCUUUGCUGGGCAUGGCUCUAUGUCAUGCUAUCUAGUUUCAUGACUAGAUCCAUACUCAGCUAGGGGUGUG 
......(((((((((.((((((.((((.((((.((((((..((...))..)))))))))).)))).)))))).))))))))) 
Total sRNA: 5484173 shared 5' end with miRNA: 30653 shared 3' end with miRNA: 15800 
miRNA 
....................................................UGACUAGAUCCAUACUCAGCU......... 21 5436217 
Shared 5' Terminus 
....................................................UGACUAGAUCCAUACUCA............ 18 208 
....................................................UGACUAGAUCCAUACUCAG........... 19 2987 
....................................................UGACUAGAUCCAUACUCAGC.......... 20 10441 
....................................................UGACUAGAUCCAUACUCAGCUA........ 22 16711 
....................................................UGACUAGAUCCAUACUCAGCUAG....... 23 304 
Shared 3' Terminus 
.......................................................CUAGAUCCAUACUCAGCU......... 18 1809 
......................................................ACUAGAUCCAUACUCAGCU......... 19 1319 
.....................................................GACUAGAUCCAUACUCAGCU......... 20 1168 
...................................................AUGACUAGAUCCAUACUCAGCU......... 22 11431 
Subsequence 
Others 
.................CUGGGCAUGGCUCUAUGU............................................... 18 338 
.................CUGGGCAUGGCUCUAUGUCAUG........................................... 22 432 
...................................................AUGACUAGAUCCAUACUCAGC.......... 21 152 
 
 
#asu-miR-279b 
AUUCGGCGUCACUGGAACUGGUUUGCAGUCUAGUGCAUGCAAUAUGAAGUCAUGACUAGACUGAUAACCAGCUCUAGUUUCGUUC 
....((((..((((((.((((((..(((((((((.(((((........).)))))))))))))..)))))).))))))..)))). 
Total sRNA: 1709827 shared 5' end with miRNA: 30869 shared 3' end with miRNA: 4070 
miRNA 
....................................................UGACUAGACUGAUAACCAGCUC........... 22 1650149 
Shared 5' Terminus 
....................................................UGACUAGACUGAUAACCA............... 18 2524 
....................................................UGACUAGACUGAUAACCAG.............. 19 865 
....................................................UGACUAGACUGAUAACCAGC............. 20 1568 
....................................................UGACUAGACUGAUAACCAGCU............ 21 23687 
....................................................UGACUAGACUGAUAACCAGCUCU.......... 23 2222 
Shared 3' Terminus 
........................................................UAGACUGAUAACCAGCUC........... 18 995 
.......................................................CUAGACUGAUAACCAGCUC........... 19 719 
......................................................ACUAGACUGAUAACCAGCUC........... 20 827 
.....................................................GACUAGACUGAUAACCAGCUC........... 21 1322 
...................................................AUGACUAGACUGAUAACCAGCUC........... 23 192 
Subsequence 
Others 
...............AACUGGUUUGCAGUCUAGUGCAU............................................... 23 150 
...............AACUGGUUUGCAGUCUAGUGCAUG.............................................. 24 120 
................ACUGGUUUGCAGUCUAGU................................................... 18 766 
................ACUGGUUUGCAGUCUAGUGC................................................. 20 356 
................ACUGGUUUGCAGUCUAGUGCA................................................ 21 303 
................ACUGGUUUGCAGUCUAGUGCAU............................................... 22 14419 
................ACUGGUUUGCAGUCUAGUGCAUG.............................................. 23 7993 
 
 



#asu-miR-279c 
UUACUGGGCGUCACUGGAGCUGGCUUACCGUCUAGUGCAUGUAAUGUGAAAUCAUGACUAGACUGGUAACCUGCUCUAGUUUCGUUCCU 
.....(((((..((((((((.((.((((((((((((.((((...........))))))))))).))))))).))))))))..))))).. 
Total sRNA: 1161787 shared 5' end with miRNA: 91574 shared 3' end with miRNA: 1607 
miRNA 
......................................................UGACUAGACUGGUAACCUGCUC............. 22 1066048 
Shared 5' Terminus 
......................................................UGACUAGACUGGUAACCU................. 18 3767 
......................................................UGACUAGACUGGUAACCUG................ 19 3201 
......................................................UGACUAGACUGGUAACCUGC............... 20 3575 
......................................................UGACUAGACUGGUAACCUGCU.............. 21 68507 
......................................................UGACUAGACUGGUAACCUGCUCU............ 23 12462 
Shared 3' Terminus 
..........................................................UAGACUGGUAACCUGCUC............. 18 367 
.........................................................CUAGACUGGUAACCUGCUC............. 19 320 
........................................................ACUAGACUGGUAACCUGCUC............. 20 243 
.......................................................GACUAGACUGGUAACCUGCUC............. 21 440 
.....................................................AUGACUAGACUGGUAACCUGCUC............. 23 223 
Subsequence 
Others 
UUACUGGGCGUCACUGGA....................................................................... 18 454 
..................GCUGGCUUACCGUCUAGUGCAU................................................. 22 816 
..................GCUGGCUUACCGUCUAGUGCAUG................................................ 23 247 
 
 
#asu-miR-375 
GUUUUCACUCUUCGCAAGCGAACUGAUCAAAACCCACACUCGGUGACGGACGUUUUGUUCGUUUUGCUUGCGAUCAGUGCGAGCGUAC 
((((.((((..(((((((((((.(((.((((((......(((....)))..)))))).))).)))))))))))..)))).)))).... 
Total sRNA: 549888 shared 5' end with miRNA: 107381 shared 3' end with miRNA: 3132 
miRNA 
.....................................................UUUGUUCGUUUUGCUUGCGAUCA............ 23 398062 
Shared 5' Terminus 
.....................................................UUUGUUCGUUUUGCUUGC................. 18 516 
.....................................................UUUGUUCGUUUUGCUUGCG................ 19 1364 
.....................................................UUUGUUCGUUUUGCUUGCGA............... 20 2096 
.....................................................UUUGUUCGUUUUGCUUGCGAU.............. 21 24162 
.....................................................UUUGUUCGUUUUGCUUGCGAUC............. 22 78858 
.....................................................UUUGUUCGUUUUGCUUGCGAUCAG........... 24 340 
Shared 3' Terminus 
..........................................................UCGUUUUGCUUGCGAUCA............ 18 608 
.........................................................UUCGUUUUGCUUGCGAUCA............ 19 718 
......................................................UUGUUCGUUUUGCUUGCGAUCA............ 22 1584 
....................................................UUUUGUUCGUUUUGCUUGCGAUCA............ 24 148 
Subsequence 
......................................................UUGUUCGUUUUGCUUGCGAU.............. 20 108 
......................................................UUGUUCGUUUUGCUUGCGAUC............. 21 435 
Others 
..........UUCGCAAGCGAACUGAUC............................................................ 18 280 
..........UUCGCAAGCGAACUGAUCA........................................................... 19 132 
..........UUCGCAAGCGAACUGAUCAA.......................................................... 20 188 
..........UUCGCAAGCGAACUGAUCAAA......................................................... 21 1453 
..........UUCGCAAGCGAACUGAUCAAAA........................................................ 22 10691 
..........UUCGCAAGCGAACUGAUCAAAAC....................................................... 23 27361 
....................................................UUUUGUUCGUUUUGCUUGCGAUC............. 23 164 
 
 
#asu-miR-750 
UGGCAGUUGGAGGUUAGAUCUCGGGCAGAGCAUAUUCGGUUAUGCCAGAUCUAUUACUUCCAACUGACAUCGACUCGU 
((.((((((((((((((((((..((((.(((.......))).)))))))))))..))))))))))).))......... 
Total sRNA: 80018 shared 5' end with miRNA: 9161 shared 3' end with miRNA: 489 
miRNA 
............................................CCAGAUCUAUUACUUCCAACUGA........... 23 56799 
Shared 5' Terminus 
............................................CCAGAUCUAUUACUUCCA................ 18 267 
............................................CCAGAUCUAUUACUUCCAA............... 19 1052 
............................................CCAGAUCUAUUACUUCCAAC.............. 20 215 
............................................CCAGAUCUAUUACUUCCAACU............. 21 886 
............................................CCAGAUCUAUUACUUCCAACUG............ 22 6716 
Shared 3' Terminus 
.................................................UCUAUUACUUCCAACUGA........... 18 68 
................................................AUCUAUUACUUCCAACUGA........... 19 22 



...............................................GAUCUAUUACUUCCAACUGA........... 20 61 

..............................................AGAUCUAUUACUUCCAACUGA........... 21 21 

.............................................CAGAUCUAUUACUUCCAACUGA........... 22 316 
Subsequence 
.............................................CAGAUCUAUUACUUCCAACUG............ 21 24 
Others 
....AGUUGGAGGUUAGAUCUC........................................................ 18 19 
....AGUUGGAGGUUAGAUCUCG....................................................... 19 148 
....AGUUGGAGGUUAGAUCUCGG...................................................... 20 491 
....AGUUGGAGGUUAGAUCUCGGG..................................................... 21 984 
....AGUUGGAGGUUAGAUCUCGGGC.................................................... 22 1450 
....AGUUGGAGGUUAGAUCUCGGGCA................................................... 23 10296 
....AGUUGGAGGUUAGAUCUCGGGCAG.................................................. 24 41 
......UUGGAGGUUAGAUCUCGGGCA................................................... 21 21 
 
 
#asu-miR-791 
GCUUGUUGGGGUGCUGGUCUGCUCCGUGUCCAAAGUUAUGUAUAGUCACUUUGGCACUCUCCAGGCCUGCACACUACAGCCUU 
(((.((.((.((((.((((((....(((.(((((((.((.....)).))))))))))....)))))).)))).)))))))... 
Total sRNA: 27404 shared 5' end with miRNA: 1205 shared 3' end with miRNA: 114 
miRNA 
.................................................UUUGGCACUCUCCAGGCCUGCA............ 22 15738 
Shared 5' Terminus 
.................................................UUUGGCACUCUCCAGGCC................ 18 40 
.................................................UUUGGCACUCUCCAGGCCU............... 19 43 
.................................................UUUGGCACUCUCCAGGCCUG.............. 20 90 
.................................................UUUGGCACUCUCCAGGCCUGC............. 21 917 
.................................................UUUGGCACUCUCCAGGCCUGCAC........... 23 110 
Shared 3' Terminus 
.....................................................GCACUCUCCAGGCCUGCA............ 18 21 
..................................................UUGGCACUCUCCAGGCCUGCA............ 21 34 
................................................CUUUGGCACUCUCCAGGCCUGCA............ 23 51 
Subsequence 
Others 
.............CUGGUCUGCUCCGUGUCC.................................................... 18 21 
.............CUGGUCUGCUCCGUGUCCA................................................... 19 9 
.............CUGGUCUGCUCCGUGUCCAAA................................................. 21 25 
.............CUGGUCUGCUCCGUGUCCAAAG................................................ 22 229 
.............CUGGUCUGCUCCGUGUCCAAAGU............................................... 23 6477 
.............CUGGUCUGCUCCGUGUCCAAAGUU.............................................. 24 2498 
.............CUGGUCUGCUCCGUGUCCAAAGUUA............................................. 25 31 
..............UGGUCUGCUCCGUGUCCAAAG................................................ 21 6 
..............UGGUCUGCUCCGUGUCCAAAGU............................................... 22 238 
..............UGGUCUGCUCCGUGUCCAAAGUU.............................................. 23 391 
..............UGGUCUGCUCCGUGUCCAAAGUUA............................................. 24 7 
................................................CUUUGGCACUCUCCAGGCCU............... 20 6 
................................................CUUUGGCACUCUCCAGGCCUG.............. 21 11 
................................................CUUUGGCACUCUCCAGGCCUGC............. 22 49 
..................................................UUGGCACUCUCCAGGCCUGCAC........... 22 10 
 
 
#asu-miR-993 
CGGAUGGUUUACCCUGUAGAAGCGUGUUUAUCUGCACAUUUCAAAAUAAGCUCGUCUCUACAGGCAGGACCUUCCAG 
.(((.(((((..((((((((..((.((((((..............)))))).))..))))))))..))))).))).. 
Total sRNA: 150316 shared 5' end with miRNA: 55772 shared 3' end with miRNA: 2773 
miRNA 
..............................................UAAGCUCGUCUCUACAGGCAGG......... 22 86343 
Shared 5' Terminus 
..............................................UAAGCUCGUCUCUACAGG............. 18 1377 
..............................................UAAGCUCGUCUCUACAGGC............ 19 2139 
..............................................UAAGCUCGUCUCUACAGGCA........... 20 3852 
..............................................UAAGCUCGUCUCUACAGGCAG.......... 21 3866 
..............................................UAAGCUCGUCUCUACAGGCAGGA........ 23 44491 
..............................................UAAGCUCGUCUCUACAGGCAGGAC....... 24 46 
Shared 3' Terminus 
..................................................CUCGUCUCUACAGGCAGG......... 18 479 
...............................................AAGCUCGUCUCUACAGGCAGG......... 21 29 
.............................................AUAAGCUCGUCUCUACAGGCAGG......... 23 2235 
Subsequence 
Others 
.........UACCCUGUAGAAGCGUGUUUAU.............................................. 22 420 



.........UACCCUGUAGAAGCGUGUUUAUC............................................. 23 168 

.........UACCCUGUAGAAGCGUGUUUAUCU............................................ 24 42 

..........ACCCUGUAGAAGCGUGUUUA............................................... 20 48 

..........ACCCUGUAGAAGCGUGUUUAU.............................................. 21 739 

..........ACCCUGUAGAAGCGUGUUUAUC............................................. 22 1455 

..........ACCCUGUAGAAGCGUGUUUAUCU............................................ 23 1249 

.............................................AUAAGCUCGUCUCUACAGGCA........... 21 103 

.............................................AUAAGCUCGUCUCUACAGGCAG.......... 22 439 

.............................................AUAAGCUCGUCUCUACAGGCAGGA........ 24 430 

...............................................AAGCUCGUCUCUACAGGCAGGA........ 22 42 
 
 
#asu-miR-1175 
GACGGUCAAAAAAGUGGAGGAUUGGGUCUGCACUGAAUGACAUGGCAUAGUGAGAUUCUCAUUCCUCCAUUUUAGCUGCCU 
...(((....(((((((((((.(((((((.((((..(((......))))))))))..)))).)))))))))))....))). 
Total sRNA: 8793 shared 5' end with miRNA: 454 shared 3' end with miRNA: 58 
miRNA 
...........AAGUGGAGGAUUGGGUCUGCACU............................................... 23 7009 
Shared 5' Terminus 
...........AAGUGGAGGAUUGGGUCU.................................................... 18 16 
...........AAGUGGAGGAUUGGGUCUG................................................... 19 9 
...........AAGUGGAGGAUUGGGUCUGC.................................................. 20 23 
...........AAGUGGAGGAUUGGGUCUGCA................................................. 21 69 
...........AAGUGGAGGAUUGGGUCUGCAC................................................ 22 320 
...........AAGUGGAGGAUUGGGUCUGCACUG.............................................. 24 3 
...........AAGUGGAGGAUUGGGUCUGCACUGAAUGACAUGGCAUAG............................... 39 10 
Shared 3' Terminus 
...............GGAGGAUUGGGUCUGCACU............................................... 19 8 
..............UGGAGGAUUGGGUCUGCACU............................................... 20 7 
.............GUGGAGGAUUGGGUCUGCACU............................................... 21 3 
............AGUGGAGGAUUGGGUCUGCACU............................................... 22 22 
..........AAAGUGGAGGAUUGGGUCUGCACU............................................... 24 17 
Subsequence 
Others 
..................................................UGAGAUUCUCAUUCCUCC............. 18 60 
..................................................UGAGAUUCUCAUUCCUCCA............ 19 97 
..................................................UGAGAUUCUCAUUCCUCCAU........... 20 95 
..................................................UGAGAUUCUCAUUCCUCCAUU.......... 21 258 
..................................................UGAGAUUCUCAUUCCUCCAUUU......... 22 706 
..................................................UGAGAUUCUCAUUCCUCCAUUUU........ 23 6 
 
 
#asu-miR-1822 
UCCUAGCGUACGUCUUUCAUUCGGUUCAGCUAUCGGUGAAUUUCGCUCCGAGCUGCCCUAUGAAGGACUGUCGCUAUUACG 
...(((((.(((((((((((..((..(((((...((((.....))))...)))))))..))))))))).)))))))..... 
Total sRNA: 19239 shared 5' end with miRNA: 137 shared 3' end with miRNA: 297 
miRNA 
.................................................GAGCUGCCCUAUGAAGGACUGU.......... 22 18540 
Shared 5' Terminus 
.................................................GAGCUGCCCUAUGAAGGA.............. 18 47 
.................................................GAGCUGCCCUAUGAAGGACU............ 20 9 
.................................................GAGCUGCCCUAUGAAGGACUG........... 21 38 
.................................................GAGCUGCCCUAUGAAGGACUGUC......... 23 37 
Shared 3' Terminus 
.....................................................UGCCCUAUGAAGGACUGU.......... 18 242 
....................................................CUGCCCUAUGAAGGACUGU.......... 19 28 
..................................................AGCUGCCCUAUGAAGGACUGU.......... 21 11 
................................................CGAGCUGCCCUAUGAAGGACUGU.......... 23 13 
Subsequence 
Others 
..........CGUCUUUCAUUCGGUUCAG.................................................... 19 76 
..........CGUCUUUCAUUCGGUUCAGCUAUC............................................... 24 8 
..........CGUCUUUCAUUCGGUUCAGCUAUCG.............................................. 25 35 
..........CGUCUUUCAUUCGGUUCAGCUAUCGG............................................. 26 108 
..........CGUCUUUCAUUCGGUUCAGCUAUCGGU............................................ 27 20 
 
 
#asu-miR-5342 
UGACUUGAGUGCAUUACUCGUCAACCAGUAAUAUUAUGUUUUAAUGACCAUAAUAUCACUGGCUUACGGGAAAUGGCCUUUGGU 
..(((.(((..((((.(((((...(((((.((((((((.((....)).)))))))).)))))...))))).))))..))).))) 
Total sRNA: 174961 shared 5' end with miRNA: 35814 shared 3' end with miRNA: 9237 



miRNA 
..................................................UAAUAUCACUGGCUUACGGGAAA........... 23 122176 
Shared 5' Terminus 
..................................................UAAUAUCACUGGCUUACG................ 18 127 
..................................................UAAUAUCACUGGCUUACGGG.............. 20 47 
..................................................UAAUAUCACUGGCUUACGGGA............. 21 1591 
..................................................UAAUAUCACUGGCUUACGGGAA............ 22 33172 
..................................................UAAUAUCACUGGCUUACGGGAAAU.......... 24 847 
Shared 3' Terminus 
.......................................................UCACUGGCUUACGGGAAA........... 18 88 
......................................................AUCACUGGCUUACGGGAAA........... 19 97 
....................................................AUAUCACUGGCUUACGGGAAA........... 21 8030 
...................................................AAUAUCACUGGCUUACGGGAAA........... 22 989 
Subsequence 
...................................................AAUAUCACUGGCUUACGGGAA............ 21 287 
....................................................AUAUCACUGGCUUACGGGA............. 19 105 
....................................................AUAUCACUGGCUUACGGGAA............ 20 1866 
Others 
...............ACUCGUCAACCAGUAAUAUU................................................. 20 97 
...............ACUCGUCAACCAGUAAUAUUA................................................ 21 374 
...............ACUCGUCAACCAGUAAUAUUAU............................................... 22 2148 
...............ACUCGUCAACCAGUAAUAUUAUG.............................................. 23 2459 
...............ACUCGUCAACCAGUAAUAUUAUGU............................................. 24 70 
.................................................AUAAUAUCACUGGCUUACGGGAA............ 23 47 
....................................................AUAUCACUGGCUUACGGGAAAU.......... 22 155 
 
 
#asu-miR-5343 
CUCAAGGAGAAUAUCAGCAAGAUUGAUCUGGCUGUAUAUAAGUCCAGACCUAUCUGUCGAUAUUGCCUG 
....(((..((((((.(((.(((.(.(((((((.......)).))))).).)))))).)))))).))). 
Total sRNA: 2322 shared 5' end with miRNA: 255 shared 3' end with miRNA: 277 
miRNA 
........GAAUAUCAGCAAGAUUGAUCUGG...................................... 23 1758 
Shared 5' Terminus 
........GAAUAUCAGCAAGAUUGA........................................... 18 3 
........GAAUAUCAGCAAGAUUGAU.......................................... 19 40 
........GAAUAUCAGCAAGAUUGAUC......................................... 20 29 
........GAAUAUCAGCAAGAUUGAUCU........................................ 21 44 
........GAAUAUCAGCAAGAUUGAUCUG....................................... 22 137 
........GAAUAUCAGCAAGAUUGAUCUGGC..................................... 24 2 
Shared 3' Terminus 
.............UCAGCAAGAUUGAUCUGG...................................... 18 10 
............AUCAGCAAGAUUGAUCUGG...................................... 19 3 
...........UAUCAGCAAGAUUGAUCUGG...................................... 20 2 
.........AAUAUCAGCAAGAUUGAUCUGG...................................... 22 228 
.......AGAAUAUCAGCAAGAUUGAUCUGG...................................... 24 34 
Subsequence 
.........AAUAUCAGCAAGAUUGAU.......................................... 18 2 
.........AAUAUCAGCAAGAUUGAUC......................................... 19 1 
.........AAUAUCAGCAAGAUUGAUCU........................................ 20 3 
.........AAUAUCAGCAAGAUUGAUCUG....................................... 21 12 
Others 
.......AGAAUAUCAGCAAGAUUGAU.......................................... 20 1 
.......AGAAUAUCAGCAAGAUUGAUC......................................... 21 1 
.......AGAAUAUCAGCAAGAUUGAUCUG....................................... 23 1 
.....................AUUGAUCUGGCUGUAUAUAAG........................... 21 1 
............................................CAGACCUAUCUGUCGAUAUUGCC.. 23 1 
.............................................AGACCUAUCUGUCGAUAUUGC... 21 2 
.............................................AGACCUAUCUGUCGAUAUUGCC.. 22 4 
 
 
#asu-miR-5344 
UUGUUGAACUUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCAGUACCUUGGCUAGGUGCAACGCUGAAUAGUUGG 
(((((.(.(.((((((((.(((((((((((((..(......)..))))))))))))))))))))).).).))))).... 
Total sRNA: 1401837 shared 5' end with miRNA: 489263 shared 3' end with miRNA: 2109 
miRNA 
.........UUUGUACUUCGGCUAAGGUGCUG............................................... 23 908760 
Shared 5' Terminus 
.........UUUGUACUUCGGCUAAGG.................................................... 18 2481 
.........UUUGUACUUCGGCUAAGGU................................................... 19 6593 
.........UUUGUACUUCGGCUAAGGUG.................................................. 20 21851 



.........UUUGUACUUCGGCUAAGGUGC................................................. 21 17434 

.........UUUGUACUUCGGCUAAGGUGCU................................................ 22 426409 

.........UUUGUACUUCGGCUAAGGUGCUGC.............................................. 24 2547 

.........UUUGUACUUCGGCUAAGGUGCUGCU............................................. 25 1662 

.........UUUGUACUUCGGCUAAGGUGCUGCUC............................................ 26 583 

.........UUUGUACUUCGGCUAAGGUGCUGCUCU........................................... 27 2743 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUA.......................................... 28 437 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAU......................................... 29 4173 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUG........................................ 30 512 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGG....................................... 31 417 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGC...................................... 32 129 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCG..................................... 33 252 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGC................................... 35 229 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCA................................. 37 580 

.........UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCAGU............................... 39 162 
Shared 3' Terminus 
..............ACUUCGGCUAAGGUGCUG............................................... 18 465 
.............UACUUCGGCUAAGGUGCUG............................................... 19 146 
............GUACUUCGGCUAAGGUGCUG............................................... 20 450 
...........UGUACUUCGGCUAAGGUGCUG............................................... 21 148 
..........UUGUACUUCGGCUAAGGUGCUG............................................... 22 667 
........CUUUGUACUUCGGCUAAGGUGCUG............................................... 24 229 
Subsequence 
..........UUGUACUUCGGCUAAGGUGCU................................................ 21 334 
............GUACUUCGGCUAAGGUGCU................................................ 19 236 
Others 
..............................................GUACCUUGGCUAGGUGCAACGC........... 22 102 
...............................................UACCUUGGCUAGGUGCAACGC........... 21 451 
 
 
#asu-miR-5345a 
GUGCGCUCAAUAAGGCACUGGGUUGGUCAGCUGGGGUUUCUUAGCGCAACUGGCCAUUCCAUUGCCUGGUCGAGCUGUC 
....((((.((.(((((.(((..(((((((.((.(.(.....).).)).)))))))..))).))))).)).)))).... 
Total sRNA: 195673 shared 5' end with miRNA: 94033 shared 3' end with miRNA: 588 
miRNA 
...........AAGGCACUGGGUUGGUCAGCUG.............................................. 22 96191 
Shared 5' Terminus 
...........AAGGCACUGGGUUGGUCA.................................................. 18 499 
...........AAGGCACUGGGUUGGUCAG................................................. 19 2088 
...........AAGGCACUGGGUUGGUCAGC................................................ 20 1952 
...........AAGGCACUGGGUUGGUCAGCU............................................... 21 88718 
...........AAGGCACUGGGUUGGUCAGCUGG............................................. 23 745 
Shared 3' Terminus 
...............CACUGGGUUGGUCAGCUG.............................................. 18 393 
..............GCACUGGGUUGGUCAGCUG.............................................. 19 79 
............AGGCACUGGGUUGGUCAGCUG.............................................. 21 108 
Subsequence 
............AGGCACUGGGUUGGUCAGCU............................................... 20 54 
..............GCACUGGGUUGGUCAGCU............................................... 18 42 
Others 
................................................ACUGGCCAUUCCAUUGCCUG........... 20 93 
................................................ACUGGCCAUUCCAUUGCCUGG.......... 21 346 
................................................ACUGGCCAUUCCAUUGCCUGGU......... 22 4112 
 
 
#asu-miR-5345b 
GUGUGCUCAAUAAGGCACUGGAUUGGUCAGUUGAGUUUUCUGAGCGAAACUGGGCCAUUUCCAUUGUCUGGCCGAG 
.....(((....(((((.((((.(((((((((..((((...))))..)))).)))))..)))).)))))....))) 
Total sRNA: 1619521 shared 5' end with miRNA: 97677 shared 3' end with miRNA: 8651 
miRNA 
...........AAGGCACUGGAUUGGUCAGUU............................................ 21 1512589 
Shared 5' Terminus 
...........AAGGCACUGGAUUGGUCA............................................... 18 4283 
...........AAGGCACUGGAUUGGUCAG.............................................. 19 5651 
...........AAGGCACUGGAUUGGUCAGU............................................. 20 63983 
...........AAGGCACUGGAUUGGUCAGUUG........................................... 22 20883 
...........AAGGCACUGGAUUGGUCAGUUGA.......................................... 23 2746 
Shared 3' Terminus 
..............GCACUGGAUUGGUCAGUU............................................ 18 935 
.............GGCACUGGAUUGGUCAGUU............................................ 19 123 
............AGGCACUGGAUUGGUCAGUU............................................ 20 1158 



..........UAAGGCACUGGAUUGGUCAGUU............................................ 22 6433 
Subsequence 
Others 
..........UAAGGCACUGGAUUGGUCAGU............................................. 21 248 
 
 
#asu-miR-5346 
UGCAGUAGAUAGCUGGAGUUGCCCUACGACUGUGUGGAACGGUCCAGUCGUUGGGAAACUCAAGCCAUCGGGUGUUGUCAGU 
.(((.(.(((.(((.(((((.(((.(((((((..(......)..))))))).))).))))).))).))).).)))....... 
Total sRNA: 521153 shared 5' end with miRNA: 31570 shared 3' end with miRNA: 9210 
miRNA 
...............................................UCGUUGGGAAACUCAAGCCAU.............. 21 402510 
Shared 5' Terminus 
...............................................UCGUUGGGAAACUCAAGC................. 18 2043 
...............................................UCGUUGGGAAACUCAAGCC................ 19 4757 
...............................................UCGUUGGGAAACUCAAGCCA............... 20 24074 
...............................................UCGUUGGGAAACUCAAGCCAUC............. 22 667 
Shared 3' Terminus 
..................................................UUGGGAAACUCAAGCCAU.............. 18 119 
.................................................GUUGGGAAACUCAAGCCAU.............. 19 2449 
................................................CGUUGGGAAACUCAAGCCAU.............. 20 268 
..............................................GUCGUUGGGAAACUCAAGCCAU.............. 22 6090 
.............................................AGUCGUUGGGAAACUCAAGCCAU.............. 23 251 
Subsequence 
.................................................GUUGGGAAACUCAAGCCA............... 18 186 
Others 
..........AGCUGGAGUUGCCCUACG...................................................... 18 1949 
..........AGCUGGAGUUGCCCUACGA..................................................... 19 843 
..........AGCUGGAGUUGCCCUACGAC.................................................... 20 624 
..........AGCUGGAGUUGCCCUACGACU................................................... 21 8785 
..........AGCUGGAGUUGCCCUACGACUG.................................................. 22 60034 
..........AGCUGGAGUUGCCCUACGACUGU................................................. 23 4179 
.............UGGAGUUGCCCUACGACUG.................................................. 19 102 
..............................................GUCGUUGGGAAACUCAAGCC................ 20 127 
..............................................GUCGUUGGGAAACUCAAGCCA............... 21 451 
 
#asu-miR-5347 
CUCUGCUUACAUUCGGCUUCCCUCAACGCCGCUGCUACCAGCCACAGCAGCGACGGUGUUGACGGAGGUCGAGUGUAGACAGA 
.((((..((((((((((((((.((((((((((((((.........))))))...)))))))).))))))))))))))..)))) 
Total sRNA: 2600512 shared 5' end with miRNA: 772879 shared 3' end with miRNA: 20029 
miRNA 
..................................................CGACGGUGUUGACGGAGGUCGAG.......... 23 1797736 
Shared 5' Terminus 
..................................................CGACGGUGUUGACGGAGG............... 18 10231 
..................................................CGACGGUGUUGACGGAGGU.............. 19 19912 
..................................................CGACGGUGUUGACGGAGGUC............. 20 25209 
..................................................CGACGGUGUUGACGGAGGUCG............ 21 224776 
..................................................CGACGGUGUUGACGGAGGUCGA........... 22 366845 
..................................................CGACGGUGUUGACGGAGGUCGAGU......... 24 124794 
..................................................CGACGGUGUUGACGGAGGUCGAGUG........ 25 835 
..................................................CGACGGUGUUGACGGAGGUCGAGUGU....... 26 260 
Shared 3' Terminus 
.......................................................GUGUUGACGGAGGUCGAG.......... 18 1893 
......................................................GGUGUUGACGGAGGUCGAG.......... 19 2521 
.....................................................CGGUGUUGACGGAGGUCGAG.......... 20 600 
....................................................ACGGUGUUGACGGAGGUCGAG.......... 21 301 
...................................................GACGGUGUUGACGGAGGUCGAG.......... 22 9915 
.................................................GCGACGGUGUUGACGGAGGUCGAG.......... 24 296 
................................................AGCGACGGUGUUGACGGAGGUCGAG.......... 25 4494 
Subsequence 
...................................................GACGGUGUUGACGGAGGUC............. 19 136 
...................................................GACGGUGUUGACGGAGGUCG............ 20 886 
...................................................GACGGUGUUGACGGAGGUCGA........... 21 1679 
.....................................................CGGUGUUGACGGAGGUCGA........... 19 198 
......................................................GGUGUUGACGGAGGUCGA........... 18 651 
Others 
.............CGGCUUCCCUCAACGCCGCUGC................................................ 22 285 
.............CGGCUUCCCUCAACGCCGCUGCU............................................... 23 228 
................................................AGCGACGGUGUUGACGGAGG............... 20 113 
................................................AGCGACGGUGUUGACGGAGGU.............. 21 266 
................................................AGCGACGGUGUUGACGGAGGUC............. 22 304 



................................................AGCGACGGUGUUGACGGAGGUCG............ 23 902 

................................................AGCGACGGUGUUGACGGAGGUCGA........... 24 1563 

................................................AGCGACGGUGUUGACGGAGGUCGAGU......... 26 386 

.................................................GCGACGGUGUUGACGGAGGUCG............ 22 128 

.................................................GCGACGGUGUUGACGGAGGUCGA........... 23 154 

...................................................GACGGUGUUGACGGAGGUCGAGU......... 23 563 

......................................................GGUGUUGACGGAGGUCGAGU......... 20 200 

.......................................................GUGUUGACGGAGGUCGAGU......... 19 123 

........................................................UGUUGACGGAGGUCGAGU......... 18 324 
 
 
#asu-miR-5348 
CUAGGUACGUGACAGAAGUUGAGUCUAGUUGAGACUGAUAUGUUUCUCACCGGGCAACAACUUCUGUCUCGUGGUAGUAG 
...(.((((.(((((((((((.(((..((.(((((......)))))..))..)))..))))))))))).)))).)..... 
Total sRNA: 91080 shared 5' end with miRNA: 5711 shared 3' end with miRNA: 1655 
miRNA 
..............................................UCACCGGGCAACAACUUCUGUC............ 22 80692 
Shared 5' Terminus 
..............................................UCACCGGGCAACAACUUC................ 18 28 
..............................................UCACCGGGCAACAACUUCU............... 19 99 
..............................................UCACCGGGCAACAACUUCUG.............. 20 77 
..............................................UCACCGGGCAACAACUUCUGU............. 21 4266 
..............................................UCACCGGGCAACAACUUCUGUCU........... 23 1238 
Shared 3' Terminus 
..................................................CGGGCAACAACUUCUGUC............ 18 1312 
.................................................CCGGGCAACAACUUCUGUC............ 19 35 
................................................ACCGGGCAACAACUUCUGUC............ 20 229 
...............................................CACCGGGCAACAACUUCUGUC............ 21 32 
.............................................CUCACCGGGCAACAACUUCUGUC............ 23 46 
Subsequence 
Others 
............CAGAAGUUGAGUCUAGUUGAG............................................... 21 51 
............CAGAAGUUGAGUCUAGUUGAGA.............................................. 22 2654 
............CAGAAGUUGAGUCUAGUUGAGACUGAUAUGUUUC.................................. 34 185 
 
 
#asu-miR-5349 
UCGUCUUGGGCUGCUCUCGGAUGAGCCAGCUUGAGAAUUCAGAAAUCUGGCACACCCGGUGGCAUUCUAUCCGGCAAUAU 
...(((..((((((((......))).)))))..)))..((((....)))).....(((((((....))).))))...... 
Total sRNA: 628684 shared 5' end with miRNA: 75136 shared 3' end with miRNA: 4160 
miRNA 
..........CUGCUCUCGGAUGAGCCAGCUU................................................ 22 530659 
Shared 5' Terminus 
..........CUGCUCUCGGAUGAGCCA.................................................... 18 295 
..........CUGCUCUCGGAUGAGCCAG................................................... 19 693 
..........CUGCUCUCGGAUGAGCCAGC.................................................. 20 12917 
..........CUGCUCUCGGAUGAGCCAGCU................................................. 21 58156 
..........CUGCUCUCGGAUGAGCCAGCUUGAGAAUUCAGAAA................................... 35 2698 
Shared 3' Terminus 
..............UCUCGGAUGAGCCAGCUU................................................ 18 636 
.............CUCUCGGAUGAGCCAGCUU................................................ 19 165 
...........UGCUCUCGGAUGAGCCAGCUU................................................ 21 3257 
Subsequence 
...........UGCUCUCGGAUGAGCCAGCU................................................. 20 192 
Others 
......UGGGCUGCUCUCGGAUGAGCCAG................................................... 23 450 
.............................................UCUGGCACACCCGGUGGCAUU.............. 21 525 
.............................................UCUGGCACACCCGGUGGCAUUC............. 22 17142 
 
 
#asu-miR-5350a 
CCGCCGGAGGAGUUUCUCAGGACUGCUAAAUUGUGAAUCGGCUAAUUUGGCACGCCUGAAAAACUACUCUUGUAGG 
((((.((((.(((((.(((((..(((((((((((......)).)))))))))..))))).))))).)))).)).)) 
Total sRNA: 184799 shared 5' end with miRNA: 4964 shared 3' end with miRNA: 279 
miRNA 
.............................................UUUGGCACGCCUGAAAAACUAC......... 22 174408 
Shared 5' Terminus 
.............................................UUUGGCACGCCUGAAAAA............. 18 1385 
.............................................UUUGGCACGCCUGAAAAAC............ 19 181 
.............................................UUUGGCACGCCUGAAAAACU........... 20 1074 
.............................................UUUGGCACGCCUGAAAAACUA.......... 21 2230 



.............................................UUUGGCACGCCUGAAAAACUACU........ 23 94 
Shared 3' Terminus 
..............................................UUGGCACGCCUGAAAAACUAC......... 21 168 
Subsequence 
Others 
..........AGUUUCUCAGGACUGCUA................................................ 18 88 
..........AGUUUCUCAGGACUGCUAAAU............................................. 21 289 
..........AGUUUCUCAGGACUGCUAAAUU............................................ 22 4586 
 
 
#asu-miR-5350b 
UGCAGGAGGUGGCGUUUCUAAGGUCUGCCAAAUUGUCUGAUCGCAAAUUUGGCACACCUAAGGAGCACUCGUUCCC 
....((((..((.((((((.((((.(((((((((((......)).))))))))).)))).)))))).))..)))). 
Total sRNA: 667676 shared 5' end with miRNA: 21504 shared 3' end with miRNA: 2836 
miRNA 
...............................................UUUGGCACACCUAAGGAGCACU....... 22 638804 
Shared 5' Terminus 
...............................................UUUGGCACACCUAAGGAG........... 18 230 
...............................................UUUGGCACACCUAAGGAGC.......... 19 988 
...............................................UUUGGCACACCUAAGGAGCA......... 20 2263 
...............................................UUUGGCACACCUAAGGAGCAC........ 21 16729 
...............................................UUUGGCACACCUAAGGAGCACUC...... 23 1287 
Shared 3' Terminus 
...................................................GCACACCUAAGGAGCACU....... 18 187 
..................................................GGCACACCUAAGGAGCACU....... 19 187 
.................................................UGGCACACCUAAGGAGCACU....... 20 124 
................................................UUGGCACACCUAAGGAGCACU....... 21 2090 
..............................................AUUUGGCACACCUAAGGAGCACU....... 23 227 
Subsequence 
Others 
............CGUUUCUAAGGUCUGCCAAAU........................................... 21 367 
............CGUUUCUAAGGUCUGCCAAAUU.......................................... 22 3610 
................................................UUGGCACACCUAAGGAGCACUC...... 22 249 
 
 
#asu-miR-5350c 
UGAUAACGCUGGAGGUGGCGUUUCUGAGGUCCGCCAAAUUGCUUUACGACAAACUUGGCACACCUGAGAAACGCCUGCUCCAGU 
.......(((((((..(((((((((.((((..(((((.(((........)))..)))))..)))).)))))))))..))))))) 
Total sRNA: 31918 shared 5' end with miRNA: 4141 shared 3' end with miRNA: 440 
miRNA 
.....................................................CUUGGCACACCUGAGAAACGCC......... 22 26134 
Shared 5' Terminus 
.....................................................CUUGGCACACCUGAGAAA............. 18 44 
.....................................................CUUGGCACACCUGAGAAAC............ 19 138 
.....................................................CUUGGCACACCUGAGAAACG........... 20 1163 
.....................................................CUUGGCACACCUGAGAAACGC.......... 21 2662 
.....................................................CUUGGCACACCUGAGAAACGCCU........ 23 132 
Shared 3' Terminus 
.........................................................GCACACCUGAGAAACGCC......... 18 22 
......................................................UUGGCACACCUGAGAAACGCC......... 21 371 
....................................................ACUUGGCACACCUGAGAAACGCC......... 23 33 
Subsequence 
......................................................UUGGCACACCUGAGAAACGC.......... 20 29 
Others 
...............UGGCGUUUCUGAGGUCCG................................................... 18 20 
...............UGGCGUUUCUGAGGUCCGC.................................................. 19 20 
...............UGGCGUUUCUGAGGUCCGCC................................................. 20 10 
...............UGGCGUUUCUGAGGUCCGCCA................................................ 21 18 
...............UGGCGUUUCUGAGGUCCGCCAA............................................... 22 53 
...............UGGCGUUUCUGAGGUCCGCCAAA.............................................. 23 316 
..................CGUUUCUGAGGUCCGCCAAA.............................................. 20 12 
..................CGUUUCUGAGGUCCGCCAAAU............................................. 21 92 
..................CGUUUCUGAGGUCCGCCAAAUU............................................ 22 389 
......................................................UUGGCACACCUGAGAAACGCCU........ 22 10 
.......................................................UGGCACACCUGAGAAACGCCUG....... 22 13 
.......................................................UGGCACACCUGAGAAACGCCUGC...... 23 91 
 
 
 
 
 



#asu-miR-5350d 
CGGCGGCCUUUCUCGGGUAAGCUAAAUUGUUUUUGUGCGAAAUUUGGCACGCCCGUGGAAUGCCCAUUGCAGUAU 
..(((((.((((.(((((..((((((((((......))))..))))))..))))).)))).)))....))..... 
Total sRNA: 80747 shared 5' end with miRNA: 6438 shared 3' end with miRNA: 220 
miRNA 
..........................................UUUGGCACGCCCGUGGAAUGCC........... 22 65919 
Shared 5' Terminus 
..........................................UUUGGCACGCCCGUGGAA............... 18 44 
..........................................UUUGGCACGCCCGUGGAAU.............. 19 251 
..........................................UUUGGCACGCCCGUGGAAUG............. 20 413 
..........................................UUUGGCACGCCCGUGGAAUGC............ 21 5465 
..........................................UUUGGCACGCCCGUGGAAUGCCC.......... 23 264 
Shared 3' Terminus 
...........................................UUGGCACGCCCGUGGAAUGCC........... 21 167 
.........................................AUUUGGCACGCCCGUGGAAUGCC........... 23 28 
Subsequence 
...........................................UUGGCACGCCCGUGGAAUGC............ 20 24 
Others 
......CCUUUCUCGGGUAAGCUAAA................................................. 20 25 
......CCUUUCUCGGGUAAGCUAAAU................................................ 21 446 
......CCUUUCUCGGGUAAGCUAAAUU............................................... 22 7557 
.......CUUUCUCGGGUAAGCUAAAUU............................................... 21 24 
.........................................AUUUGGCACGCCCGUGGAAUGC............ 22 23 
 
 
#asu-miR-5351 
GUACCAAGUCAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGAAUUUGGCACAUGUAAUACCUGCCUUGGUUGCU 
((((((((.(((((.((((...((.(((((((((.....)).)))))))))...)))).))))).))))).))). 
Total sRNA: 10126 shared 5' end with miRNA: 1893 shared 3' end with miRNA: 229 
miRNA 
............................................UUUGGCACAUGUAAUACCUGCC......... 22 7914 
Shared 5' Terminus 
............................................UUUGGCACAUGUAAUACC............. 18 68 
............................................UUUGGCACAUGUAAUACCU............ 19 84 
............................................UUUGGCACAUGUAAUACCUG........... 20 43 
............................................UUUGGCACAUGUAAUACCUGC.......... 21 1622 
............................................UUUGGCACAUGUAAUACCUGCCU........ 23 76 
Shared 3' Terminus 
.............................................UUGGCACAUGUAAUACCUGCC......... 21 217 
...........................................AUUUGGCACAUGUAAUACCUGCC......... 23 7 
Subsequence 
.............................................UUGGCACAUGUAAUACCU............ 18 3 
.............................................UUGGCACAUGUAAUACCUGC.......... 20 10 
Others 
.........CAGGUUUUACUAAUGACCAAAUU........................................... 23 9 
.........CAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGA................................ 34 4 
.........CAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGAA............................... 35 14 
...........................................AUUUGGCACAUGUAAUACCUGC.......... 22 35 
.............................................UUGGCACAUGUAAUACCUGCCU........ 22 4 
 
 
#asu-miR-5352 
AAGUCCCUCAGAAGGCGCUCAGAAUGUGCAUCGUAGUUACUGAAUCGUUGCACAUGUUGAACGACCUGCUGGGUGCCUC 
..(..((.(((.(((((.((((.(((((((.((............)).))))))).)))).)).))).)))))..)... 
Total sRNA: 366423 shared 5' end with miRNA: 21439 shared 3' end with miRNA: 1090 
miRNA 
...............................................UUGCACAUGUUGAACGACCUGCU......... 23 300552 
Shared 5' Terminus 
...............................................UUGCACAUGUUGAACGAC.............. 18 2863 
...............................................UUGCACAUGUUGAACGACC............. 19 2760 
...............................................UUGCACAUGUUGAACGACCU............ 20 1801 
...............................................UUGCACAUGUUGAACGACCUG........... 21 4740 
...............................................UUGCACAUGUUGAACGACCUGC.......... 22 8925 
...............................................UUGCACAUGUUGAACGACCUGCUG........ 24 344 
Shared 3' Terminus 
....................................................CAUGUUGAACGACCUGCU......... 18 528 
...................................................ACAUGUUGAACGACCUGCU......... 19 282 
Subsequence 
Others 
...........AAGGCGCUCAGAAUGUGCAU................................................ 20 115 
...........AAGGCGCUCAGAAUGUGCAUC............................................... 21 1008 



...........AAGGCGCUCAGAAUGUGCAUCG.............................................. 22 41428 

...........AAGGCGCUCAGAAUGUGCAUCGU............................................. 23 256 
 
 
#asu-miR-5353 
CGCGCACCCUUAGGCGAACAGUGUGCAAUUCGAGUUGAUUAUUUGCAACUCAUUGCGAUUUUGUUCGGCUCAUGGUGUUCG 
((.(((((...((.(((((((..((((((..((((((........))))))))))))...))))))).))...))))).)) 
Total sRNA: 8980 shared 5' end with miRNA: 193 shared 3' end with miRNA: 465 
miRNA 
.................................................UCAUUGCGAUUUUGUUCGGCUCA......... 23 7200 
Shared 5' Terminus 
.................................................UCAUUGCGAUUUUGUUCG.............. 18 4 
.................................................UCAUUGCGAUUUUGUUCGG............. 19 16 
.................................................UCAUUGCGAUUUUGUUCGGC............ 20 8 
.................................................UCAUUGCGAUUUUGUUCGGCU........... 21 39 
.................................................UCAUUGCGAUUUUGUUCGGCUC.......... 22 116 
.................................................UCAUUGCGAUUUUGUUCGGCUCAU........ 24 10 
Shared 3' Terminus 
......................................................GCGAUUUUGUUCGGCUCA......... 18 3 
....................................................UUGCGAUUUUGUUCGGCUCA......... 20 4 
...................................................AUUGCGAUUUUGUUCGGCUCA......... 21 11 
..................................................CAUUGCGAUUUUGUUCGGCUCA......... 22 3 
................................................CUCAUUGCGAUUUUGUUCGGCUCA......... 24 442 
Subsequence 
Others 
...........AGGCGAACAGUGUGCAAUUCGA................................................ 22 16 
...........AGGCGAACAGUGUGCAAUUCGAG............................................... 23 16 
...........AGGCGAACAGUGUGCAAUUCGAGU.............................................. 24 949 
...........AGGCGAACAGUGUGCAAUUCGAGUU............................................. 25 92 
................................................CUCAUUGCGAUUUUGUUCGGC............ 21 6 
................................................CUCAUUGCGAUUUUGUUCGGCU........... 22 14 
................................................CUCAUUGCGAUUUUGUUCGGCUC.......... 23 14 
 
 
#asu-miR-5354 
CUUCAACCGAGCGGGUAUGGUUGUGUUCCAAAGCCGGUAGUGAUAGCGACACUUUGGCACAAUCACACCUGCUCAGGCGGAAU 
.(((..((((((((((.((((((((..((((((.((.((....)).))...)))))))))))))).)))))))).))..))). 
Total sRNA: 19450 shared 5' end with miRNA: 689 shared 3' end with miRNA: 1880 
miRNA 
..........GCGGGUAUGGUUGUGUUCCAAAGC................................................. 24 7064 
Shared 5' Terminus 
..........GCGGGUAUGGUUGUGUUC....................................................... 18 15 
..........GCGGGUAUGGUUGUGUUCC...................................................... 19 59 
..........GCGGGUAUGGUUGUGUUCCA..................................................... 20 10 
..........GCGGGUAUGGUUGUGUUCCAA.................................................... 21 13 
..........GCGGGUAUGGUUGUGUUCCAAA................................................... 22 253 
..........GCGGGUAUGGUUGUGUUCCAAAG.................................................. 23 335 
..........GCGGGUAUGGUUGUGUUCCAAAGCC................................................ 25 3 
Shared 3' Terminus 
................AUGGUUGUGUUCCAAAGC................................................. 18 4 
............GGGUAUGGUUGUGUUCCAAAGC................................................. 22 6 
...........CGGGUAUGGUUGUGUUCCAAAGC................................................. 23 1861 
.........AGCGGGUAUGGUUGUGUUCCAAAGC................................................. 25 8 
Subsequence 
...........CGGGUAUGGUUGUGUUCCAAAG.................................................. 22 41 
Others 
...........................CCAAAGCCGGUAGUGAUAGCGA.................................. 22 8 
.............................AAAGCCGGUAGUGAUAGCGACA................................ 22 17 
..............................AAGCCGGUAGUGAUAGCGACA................................ 21 3 
..................................CGGUAGUGAUAGCGACAC............................... 18 102 
...........................................UAGCGACACUUUGGCACAAUCA.................. 22 7 
...................................................CUUUGGCACAAUCACACCUGCU.......... 22 28 
...................................................CUUUGGCACAAUCACACCUGCUC......... 23 8 
....................................................UUUGGCACAAUCACACCU............. 18 12 
....................................................UUUGGCACAAUCACACCUG............ 19 18 
....................................................UUUGGCACAAUCACACCUGC........... 20 11 
....................................................UUUGGCACAAUCACACCUGCU.......... 21 2272 
....................................................UUUGGCACAAUCACACCUGCUC......... 22 7073 
....................................................UUUGGCACAAUCACACCUGCUCA........ 23 27 
.....................................................UUGGCACAAUCACACCUGCU.......... 20 8 
.....................................................UUGGCACAAUCACACCUGCUC......... 21 72 



#asu-miR-5355 
CACCGAUUCUGAACACCUCAAGAGAUACAACGCUGUUAUUGGUAACGGUGUGCCCCUUGAGGUGUUUAGAAUGAUGGUGUA 
((((((((((((((((((((((.(.....(((((((((....)))))))))...))))))))))))))))))..))))).. 
Total sRNA: 8080 shared 5' end with miRNA: 403 shared 3' end with miRNA: 162 
miRNA 
.........UGAACACCUCAAGAGAUACAACG................................................. 23 7108 
Shared 5' Terminus 
.........UGAACACCUCAAGAGAUA...................................................... 18 38 
.........UGAACACCUCAAGAGAUAC..................................................... 19 6 
.........UGAACACCUCAAGAGAUACA.................................................... 20 18 
.........UGAACACCUCAAGAGAUACAA................................................... 21 61 
.........UGAACACCUCAAGAGAUACAAC.................................................. 22 164 
.........UGAACACCUCAAGAGAUACAACGC................................................ 24 116 
Shared 3' Terminus 
..............ACCUCAAGAGAUACAACG................................................. 18 13 
.............CACCUCAAGAGAUACAACG................................................. 19 5 
............ACACCUCAAGAGAUACAACG................................................. 20 5 
...........AACACCUCAAGAGAUACAACG................................................. 21 39 
........CUGAACACCUCAAGAGAUACAACG................................................. 24 98 
Subsequence 
Others 
........CUGAACACCUCAAGAGAUACA.................................................... 21 5 
........CUGAACACCUCAAGAGAUACAA................................................... 22 19 
........CUGAACACCUCAAGAGAUACAAC.................................................. 23 70 
..........GAACACCUCAAGAGAUACAACGC................................................ 23 8 
...........AACACCUCAAGAGAUACAACGC................................................ 22 215 
...............................................GUGUGCCCCUUGAGGUGUUUAG............ 22 3 
...............................................GUGUGCCCCUUGAGGUGUUUAGA........... 23 66 
...............................................GUGUGCCCCUUGAGGUGUUUAGAA.......... 24 3 
................................................UGUGCCCCUUGAGGUGUUUAGA........... 22 10 
 
 
#asu-miR-5356a 
UUGCACUUCUUCCCGCCCACGUCGUAAUUAACUGAGAGUAAGGUUCGUCUGUUACUUCCGAGGUGGGAGGAAAGACGUAAAA 
....((.((((.((.(((((.(((.((.((((.(((((.....))).)).)))).)).))).))))).)).)))).)).... 
Total sRNA: 10740 shared 5' end with miRNA: 2144 shared 3' end with miRNA: 324 
miRNA 
.................................................UGUUACUUCCGAGGUGGGAGGAA.......... 23 8009 
Shared 5' Terminus 
.................................................UGUUACUUCCGAGGUGGG............... 18 5 
.................................................UGUUACUUCCGAGGUGGGA.............. 19 18 
.................................................UGUUACUUCCGAGGUGGGAG............. 20 11 
.................................................UGUUACUUCCGAGGUGGGAGG............ 21 65 
.................................................UGUUACUUCCGAGGUGGGAGGA........... 22 1762 
.................................................UGUUACUUCCGAGGUGGGAGGAAA......... 24 260 
.................................................UGUUACUUCCGAGGUGGGAGGAAAG........ 25 20 
.................................................UGUUACUUCCGAGGUGGGAGGAAAGA....... 26 3 
Shared 3' Terminus 
......................................................CUUCCGAGGUGGGAGGAA.......... 18 198 
.....................................................ACUUCCGAGGUGGGAGGAA.......... 19 101 
....................................................UACUUCCGAGGUGGGAGGAA.......... 20 15 
................................................CUGUUACUUCCGAGGUGGGAGGAA.......... 24 6 
Subsequence 
....................................................UACUUCCGAGGUGGGAGGA........... 19 3 
Others 
............CCGCCCACGUCGUAAUUAA................................................... 19 4 
............CCGCCCACGUCGUAAUUAACU................................................. 21 4 
............CCGCCCACGUCGUAAUUAACUG................................................ 22 58 
............CCGCCCACGUCGUAAUUAACUGA............................................... 23 140 
.............CGCCCACGUCGUAAUUAACUG................................................ 21 4 
.............CGCCCACGUCGUAAUUAACUGA............................................... 22 15 
.................CACGUCGUAAUUAACUGA............................................... 18 6 
......................................................CUUCCGAGGUGGGAGGAAA......... 19 10 
 
 
#asu-miR-5356b 
GCAUUUCUUUUCGUUCACCUCGGAAAUAGUGGAGAAAGUAAAAUUUUUAUCUACUAUUUCCGAGGUGGAAGGGAAGACGUGC 
((((.((((..(.((((((((((((((((((((.((((......)))).)))))))))))))))))))).)..)))).)))) 
Total sRNA: 119818 shared 5' end with miRNA: 4914 shared 3' end with miRNA: 10824 
miRNA 
..........UCGUUCACCUCGGAAAUAGUGGA................................................. 23 85260 



Shared 5' Terminus 
..........UCGUUCACCUCGGAAAUA...................................................... 18 181 
..........UCGUUCACCUCGGAAAUAG..................................................... 19 51 
..........UCGUUCACCUCGGAAAUAGU.................................................... 20 310 
..........UCGUUCACCUCGGAAAUAGUG................................................... 21 377 
..........UCGUUCACCUCGGAAAUAGUGG.................................................. 22 3417 
..........UCGUUCACCUCGGAAAUAGUGGAG................................................ 24 323 
..........UCGUUCACCUCGGAAAUAGUGGAGA............................................... 25 192 
..........UCGUUCACCUCGGAAAUAGUGGAGAA.............................................. 26 48 
Shared 3' Terminus 
...............CACCUCGGAAAUAGUGGA................................................. 18 30 
..............UCACCUCGGAAAUAGUGGA................................................. 19 293 
.............UUCACCUCGGAAAUAGUGGA................................................. 20 111 
............GUUCACCUCGGAAAUAGUGGA................................................. 21 418 
...........CGUUCACCUCGGAAAUAGUGGA................................................. 22 9926 
.........UUCGUUCACCUCGGAAAUAGUGGA................................................. 24 46 
Subsequence 
...........CGUUCACCUCGGAAAUAGU.................................................... 19 40 
...........CGUUCACCUCGGAAAUAGUG................................................... 20 37 
...........CGUUCACCUCGGAAAUAGUGG.................................................. 21 240 
Others 
...........CGUUCACCUCGGAAAUAGUGGAG................................................ 23 2149 
...........CGUUCACCUCGGAAAUAGUGGAGA............................................... 24 112 
.................................................UCUACUAUUUCCGAGGUGGAAGGG......... 24 32 
...................................................UACUAUUUCCGAGGUGGAAG........... 20 34 
...................................................UACUAUUUCCGAGGUGGAAGG.......... 21 160 
...................................................UACUAUUUCCGAGGUGGAAGGG......... 22 1716 
...................................................UACUAUUUCCGAGGUGGAAGGGA........ 23 13169 
...................................................UACUAUUUCCGAGGUGGAAGGGAA....... 24 772 
....................................................ACUAUUUCCGAGGUGGAAGGGA........ 22 118 
.......................................................AUUUCCGAGGUGGAAGGGA........ 19 38 
 
 
#asu-miR-5357 
UCGACUCCUCACCCGAAUCGUUGUUCAUUUGUAUUGCUUGCCUCAAAUGGACAACGAUUUGGGUGAGGAGUUGAGCAG 
(((((((((((((((((((((((((((((((............))))))))))))))))))))))))))))))).... 
Total sRNA: 304076 shared 5' end with miRNA: 6613 shared 3' end with miRNA: 2119 
miRNA 
.............................................AAUGGACAACGAUUUGGGUGAG........... 22 243448 
Shared 5' Terminus 
.............................................AAUGGACAACGAUUUGGGU.............. 19 797 
.............................................AAUGGACAACGAUUUGGGUG............. 20 179 
.............................................AAUGGACAACGAUUUGGGUGA............ 21 3779 
.............................................AAUGGACAACGAUUUGGGUGAGG.......... 23 1744 
.............................................AAUGGACAACGAUUUGGGUGAGGA......... 24 88 
Shared 3' Terminus 
.................................................GACAACGAUUUGGGUGAG........... 18 426 
................................................GGACAACGAUUUGGGUGAG........... 19 653 
..............................................AUGGACAACGAUUUGGGUGAG........... 21 597 
............................................AAAUGGACAACGAUUUGGGUGAG........... 23 371 
Subsequence 
Others 
........UCACCCGAAUCGUUGUUCAUUU................................................ 22 135 
........UCACCCGAAUCGUUGUUCAUUUG............................................... 23 2879 
.........CACCCGAAUCGUUGUUCAU.................................................. 19 157 
.........CACCCGAAUCGUUGUUCAUU................................................. 20 274 
.........CACCCGAAUCGUUGUUCAUUU................................................ 21 1041 
.........CACCCGAAUCGUUGUUCAUUUG............................................... 22 44395 
.........CACCCGAAUCGUUGUUCAUUUGU.............................................. 23 2274 
..........ACCCGAAUCGUUGUUCAUUUG............................................... 21 235 
..............................................AUGGACAACGAUUUGGGUGAGG.......... 22 136 
 
 
#asu-miR-5358a 
GGUGUGGGAGGCGGUUAUGGUAUUGCGCUGGUAUGUUGAUUCUGUGUUCAUACCCGUAAUUGCCAUGACUGUUUCCCGCUCC 
((.((((((((((((((((((((((((..((((((.............))))))))))).))))))))))))))))))).)) 
Total sRNA: 462035 shared 5' end with miRNA: 46123 shared 3' end with miRNA: 2015 
miRNA 
..................................................UACCCGUAAUUGCCAUGACUGUU......... 23 403107 
Shared 5' Terminus 
..................................................UACCCGUAAUUGCCAUGA.............. 18 2728 



..................................................UACCCGUAAUUGCCAUGAC............. 19 436 

..................................................UACCCGUAAUUGCCAUGACU............ 20 1129 

..................................................UACCCGUAAUUGCCAUGACUG........... 21 2811 

..................................................UACCCGUAAUUGCCAUGACUGU.......... 22 26350 

..................................................UACCCGUAAUUGCCAUGACUGUUU........ 24 12655 
Shared 3' Terminus 
.......................................................GUAAUUGCCAUGACUGUU......... 18 280 
......................................................CGUAAUUGCCAUGACUGUU......... 19 976 
.....................................................CCGUAAUUGCCAUGACUGUU......... 20 171 
....................................................CCCGUAAUUGCCAUGACUGUU......... 21 105 
...................................................ACCCGUAAUUGCCAUGACUGUU......... 22 364 
.................................................AUACCCGUAAUUGCCAUGACUGUU......... 24 118 
Subsequence 
Others 
...........CGGUUAUGGUAUUGCGCUGG................................................... 20 108 
...........CGGUUAUGGUAUUGCGCUGGU.................................................. 21 118 
...........CGGUUAUGGUAUUGCGCUGGUA................................................. 22 184 
...........CGGUUAUGGUAUUGCGCUGGUAU................................................ 23 178 
...........CGGUUAUGGUAUUGCGCUGGUAUG............................................... 24 9019 
...........CGGUUAUGGUAUUGCGCUGGUAUGU.............................................. 25 411 
 
 
#asu-miR-5358b 
UGUCGGCAACCAUGUUGGUGCGUCGUGGUAUGCUGAUGGUGUAUUCAUACCCGUAAUGCCAACAUGCAUGCUUGCAC 
(((.((((..((((((((((...((.((((((..((((...))))))))))))...))))))))))..)))).))). 
Total sRNA: 9181 shared 5' end with miRNA: 273 shared 3' end with miRNA: 82 
miRNA 
...............................................UACCCGUAAUGCCAACAUGCAU........ 22 3706 
Shared 5' Terminus 
...............................................UACCCGUAAUGCCAACAU............ 18 3 
...............................................UACCCGUAAUGCCAACAUG........... 19 13 
...............................................UACCCGUAAUGCCAACAUGC.......... 20 60 
...............................................UACCCGUAAUGCCAACAUGCA......... 21 188 
...............................................UACCCGUAAUGCCAACAUGCAUG....... 23 9 
Shared 3' Terminus 
...................................................CGUAAUGCCAACAUGCAU........ 18 4 
..................................................CCGUAAUGCCAACAUGCAU........ 19 2 
.................................................CCCGUAAUGCCAACAUGCAU........ 20 2 
................................................ACCCGUAAUGCCAACAUGCAU........ 21 18 
..............................................AUACCCGUAAUGCCAACAUGCAU........ 23 56 
Subsequence 
Others 
........ACCAUGUUGGUGCGUCGUGGUAU.............................................. 23 12 
........ACCAUGUUGGUGCGUCGUGGUAUG............................................. 24 3 
.........CCAUGUUGGUGCGUCGUG.................................................. 18 13 
.........CCAUGUUGGUGCGUCGUGG................................................. 19 6 
.........CCAUGUUGGUGCGUCGUGGU................................................ 20 14 
.........CCAUGUUGGUGCGUCGUGGUA............................................... 21 31 
.........CCAUGUUGGUGCGUCGUGGUAU.............................................. 22 1400 
.........CCAUGUUGGUGCGUCGUGGUAUG............................................. 23 2568 
.........CCAUGUUGGUGCGUCGUGGUAUGC............................................ 24 743 
.........CCAUGUUGGUGCGUCGUGGUAUGCU........................................... 25 5 
.........CCAUGUUGGUGCGUCGUGGUAUGCUGAUGGUGUAUUCA.............................. 38 6 
..........CAUGUUGGUGCGUCGUGGUAU.............................................. 21 4 
..........CAUGUUGGUGCGUCGUGGUAUG............................................. 22 4 
..........CAUGUUGGUGCGUCGUGGUAUGC............................................ 23 5 
...........AUGUUGGUGCGUCGUGGUAU.............................................. 20 7 
...........AUGUUGGUGCGUCGUGGUAUG............................................. 21 18 
...........AUGUUGGUGCGUCGUGGUAUGC............................................ 22 196 
...........AUGUUGGUGCGUCGUGGUAUGCU........................................... 23 19 
............UGUUGGUGCGUCGUGGUAUG............................................. 20 6 
..............................................AUACCCGUAAUGCCAACAUG........... 20 2 
..............................................AUACCCGUAAUGCCAACAUGC.......... 21 22 
..............................................AUACCCGUAAUGCCAACAUGCA......... 22 7 
 
 
#asu-miR-5359 
ACAAUGUGUGGUCUGGGAUUGUCUAUAUUGGUAAAAGUGAAUGCAUACCAAUAUCCACAAUCCUUGAGCAGGCAAAUGUC 
....(((.((.((.((((((((..(((((((((...((....)).)))))))))..)))))))).)).)).)))...... 
Total sRNA: 229103 shared 5' end with miRNA: 40968 shared 3' end with miRNA: 576 
miRNA 



...........UCUGGGAUUGUCUAUAUUGGUA............................................... 22 181013 
Shared 5' Terminus 
...........UCUGGGAUUGUCUAUAUU................................................... 18 478 
...........UCUGGGAUUGUCUAUAUUG.................................................. 19 187 
...........UCUGGGAUUGUCUAUAUUGG................................................. 20 224 
...........UCUGGGAUUGUCUAUAUUGGU................................................ 21 36219 
...........UCUGGGAUUGUCUAUAUUGGUAA.............................................. 23 3334 
...........UCUGGGAUUGUCUAUAUUGGUAAA............................................. 24 439 
...........UCUGGGAUUGUCUAUAUUGGUAAAA............................................ 25 70 
Shared 3' Terminus 
.............UGGGAUUGUCUAUAUUGGUA............................................... 20 179 
............CUGGGAUUGUCUAUAUUGGUA............................................... 21 317 
Subsequence 
............CUGGGAUUGUCUAUAUUGGU................................................ 20 68 
Others 
..............................................ACCAAUAUCCACAAUCCUUGAGC........... 23 214 
...............................................CCAAUAUCCACAAUCCUUGAG............ 21 182 
...............................................CCAAUAUCCACAAUCCUUGAGC........... 22 5712 
................................................CAAUAUCCACAAUCCUUGAGC........... 21 179 
 
 
#asu-miR-5360 
GGUGCCAAAGAACGAAUCGUCGAAUCGGAUGUCUGUGCAUUGUGCGAGAAAUUCGAAUCGACAUUCGACCUGUGGCCAUC 
.(.((((.((..(((((.(((((.((((((.(((.(((.....)))))).)))))).))))))))))..)).)))))... 
Total sRNA: 488338 shared 5' end with miRNA: 12133 shared 3' end with miRNA: 1316 
miRNA 
...........ACGAAUCGUCGAAUCGGAUGUCU.............................................. 23 474752 
Shared 5' Terminus 
...........ACGAAUCGUCGAAUCGGA................................................... 18 799 
...........ACGAAUCGUCGAAUCGGAU.................................................. 19 567 
...........ACGAAUCGUCGAAUCGGAUG................................................. 20 1395 
...........ACGAAUCGUCGAAUCGGAUGU................................................ 21 4629 
...........ACGAAUCGUCGAAUCGGAUGUC............................................... 22 4712 
Shared 3' Terminus 
................UCGUCGAAUCGGAUGUCU.............................................. 18 187 
...............AUCGUCGAAUCGGAUGUCU.............................................. 19 322 
..............AAUCGUCGAAUCGGAUGUCU.............................................. 20 493 
.............GAAUCGUCGAAUCGGAUGUCU.............................................. 21 120 
............CGAAUCGUCGAAUCGGAUGUCU.............................................. 22 132 
Subsequence 
Others 
................................................AAAUUCGAAUCGACAUUCGACC.......... 22 40 
 
 
#asu-miR-5361 
GCUCGAAUUUGGGAUAUCUUGGAAGGUUUCUCGGUUUUUAUGGGCGGAAAGCUUCCAUUUUGUCCCUGAUUCUAU 
....(((((.((((((...((((((.((((.((.((.....)).)))))).))))))...)))))).)))))... 
Total sRNA: 4284371 shared 5' end with miRNA: 125304 shared 3' end with miRNA: 9254 
miRNA 
.........UGGGAUAUCUUGGAAGGUUUCU............................................ 22 4147017 
Shared 5' Terminus 
.........UGGGAUAUCUUGGAAGGU................................................ 18 20088 
.........UGGGAUAUCUUGGAAGGUU............................................... 19 11985 
.........UGGGAUAUCUUGGAAGGUUU.............................................. 20 39670 
.........UGGGAUAUCUUGGAAGGUUUC............................................. 21 52596 
.........UGGGAUAUCUUGGAAGGUUUCUC........................................... 23 872 
Shared 3' Terminus 
.............AUAUCUUGGAAGGUUUCU............................................ 18 4731 
............GAUAUCUUGGAAGGUUUCU............................................ 19 2330 
...........GGAUAUCUUGGAAGGUUUCU............................................ 20 436 
..........GGGAUAUCUUGGAAGGUUUCU............................................ 21 1267 
........UUGGGAUAUCUUGGAAGGUUUCU............................................ 23 488 
Subsequence 
Others 
...............................................AAAGCUUCCAUUUUGUCCCUGA...... 22 2433 
 
 
#asu-miR-5362 
UGUGCAGUUAAAUCUCGUCCGGUAGUAUAUGCGAGUUGAAAAGCAUUGCAACCGGUGGAGAUUCCACUGACUUCUCU 
.((.((((..((((((..(((((.(((.((((..........))))))).)))))..))))))..))))))...... 
Total sRNA: 129020 shared 5' end with miRNA: 8839 shared 3' end with miRNA: 894 



miRNA 
.........AAAUCUCGUCCGGUAGUAUAUGC............................................. 23 117257 
Shared 5' Terminus 
.........AAAUCUCGUCCGGUAGUA.................................................. 18 90 
.........AAAUCUCGUCCGGUAGUAU................................................. 19 103 
.........AAAUCUCGUCCGGUAGUAUA................................................ 20 252 
.........AAAUCUCGUCCGGUAGUAUAU............................................... 21 628 
.........AAAUCUCGUCCGGUAGUAUAUG.............................................. 22 7731 
Shared 3' Terminus 
..............UCGUCCGGUAGUAUAUGC............................................. 18 132 
.............CUCGUCCGGUAGUAUAUGC............................................. 19 371 
............UCUCGUCCGGUAGUAUAUGC............................................. 20 71 
...........AUCUCGUCCGGUAGUAUAUGC............................................. 21 65 
..........AAUCUCGUCCGGUAGUAUAUGC............................................. 22 112 
........UAAAUCUCGUCCGGUAGUAUAUGC............................................. 24 143 
Subsequence 
Others 
............................................AUUGCAACCGGUGGAGAUUCC............ 21 112 
............................................AUUGCAACCGGUGGAGAUUCCA........... 22 1848 
 
 
#asu-miR-5363 
UCGUACGCUGAUGGGCAAAGUUUCUGAACCGUGUUGUGUUCAAGGCUAAACGGUUUGGCACUUGCCCAGCACUGUAUGAC 
(((((((.((.(((((((.((..(..((((((...((.......))...))))))..).))))))))).)).))))))). 
Total sRNA: 2478826 shared 5' end with miRNA: 241482 shared 3' end with miRNA: 37205 
miRNA 
..........AUGGGCAAAGUUUCUGAACCGUGU.............................................. 24 2198129 
Shared 5' Terminus 
..........AUGGGCAAAGUUUCUGAA.................................................... 18 3246 
..........AUGGGCAAAGUUUCUGAAC................................................... 19 3066 
..........AUGGGCAAAGUUUCUGAACC.................................................. 20 15443 
..........AUGGGCAAAGUUUCUGAACCG................................................. 21 6338 
..........AUGGGCAAAGUUUCUGAACCGU................................................ 22 50075 
..........AUGGGCAAAGUUUCUGAACCGUG............................................... 23 141587 
..........AUGGGCAAAGUUUCUGAACCGUGUU............................................. 25 20259 
..........AUGGGCAAAGUUUCUGAACCGUGUUG............................................ 26 436 
..........AUGGGCAAAGUUUCUGAACCGUGUUGU........................................... 27 686 
..........AUGGGCAAAGUUUCUGAACCGUGUUGUGU......................................... 29 220 
Shared 3' Terminus 
................AAAGUUUCUGAACCGUGU.............................................. 18 14091 
...............CAAAGUUUCUGAACCGUGU.............................................. 19 1769 
..............GCAAAGUUUCUGAACCGUGU.............................................. 20 4517 
.............GGCAAAGUUUCUGAACCGUGU.............................................. 21 1697 
...........UGGGCAAAGUUUCUGAACCGUGU.............................................. 23 15065 
Subsequence 
...........UGGGCAAAGUUUCUGAACCGU................................................ 21 261 
...........UGGGCAAAGUUUCUGAACCGUG............................................... 22 463 
.............GGCAAAGUUUCUGAACCGU................................................ 19 139 
..............GCAAAGUUUCUGAACCGU................................................ 18 138 
Others 
...........UGGGCAAAGUUUCUGAACCGUGUU............................................. 24 152 
................AAAGUUUCUGAACCGUGUU............................................. 19 363 
.................................................ACGGUUUGGCACUUGCCCAGCA......... 22 16 
 
 
#asu-miR-5364 
UGAACUCAGCUAAUGGACUUUACUUCCUCUGCUUAAUUUUUCUGCAGAGGUAUUGUUUAUUGGCUAAGAUCAAAGCUCGAGC 
(((.((.(((((((((((..((...(((((((...........)))))))))..))))))))))).)).))).......... 
Total sRNA: 553346 shared 5' end with miRNA: 30396 shared 3' end with miRNA: 2129 
miRNA 
.............................................AGAGGUAUUGUUUAUUGGCUAA............... 22 520637 
Shared 5' Terminus 
.............................................AGAGGUAUUGUUUAUUGG................... 18 3377 
.............................................AGAGGUAUUGUUUAUUGGC.................. 19 340 
.............................................AGAGGUAUUGUUUAUUGGCU................. 20 14155 
.............................................AGAGGUAUUGUUUAUUGGCUA................ 21 11761 
.............................................AGAGGUAUUGUUUAUUGGCUAAG.............. 23 740 
Shared 3' Terminus 
.................................................GUAUUGUUUAUUGGCUAA............... 18 395 
................................................GGUAUUGUUUAUUGGCUAA............... 19 572 
...............................................AGGUAUUGUUUAUUGGCUAA............... 20 740 



..............................................GAGGUAUUGUUUAUUGGCUAA............... 21 145 

............................................CAGAGGUAUUGUUUAUUGGCUAA............... 23 277 
Subsequence 
Others 
.......AGCUAAUGGACUUUACUUCCUCUGC.................................................. 25 7 
 
 
#asu-miR-5365a 
UCAGCUAGAUCAGCUGUUCCAUCUUAAUCAUAAAAUCUAAUUCAGGAUGAUUAAGAAGGAACAACUGAUUUUACUGAGUGC 
((((..(((((((.((((((.((((((((((....(((.....))))))))))))).)))))).)))))))..)))).... 
Total sRNA: 101089 shared 5' end with miRNA: 31057 shared 3' end with miRNA: 673 
miRNA 
...............................................UGAUUAAGAAGGAACAACUGAU............ 22 64267 
Shared 5' Terminus 
...............................................UGAUUAAGAAGGAACAAC................ 18 126 
...............................................UGAUUAAGAAGGAACAACU............... 19 576 
...............................................UGAUUAAGAAGGAACAACUG.............. 20 763 
...............................................UGAUUAAGAAGGAACAACUGA............. 21 7669 
...............................................UGAUUAAGAAGGAACAACUGAUU........... 23 21820 
...............................................UGAUUAAGAAGGAACAACUGAUUU.......... 24 102 
Shared 3' Terminus 
...................................................UAAGAAGGAACAACUGAU............ 18 53 
..................................................UUAAGAAGGAACAACUGAU............ 19 62 
.................................................AUUAAGAAGGAACAACUGAU............ 20 258 
................................................GAUUAAGAAGGAACAACUGAU............ 21 208 
..............................................AUGAUUAAGAAGGAACAACUGAU............ 23 88 
Subsequence 
.................................................AUUAAGAAGGAACAACUGA............. 19 35 
Others 
..........CAGCUGUUCCAUCUUAAUCA................................................... 20 40 
..........CAGCUGUUCCAUCUUAAUCAU.................................................. 21 422 
..........CAGCUGUUCCAUCUUAAUCAUA................................................. 22 218 
.............................................GAUGAUUAAGAAGGAACAACUGA............. 23 75 
................................................GAUUAAGAAGGAACAACUGAUU........... 22 97 
.................................................AUUAAGAAGGAACAACUGAUU........... 21 2172 
.................................................AUUAAGAAGGAACAACUGAUUU.......... 22 306 
..................................................UUAAGAAGGAACAACUGAUU........... 20 41 
..................................................UUAAGAAGGAACAACUGAUUU.......... 21 32 
...................................................UAAGAAGGAACAACUGAUU........... 19 38 
....................................................AAGAAGGAACAACUGAUU........... 18 35 
 
 
#asu-miR-5365b 
AAGCAUCAGCUAGAUCAGCUGUUCCAUCUUAAUCAUAAAAUUCAAUUCAGGAUGAUUAAGAAGAAACAACUGAUUUACUGAGUGCAU 
..(((((((.((((((((.((((.(.((((((((((...............)))))))))).).)))).)))))))))))).))).. 
Total sRNA: 189766 shared 5' end with miRNA: 51790 shared 3' end with miRNA: 562 
miRNA 
....................................................UGAUUAAGAAGAAACAACUGAU............. 22 130245 
Shared 5' Terminus 
....................................................UGAUUAAGAAGAAACAAC................. 18 427 
....................................................UGAUUAAGAAGAAACAACU................ 19 1815 
....................................................UGAUUAAGAAGAAACAACUG............... 20 1311 
....................................................UGAUUAAGAAGAAACAACUGA.............. 21 9335 
....................................................UGAUUAAGAAGAAACAACUGAUU............ 23 38842 
....................................................UGAUUAAGAAGAAACAACUGAUUU........... 24 59 
Shared 3' Terminus 
........................................................UAAGAAGAAACAACUGAU............. 18 152 
.......................................................UUAAGAAGAAACAACUGAU............. 19 138 
......................................................AUUAAGAAGAAACAACUGAU............. 20 185 
.....................................................GAUUAAGAAGAAACAACUGAU............. 21 59 
Subsequence 
Others 
...............CAGCUGUUCCAUCUUAAUCAU................................................... 21 422 
...............CAGCUGUUCCAUCUUAAUCAUA.................................................. 22 218 
.....................................................GAUUAAGAAGAAACAACUGAUU............ 22 52 
......................................................AUUAAGAAGAAACAACUGAUU............ 21 4383 
......................................................AUUAAGAAGAAACAACUGAUUU........... 22 329 
.......................................................UUAAGAAGAAACAACUGAUU............ 20 53 
.......................................................UUAAGAAGAAACAACUGAUUU........... 21 64 
 
 



#asu-miR-5366 
CACGAGCACGUAAAUGCACUGUGUUGCUAAUUUGGCUCAUCGAAAAUUAGCAGCAUGGCGCAUUUGCGCGCCAAUGGCCAAAU 
...(.((.(((((((((.(((((((((((((((..........))))))))))))))).))))))))).)))........... 
Total sRNA: 31514 shared 5' end with miRNA: 1174 shared 3' end with miRNA: 147 
miRNA 
..........UAAAUGCACUGUGUUGCUAAUU................................................... 22 17553 
Shared 5' Terminus 
..........UAAAUGCACUGUGUUGCU....................................................... 18 91 
..........UAAAUGCACUGUGUUGCUA...................................................... 19 40 
..........UAAAUGCACUGUGUUGCUAA..................................................... 20 216 
..........UAAAUGCACUGUGUUGCUAAU.................................................... 21 474 
..........UAAAUGCACUGUGUUGCUAAUUU.................................................. 23 334 
Shared 3' Terminus 
...........AAAUGCACUGUGUUGCUAAUU................................................... 21 109 
Subsequence 
Others 
........CGUAAAUGCACUGUGUUGCUAAU.................................................... 23 44 
.................................GGCUCAUCGAAAAUUAGCAGCA............................ 22 227 
.................................GGCUCAUCGAAAAUUAGCAGCAU........................... 23 165 
.........................................GAAAAUUAGCAGCAUGGCGCAU.................... 22 106 
.............................................AUUAGCAGCAUGGCGCAUUUGCG............... 23 195 
..............................................UUAGCAGCAUGGCGCAUU................... 18 58 
..............................................UUAGCAGCAUGGCGCAUUU.................. 19 82 
..............................................UUAGCAGCAUGGCGCAUUUG................. 20 519 
..............................................UUAGCAGCAUGGCGCAUUUGC................ 21 1395 
..............................................UUAGCAGCAUGGCGCAUUUGCG............... 22 8315 
 
 
#asu-miR-5367 
AAGGCCAAAGCGGCCUCAGAUCUUGCCAAUUUUUCAAUGCGGUUAAAUUGGCACCUCUUAGACCGGCUUGGAGCG 
...(((.((((((.((.(((...(((((((((..(......)..)))))))))..))).)).)).)))).).)). 
Total sRNA: 150897 shared 5' end with miRNA: 2910 shared 3' end with miRNA: 2025 
miRNA 
..............................................AUUGGCACCUCUUAGACCGGCU....... 22 145824 
Shared 5' Terminus 
..............................................AUUGGCACCUCUUAGACCG.......... 19 60 
..............................................AUUGGCACCUCUUAGACCGG......... 20 221 
..............................................AUUGGCACCUCUUAGACCGGC........ 21 1378 
..............................................AUUGGCACCUCUUAGACCGGCUU...... 23 1209 
Shared 3' Terminus 
...............................................UUGGCACCUCUUAGACCGGCU....... 21 1252 
.............................................AAUUGGCACCUCUUAGACCGGCU....... 23 709 
Subsequence 
Others 
...............................................UUGGCACCUCUUAGACCGGCUU...... 22 54 
.........GCGGCCUCAGAUCUUGCCAAUUU........................................... 23 23 
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Supplement Figure 9. miRNA 3p and 5p shift with miRNA duplication. 
 
 
asu-miR-9  --G-CAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAG-UAAUGGCCGCU 
             | |  |  |||||||||||| |||||||||||   ||   ||  | |||||||||| |   ||| ||| ||| |  |  | 
asu-miR-79 UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGU-GAGC-CAUA-ACAUCAUAAAGCUAGGUUACCAAAGCUAA-GCACAAU 
 
 
#asu-miR-9 
GCAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAGUAAUGGCCGCU 
((.(((.(((((((..(((((((.(((((..((........))..))))).)))))))..))))))).))).)).... 
Total sRNA: 605982 shared 5' end with miRNA: 234930 shared 3' end with miRNA: 1974 
miRNA 
......UCUUUGGUUAUCUAGCUGUAUGA................................................. 23 343507 
Shared 5' Terminus 
......UCUUUGGUUAUCUAGCUG...................................................... 18 430 
......UCUUUGGUUAUCUAGCUGU..................................................... 19 3810 
......UCUUUGGUUAUCUAGCUGUA.................................................... 20 2709 
......UCUUUGGUUAUCUAGCUGUAU................................................... 21 22291 
......UCUUUGGUUAUCUAGCUGUAUG.................................................. 22 204274 
......UCUUUGGUUAUCUAGCUGUAUGAG................................................ 24 1354 
Shared 3' Terminus 
..........UGGUUAUCUAGCUGUAUGA................................................. 19 190 
.........UUGGUUAUCUAGCUGUAUGA................................................. 20 555 
........UUUGGUUAUCUAGCUGUAUGA................................................. 21 331 
.......CUUUGGUUAUCUAGCUGUAUGA................................................. 22 230 
.....UUCUUUGGUUAUCUAGCUGUAUGA................................................. 24 616 
Subsequence 
.......CUUUGGUUAUCUAGCUGUAUG.................................................. 21 131 
........UUUGGUUAUCUAGCUGUAUG.................................................. 20 195 
.........UUGGUUAUCUAGCUGUAUG.................................................. 19 318 
..........UGGUUAUCUAGCUGUAUG.................................................. 18 135 
Others 
.....UUCUUUGGUUAUCUAGCUGUAUG.................................................. 23 1324 
...............................................AUAAAGCUGGACGACCGAAG........... 20 101 
...............................................AUAAAGCUGGACGACCGAAGU.......... 21 1184 
...............................................AUAAAGCUGGACGACCGAAGUA......... 22 3550 
...............................................AUAAAGCUGGACGACCGAAGUAA........ 23 16125 
...............................................AUAAAGCUGGACGACCGAAGUAAU....... 24 139 
................................................UAAAGCUGGACGACCGAAGUA......... 21 196 
................................................UAAAGCUGGACGACCGAAGUAA........ 22 1557 

 
 
 
#asu-miR-79 
UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGUGAGCCAUAACAUCAUAAAGCUAGGUUACCAAAGCUAAGCACAAU 
(((((((...(((((((.((((((((.(((((((........)).))))).)))))))).)))))))..))).)))). 
Total sRNA: 316210 shared 5' end with miRNA: 6335 shared 3' end with miRNA: 1262 
miRNA 
...............................................AUAAAGCUAGGUUACCAAAGCU......... 22 304277 
Shared 5' Terminus 
...............................................AUAAAGCUAGGUUACCAA............. 18 456 
...............................................AUAAAGCUAGGUUACCAAA............ 19 635 
...............................................AUAAAGCUAGGUUACCAAAG........... 20 1328 
...............................................AUAAAGCUAGGUUACCAAAGC.......... 21 3254 
...............................................AUAAAGCUAGGUUACCAAAGCUA........ 23 575 
Shared 3' Terminus 
................................................UAAAGCUAGGUUACCAAAGCU......... 21 927 
..............................................CAUAAAGCUAGGUUACCAAAGCU......... 23 162 
Subsequence 
Others 
.........CCUUUGGUUAUCUGGCUGUAUG............................................... 22 288 
.........CCUUUGGUUAUCUGGCUGUAUGA.............................................. 23 1072 
..........CUUUGGUUAUCUGGCUGUAUGA.............................................. 22 1205 
...........UUUGGUUAUCUGGCUGUAUGA.............................................. 21 1424 
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#UP14 
AAACGACGAGCAGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAGAUUUGUCGUUGUCCCUUCACCCGCCUCUCGACCUAUGACCGUCCCUUUUGGCUU 
Perfectly match 
...........AGGGAUAGGUCCGCUGAGA...................................................................... 19 11046 
...........AGGGAUAGGUCCGCUGAGAGA.................................................................... 21 14711 
...........AGGGAUAGGUCCGCUGAGAGACG.................................................................. 23 121147 
...........AGGGAUAGGUCCGCUGAGAGACGG................................................................. 24 11201 
...........AGGGAUAGGUCCGCUGAGAGACGGU................................................................ 25 47403 
...........AGGGAUAGGUCCGCUGAGAGACGGUU............................................................... 26 1062100 
...........AGGGAUAGGUCCGCUGAGAGACGGUUA.............................................................. 27 30354 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAG........................................................ 33 12652 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGA....................................................... 34 21545 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAG...................................................... 35 45875 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAGA..................................................... 36 22111 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAGAU.................................................... 37 34000 
...........AGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAGAUUU.................................................. 39 20894 
............GGGAUAGGUCCGCUGAGAGACGGUU............................................................... 25 11337 
..............................................................UCACCCGCCUCUCGACCUAUGACCGUCCCU........ 30 19962 
...............................................................CACCCGCCUCUCGACCUAUGACCGUCCC......... 28 18477 
...............................................................CACCCGCCUCUCGACCUAUGACCGUCCCU........ 29 92321 
...............................................................CACCCGCCUCUCGACCUAUGACCGUCCCUU....... 30 16035 
................................................................ACCCGCCUCUCGACCUAUGACCGUCCCU........ 28 15777 
Perfectly antisense match 
 
 
#UP2a 
CGCAUCUACAAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCUUCGAAUCCGGAUACCGACCGAUGACCGCUCAUUAUUUUCGCUUU 
Perfectly match 
.........AAGGCAGGUCCGAAGGAAUCCG......................................................... 22 15702 
.........AAGGCAGGUCCGAAGGAAUCCGGU....................................................... 24 11346 
.........AAGGCAGGUCCGAAGGAAUCCGGUU...................................................... 25 16582 
.........AAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCU............................................ 35 14035 
..........AGGCAGGUCCGAAGGAAU............................................................ 18 28173 
..........AGGCAGGUCCGAAGGAAUC........................................................... 19 28015 
..........AGGCAGGUCCGAAGGAAUCC.......................................................... 20 30318 
..........AGGCAGGUCCGAAGGAAUCCG......................................................... 21 53303 
..........AGGCAGGUCCGAAGGAAUCCGG........................................................ 22 32933 
..........AGGCAGGUCCGAAGGAAUCCGGU....................................................... 23 37305 
..........AGGCAGGUCCGAAGGAAUCCGGUU...................................................... 24 41828 
..........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGU............................................... 31 18454 
..........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUC.............................................. 32 14562 
..........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCC............................................. 33 11952 
..........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCU............................................ 34 18704 
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..........................................CUUCGAAUCCGGAUACCGACCGAUGACCGCUCA............. 33 13569 

...........................................UUCGAAUCCGGAUACCGACCGAUGACCGCUCA............. 32 32405 

............................................UCGAAUCCGGAUACCGACCGAUGACCGCUCA............. 31 44109 

.............................................CGAAUCCGGAUACCGACCGAUGACCGCUCA............. 30 49662 

..............................................GAAUCCGGAUACCGACCGAUGACCGCUCA............. 29 59460 

...............................................AAUCCGGAUACCGACCGAUGACCGCUCA............. 28 236230 

................................................AUCCGGAUACCGACCGAUGACCGCUCA............. 27 51842 

...................................................CGGAUACCGACCGAUGACCGCUCA............. 24 12236 

....................................................GGAUACCGACCGAUGACCGCUCA............. 23 18791 

.....................................................GAUACCGACCGAUGACCGCUCA............. 22 20577 

......................................................AUACCGACCGAUGACCGCUCA............. 21 27896 

.......................................................UACCGACCGAUGACCGCUCA............. 20 15286 

.........................................................CCGACCGAUGACCGCUCA............. 18 56397 
Perfectly antisense match 
 
 
#UP2c 
ACGCAUUUGAAAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCUUCGAAUCCGGAUACCGACCGAUGACCGCUCGUUAUUUUC 
Perfectly match 
..........AAGGCAGGUCCGAAGGAAUCCG.................................................... 22 15702 
..........AAGGCAGGUCCGAAGGAAUCCGGU.................................................. 24 11346 
..........AAGGCAGGUCCGAAGGAAUCCGGUU................................................. 25 16582 
..........AAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCU....................................... 35 14035 
...........AGGCAGGUCCGAAGGAAU....................................................... 18 28173 
...........AGGCAGGUCCGAAGGAAUC...................................................... 19 28015 
...........AGGCAGGUCCGAAGGAAUCC..................................................... 20 30318 
...........AGGCAGGUCCGAAGGAAUCCG.................................................... 21 53303 
...........AGGCAGGUCCGAAGGAAUCCGG................................................... 22 32933 
...........AGGCAGGUCCGAAGGAAUCCGGU.................................................. 23 37305 
...........AGGCAGGUCCGAAGGAAUCCGGUU................................................. 24 41828 
...........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGU.......................................... 31 18454 
...........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUC......................................... 32 14562 
...........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCC........................................ 33 11952 
...........AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCU....................................... 34 18704 
...............................................GAAUCCGGAUACCGACCGAUGACCGCUCG........ 29 13311 
................................................AAUCCGGAUACCGACCGAUGACCGCUCG........ 28 27731 
Perfectly antisense match 
 
 
#UP5a 
AGGAACUGAUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAACUCGAUCCAUGACCGUCACUUUUUUC 
Perfectly match 
...........GACAGGUCCGUUGAGAUG................................................................... 18 16428 
...........GACAGGUCCGUUGAGAUGC.................................................................. 19 38785 
...........GACAGGUCCGUUGAGAUGCG................................................................. 20 65296 
...........GACAGGUCCGUUGAGAUGCGG................................................................ 21 76568 



...........GACAGGUCCGUUGAGAUGCGGU............................................................... 22 179915 

...........GACAGGUCCGUUGAGAUGCGGUU.............................................................. 23 66307 

...........GACAGGUCCGUUGAGAUGCGGUUA............................................................. 24 11140 

...........GACAGGUCCGUUGAGAUGCGGUUAUCA.......................................................... 27 27767 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAG......................................................... 28 55837 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGA........................................................ 29 73856 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAA....................................................... 30 258715 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU...................................................... 31 153185 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU..................................................... 32 169246 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG.................................................... 33 206728 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA................................................... 34 44979 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU............................................... 38 28927 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU.............................................. 39 13896 

...........GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU............................................. 40 17056 

........................................................GCCCCACCCCGCAACUCGAUCCAUGACCGUCAC....... 33 16253 

..........................................................CCCACCCCGCAACUCGAUCCAUGACCGUCAC....... 31 34199 

...........................................................CCACCCCGCAACUCGAUCCAUGACCGUCAC....... 30 61668 

............................................................CACCCCGCAACUCGAUCCAUGACCGUCA........ 28 33875 

............................................................CACCCCGCAACUCGAUCCAUGACCGUCAC....... 29 205012 

............................................................CACCCCGCAACUCGAUCCAUGACCGUCACU...... 30 14984 

.............................................................ACCCCGCAACUCGAUCCAUGACCGUC......... 26 13495 

.............................................................ACCCCGCAACUCGAUCCAUGACCGUCA........ 27 254293 

.............................................................ACCCCGCAACUCGAUCCAUGACCGUCAC....... 28 1635380 

.............................................................ACCCCGCAACUCGAUCCAUGACCGUCACU...... 29 137408 

..............................................................CCCCGCAACUCGAUCCAUGACCGUCAC....... 27 38575 

...............................................................CCCGCAACUCGAUCCAUGACCGUCAC....... 26 15136 

................................................................CCGCAACUCGAUCCAUGACCGUCAC....... 25 10652 

..................................................................GCAACUCGAUCCAUGACCGUCAC....... 23 17511 

...................................................................CAACUCGAUCCAUGACCGUCAC....... 22 10421 

....................................................................AACUCGAUCCAUGACCGUCAC....... 21 18488 

.....................................................................ACUCGAUCCAUGACCGUCAC....... 20 17885 

......................................................................CUCGAUCCAUGACCGUCAC....... 19 10182 

.......................................................................UCGAUCCAUGACCGUCAC....... 18 16452 
Perfectly antisense match 
 
 
#UP5b 
ACGCACAAGCUGGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUGAAGACCCGCUUCUCGCGAACACGACCGUCAUUUUUUGCA 
Perfectly match 
...........GGACAGGUCCGAUGAGAUG........................................................... 19 56359 
...........GGACAGGUCCGAUGAGAUGC.......................................................... 20 38013 
...........GGACAGGUCCGAUGAGAUGCG......................................................... 21 112748 
...........GGACAGGUCCGAUGAGAUGCGA........................................................ 22 71613 
...........GGACAGGUCCGAUGAGAUGCGAU....................................................... 23 119205 
...........GGACAGGUCCGAUGAGAUGCGAUU...................................................... 24 217472 
...........GGACAGGUCCGAUGAGAUGCGAUUA..................................................... 25 36302 



...........GGACAGGUCCGAUGAGAUGCGAUUAU.................................................... 26 26452 

...........GGACAGGUCCGAUGAGAUGCGAUUAUC................................................... 27 153851 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCG.................................................. 28 35130 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGA................................................. 29 30043 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUA............................................... 31 120964 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACU............................................. 33 85529 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU............................................ 34 227465 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUG........................................... 35 58316 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGA.......................................... 36 12555 

...........GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUG....................................... 39 10133 

............GACAGGUCCGAUGAGAUGCG......................................................... 20 12196 

............GACAGGUCCGAUGAGAUGCGA........................................................ 21 10715 

............GACAGGUCCGAUGAGAUGCGAU....................................................... 22 15672 

............GACAGGUCCGAUGAGAUGCGAUU...................................................... 23 22395 

............GACAGGUCCGAUGAGAUGCGAUUAUC................................................... 26 13869 

............GACAGGUCCGAUGAGAUGCGAUUAUCGAUA............................................... 30 20110 

............GACAGGUCCGAUGAGAUGCGAUUAUCGAUACU............................................. 32 12435 

............GACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU............................................ 33 29028 

..................................................AAGACCCGCUUCUCGCGAACACGACCGUCAU........ 31 14597 

....................................................GACCCGCUUCUCGCGAACACGACCGUCA......... 28 17298 

....................................................GACCCGCUUCUCGCGAACACGACCGUCAU........ 29 28185 
Perfectly antisense match 
 
 
#UP5c 
AUAUAUCGGGCAGGUCCGAUGAGAUGUGGUUAUCGACUUUGAAUUGACUACCCGCUUCUCGCAAGCUCGACCGUCCUUUUUU 
Perfectly match 
.......GGGCAGGUCCGAUGAGAUGUGGUUAUCGACUU........................................... 32 14932 
.......GGGCAGGUCCGAUGAGAUGUGGUUAUCGACUUU.......................................... 33 11356 
..............................................ACUACCCGCUUCUCGCAAGCUCGACCGUCCU..... 31 25500 
...............................................CUACCCGCUUCUCGCAAGCUCGACCGUCCU..... 30 36774 
................................................UACCCGCUUCUCGCAAGCUCGACCGUCCU..... 29 283606 
.................................................ACCCGCUUCUCGCAAGCUCGACCGUCCU..... 28 42010 
Perfectly antisense match 
 
 
#UP5d 
AGUGUUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAACUCGAUCCAUGACCGUCCUUUUAGU 
Perfectly match 
.......GACAGGUCCGUUGAGAUG.................................................................. 18 16428 
.......GACAGGUCCGUUGAGAUGC................................................................. 19 38785 
.......GACAGGUCCGUUGAGAUGCG................................................................ 20 65296 
.......GACAGGUCCGUUGAGAUGCGG............................................................... 21 76568 
.......GACAGGUCCGUUGAGAUGCGGU.............................................................. 22 179915 
.......GACAGGUCCGUUGAGAUGCGGUU............................................................. 23 66307 
.......GACAGGUCCGUUGAGAUGCGGUUA............................................................ 24 11140 



.......GACAGGUCCGUUGAGAUGCGGUUAUCA......................................................... 27 27767 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAG........................................................ 28 55837 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGA....................................................... 29 73856 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAA...................................................... 30 258715 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU..................................................... 31 153185 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU.................................................... 32 169246 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG................................................... 33 206728 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA.................................................. 34 44979 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU.............................................. 38 28927 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU............................................. 39 13896 

.......GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU............................................ 40 17056 

........................................................CACCCCGCAACUCGAUCCAUGACCGUCCU...... 29 10599 

.........................................................ACCCCGCAACUCGAUCCAUGACCGUC........ 26 13495 

.........................................................ACCCCGCAACUCGAUCCAUGACCGUCCU...... 28 76867 
Perfectly antisense match 
 
 
#UP5e 
CAGCAGAAAGUACUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAUCUCGAUCCAUGACCGUCACUUUUGUC 
Perfectly match 
...............GACAGGUCCGUUGAGAUG................................................................... 18 16428 
...............GACAGGUCCGUUGAGAUGC.................................................................. 19 38785 
...............GACAGGUCCGUUGAGAUGCG................................................................. 20 65296 
...............GACAGGUCCGUUGAGAUGCGG................................................................ 21 76568 
...............GACAGGUCCGUUGAGAUGCGGU............................................................... 22 179915 
...............GACAGGUCCGUUGAGAUGCGGUU.............................................................. 23 66307 
...............GACAGGUCCGUUGAGAUGCGGUUA............................................................. 24 11140 
...............GACAGGUCCGUUGAGAUGCGGUUAUCA.......................................................... 27 27767 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAG......................................................... 28 55837 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGA........................................................ 29 73856 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAA....................................................... 30 258715 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU...................................................... 31 153185 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU..................................................... 32 169246 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG.................................................... 33 206728 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA................................................... 34 44979 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU............................................... 38 28927 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU.............................................. 39 13896 
...............GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU............................................. 40 17056 
..............................................................CCCACCCCGCAUCUCGAUCCAUGACCGUCAC....... 31 10343 
...............................................................CCACCCCGCAUCUCGAUCCAUGACCGUCAC....... 30 19778 
................................................................CACCCCGCAUCUCGAUCCAUGACCGUCA........ 28 19464 
................................................................CACCCCGCAUCUCGAUCCAUGACCGUCAC....... 29 82721 
.................................................................ACCCCGCAUCUCGAUCCAUGACCGUCA........ 27 133127 
.................................................................ACCCCGCAUCUCGAUCCAUGACCGUCAC....... 28 610639 
.................................................................ACCCCGCAUCUCGAUCCAUGACCGUCACU...... 29 37121 
..................................................................CCCCGCAUCUCGAUCCAUGACCGUCAC....... 27 20257 



..........................................................................CUCGAUCCAUGACCGUCAC....... 19 10182 

...........................................................................UCGAUCCAUGACCGUCAC....... 18 16452 
Perfectly antisense match 
 
 
#UP5f 
ACAAGCUGGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCUUUUU 
Perfectly match 
.......GGACAGGUCCGAUGAGAUG....................................................... 19 56359 
.......GGACAGGUCCGAUGAGAUGC...................................................... 20 38013 
.......GGACAGGUCCGAUGAGAUGCG..................................................... 21 112748 
.......GGACAGGUCCGAUGAGAUGCGA.................................................... 22 71613 
.......GGACAGGUCCGAUGAGAUGCGAU................................................... 23 119205 
.......GGACAGGUCCGAUGAGAUGCGAUU.................................................. 24 217472 
.......GGACAGGUCCGAUGAGAUGCGAUUA................................................. 25 36302 
.......GGACAGGUCCGAUGAGAUGCGAUUAU................................................ 26 26452 
.......GGACAGGUCCGAUGAGAUGCGAUUAUC............................................... 27 153851 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCG.............................................. 28 35130 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGA............................................. 29 30043 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUA........................................... 31 120964 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACU......................................... 33 85529 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU........................................ 34 227465 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUG....................................... 35 58316 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGA...................................... 36 12555 
.......GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUG................................... 39 10133 
........GACAGGUCCGAUGAGAUGCG..................................................... 20 12196 
........GACAGGUCCGAUGAGAUGCGA.................................................... 21 10715 
........GACAGGUCCGAUGAGAUGCGAU................................................... 22 15672 
........GACAGGUCCGAUGAGAUGCGAUU.................................................. 23 22395 
........GACAGGUCCGAUGAGAUGCGAUUAUC............................................... 26 13869 
........GACAGGUCCGAUGAGAUGCGAUUAUCGAUA........................................... 30 20110 
........GACAGGUCCGAUGAGAUGCGAUUAUCGAUACU......................................... 32 12435 
........GACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU........................................ 33 29028 
.....................................ACUUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUC...... 38 10436 
.......................................UUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 38 11106 
........................................UGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 37 13968 
.........................................GAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 36 28767 
..........................................AUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 35 31682 
...........................................UUGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 34 32994 
............................................UGAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 33 46060 
.............................................GAAGACCCGCUUCUCGCAAACACGACCGUCCU.... 32 68415 
..............................................AAGACCCGCUUCUCGCAAACACGACCGUCCU.... 31 123707 
...............................................AGACCCGCUUCUCGCAAACACGACCGUCCU.... 30 42046 
................................................GACCCGCUUCUCGCAAACACGACCGUCCU.... 29 196006 
.................................................ACCCGCUUCUCGCAAACACGACCGUCCU.... 28 64241 
....................................................CGCUUCUCGCAAACACGACCGUCCU.... 25 12312 



........................................................UCUCGCAAACACGACCGUCCU.... 21 25013 

.........................................................CUCGCAAACACGACCGUCCU.... 20 10389 

..........................................................UCGCAAACACGACCGUCCU.... 19 11325 

...........................................................CGCAAACACGACCGUCCU.... 18 17687 
Perfectly antisense match 
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