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#asu-1in-4
UUGCGACCUUCUCCCUGAGACCUCUGCUGUGACAGUACGCAGGGUCACAGUAAGAGCACCUCAGGGGCCAGGUCUCA
(@R MR @@@E@EET I ) B ES )33))) ) ES)) ) )
Total sRNA: 106647 shared 5" end with miRNA: 1857 shared 3" end with miRNA: 1322
miRNA

........... UCCCUGAGACCUCUGCUGUGA . -« o i i e e i e e e ccaecccacaecaaaaaeaaaaaaaaa 21 85225
Shared 5" Terminus

........... UCCCUGAGACCUCUGCUG. - - o e e i i i i eic e e ceecccccecccacaecaaacaaaaaaaaa-- 18 153
........... UCCCUGAGACCUCUGCUGU . - - e e it i i i i i e ceecccccecccacaecaaaaaaaaaaaaa"- 19 359
........... UCCCUGAGACCUCUGCUGUG . -+« i e i i i e e e e e ceece e caeaaeacaaaaaaaaaa-- 20 1037
........... UCCCUGAGACCUCUGCUGUGAC . - - - o et i e e e i e e i e e diecaeaceaaaaaawa-- 22 308
Shared 3" Terminus

.............. CUGAGACCUCUGCUGUGA. - . o o i e i e e e ceeccccceccacacaeaaaaaaa.. 18 219
............. CCUGAGACCUCUGCUGUGA. . - - i i e i i i e cc e e ceeccaaaecaaacaaaaaaaaa--- 19 1064
Subsequence

Others

............................................. CACAGUAAGAGCACCUCAGGGGCC. ....... 24 42
............................................. CACAGUAAGAGCACCUCAGGGGCCA....... 25 31
.............................................. ACAGUAAGAGCACCUCAGG. . .- oo v----. 19 113
.............................................. ACAGUAAGAGCACCUCAGGG. .. ........ 20 169
.............................................. ACAGUAAGAGCACCUCAGGGG. . ........ 21 430
.............................................. ACAGUAAGAGCACCUCAGGGGC. ... ..... 22 1316
.............................................. ACAGUAAGAGCACCUCAGGGGCC. . ... ... 23 13012
.............................................. ACAGUAAGAGCACCUCAGGGGCCA. .. .... 24 2596
............................................... CAGUAAGAGCACCUCAGGGGCC. .. ..... 22 109
................................................ AGUAAGAGCACCUCAGGGGCC. . ...... 21 83
................................................. GUAAGAGCACCUCAGGGGCC........ 20 53
................................................. GUAAGAGCACCUCAGGGGCCA. ...... 21 74
#asu-let-7
UCUGCUCGUUGAGGUAGUAGGUUGUAUAGUUGCGAGCUGCAUCCUUUCGAGAAACUGUCCAGCCUGCUAGCUUGCCGCGCGGAC
(CCCC- (- - CCC- (- - e e e - - 2)))---33333)-))30003)))-)))--))- )))))

Total sRNA: 103298 shared 5" end with miRNA: 15114 shared 3" end with miRNA: 422
miRNA

......... UGAGGUAGUAGGUUGUAUAGUU . « - o o e e i i i e e e acaecccccecccaacaecaaaaaaaaaaa. 22 87428
Shared 5" Terminus

......... UGAGGUAGUAGGUUGUAU . - - e i i et i i e cccecccccaeccaaacecaaacaeaaaaaeanaaaa. 18 298
......... UGAGGUAGUAGGUUGUAUA . .« - . i i it i e e ecae e caecaacaecaacaeaaaaaeaa"-2. 19 889
......... UGAGGUAGUAGGUUGUAUAG . - .« o i i e e e e e e e eecccccecccaceeccaeaceeaaaaaeaaaa22 201175
......... UGAGGUAGUAGGUUGUAUAGU . . - o o e e i i i i i e e eeccccceeccccaecaaacaaaaaaaeaaaaaa 21 9793
......... UGAGGUAGUAGGUUGUAUAGUUG. - - - e e i e i i dceecccccecccacaacaaaaaaaaaaaaaaaaaa. 23 2166
......... UGAGGUAGUAGGUUGUAUAGUUGC - - - o i it i i it e e e i e e e ceea e e caea e e aaaaaaaaa. 24 793
Shared 3" Terminus

............. GUAGUAGGUUGUAUAGUU. - . o o i e it i i i e e e eecccaceecccccecaaacaeaaaaaeaa-- 18 96
............ GGUAGUAGGUUGUAUAGUU . . - o o et i i e i i e e eecc e acaeccaaaacaaacaeaaaaaeanaaa 19 273
.......... GAGGUAGUAGGUUGUAUAGUU - - - L it it ittt et f e e e ccaeacaeaaaaaeaaaaaaa 21 38
Subsequence

Others

...................................................... CUGUCCAGCCUGCUAGCUUGCC. .. ..... 22 125
#asu-miR-1
UUCUGUUGCAUCGUACUUCUUUACAUCGCCAUACUGGUAUUUCAAAGAGCUAUGGAAUGUAAAGAAGUAUGUAGUUACUGAA

- (G- (- - (- - - - e - - - 2--2)-23331-53303300000)3))--3)-))-)) -

Total sRNA: 487949 shared 5" end with miRNA: 157276 shared 3" end with miRNA: 1232
miRNA

.................................................... UGGAAUGUAAAGAAGUAUGUA. . ....... 21 327886
Shared 5" Terminus

.................................................... UGGAAUGUAAAGAAGUAU. .. ......... 18 1823
.................................................... UGGAAUGUAAAGAAGUAUG. . ......... 19 4813
.................................................... UGGAAUGUAAAGAAGUAUGU. ... ...... 20 143184
.................................................... UGGAAUGUAAAGAAGUAUGUAG. ... .... 22 7348
.................................................... UGGAAUGUAAAGAAGUAUGUAGU. ...... 23 102
Shared 3" Terminus

....................................................... AAUGUAAAGAAGUAUGUA. .. ...... 18 360
______________________________________________________ GAAUGUAAAGAAGUAUGUA. .. ...... 19 191
..................................................... GGAAUGUAAAGAAGUAUGUA. .. ...... 20 148
................................................... AUGGAAUGUAAAGAAGUAUGUA. ... ..... 22 452

Subsequence
Others


Richard Davis
Wang et al.
Supplementary Figure 5 


........... CGUACUUCUUUACAUCGCCAUA. - - o i e e e e e e e cecececacacacacacaaaaaaaaa. 222
................................. CUGGUAUUUCAAAGAGCUA . - - i i i i i i i ececcceeaeaeaeaaa 195
................................................... AUGGAAUGUAAAGAAGUAUGU. .. ....... 21 1
#asu-miR-2a
GUUCCAGCACGUCAAAGUGGUGGUGAUUUGUUGUGGAUAAGCUCAUAUCACAGCCAGCUUUGAUGUGCUGUGGCAGUC

(- - (- ceeec- - - - - - - - - 2)-22-2213)-33)-000000))--))-- - -

Total sRNA: 155050 shared 5 end with miRNA: 60059 shared 3" end with miRNA: 429
miRNA

_____________________________________________ UAUCACAGCCAGCUUUGAUGUGC. .. ....... 23 93033
Shared 5" Terminus

............................................. UAUCACAGCCAGCUUUGA . . ... .......... 18 2976
............................................. UAUCACAGCCAGCUUUGAU. . ..o oo ocaoo-- 19 1695
............................................. UAUCACAGCCAGCUUUGAUG. . . ..o oo 20 172
............................................. UAUCACAGCCAGCUUUGAUGU. . .. ........ 21 9753
............................................. UAUCACAGCCAGCUUUGAUGUG. ... ....... 22 45086
............................................. UAUCACAGCCAGCUUUGAUGUGCU. . ....... 24 376
Shared 3" Terminus

.................................................. CAGCCAGCUUUGAUGUGC. ......... 18 40
................................................. ACAGCCAGCUUUGAUGUGC. .. ....... 19 307
.............................................. AUCACAGCCAGCUUUGAUGUGC . . . ... .... 22 41
Subsequence

................................................. ACAGCCAGCUUUGAUGUG........... 18 181
Others

........ ACGUCAAAGUGGUGGUGAUUUG . . - e o i i e et i e e e e dcecccacaeacacaeaaaaaeenaaa 22 131
_________ CGUCAAAGUGGUGGUGAUUUG. - - - o e e e e i i e e e e ceeccccceccaaacaaaaaaaaaa- 21 940
......... CGUCAAAGUGGUGGUGAUUUGUUGUGGAUAAGCUCA . . - .. i i i iiciiceecccacaeaaaaa... 36 65
#asu-miR-2b
GAACUCUGGCGUGCUUAAUCGUUCAGUGAUUCAUAGUGAAUAGCUUGUAUCACAGUUCGAUUUGGCCCGCUAGUGUCACUG

(C- - - CCCCCC- (- - - - - - - - - - 2)33)-I2)))-2--2330)-I2)II0)))--))-- - -

Total sRNA: 1981399 shared 5" end with miRNA: 367975 shared 3" end with miRNA: 2586
miRNA

............................................... UAUCACAGUUCGAUUUGGCCCG. . cccaauo... 22 16
Shared 5" Terminus

............................................... UAUCACAGUUCGAUUUGG. . ..o cccaeau.. 18 23
............................................... UAUCACAGUUCGAUUUGGC. . . .. ... o...... 19 16
............................................... UAUCACAGUUCGAUUUGGCC. . ............ 20 10
............................................... UAUCACAGUUCGAUUUGGCCC. . . oo ocauao. 21 23
............................................... UAUCACAGUUCGAUUUGGCCCGC. ... ....... 23 76
............................................... UAUCACAGUUCGAUUUGGCCCGCU . ... ...... 24 11
Shared 3" Terminus

................................................... ACAGUUCGAUUUGGCCCG. .. ......... 18 18
.................................................. CACAGUUCGAUUUGGCCCG. . oo caaua--- 19 20
................................................. UCACAGUUCGAUUUGGCCCG. - ..o ---... 20 20
................................................ AUCACAGUUCGAUUUGGCCCG. .o e caaaa 21 27
Subsequence

Others

........... UGCUUAAUCGUUCAGUGAUUC . . - o o oo e et e i e e e e e e eem e e ceea e acaeaaaaaaa 2119
........... UGCUUAAUCGUUCAGUGAUUCA. - - - e e e e e e e e e e e eeeccaeceecaaaaeaaaaaaa. 22 97
#asu-miR-7
ACUCCCGGGUGGAAGACUGGUGAUUUUGUUGUUUGAGCUCAUCCAUAACAGCAAAUCCGUAGUCUCCACCUGGCAACUCCUAA

- - - - (OO (- - - - Ce- - - 2)---22323322))--III0I0000I0))) - - - - e e e e

Total sRNA: 7946 shared 5" end with miRNA: 1667 shared 3" end with miRNA: 50
miRNA

......... UGGAAGACUGGUGAUUUUGUUGUU . . - - e e i i i e i eecc e e cecccccccccacacaacaaaaaaaaaaa 24
Shared 5" Terminus

......... UGGAAGACUGGUGAUUUU . - - et i e it d e e e ceecccacaeccacacacaaacaeaaaaaannnaa 18
......... UGGAAGACUGGUGAUUUUG . - o e it it ed i i e e eecc e ccaecacccaeaeacaaaaaaaaeaa-a 19
......... UGGAAGACUGGUGAUUUUGU . - . o i i i i i e e eeccccceeccaccceccaeacaecaaaaaaaaa-2 20
......... UGGAAGACUGGUGAUUUUGUU. . . oo e i it i e i i e e eecccccaecccccccacacaeaaaaaaaaaaa 21
......... UGGAAGACUGGUGAUUUUGUUG. . - - o e e i e e e i i e ceecccccaecccccacaaacaaaaaaaaaanas 22
......... UGGAAGACUGGUGAUUUUGUUGU . - - - oo i i h it i e e e e e dccaeacaeaaaaaaaa- 23
......... UGGAAGACUGGUGAUUUUGUUGUUU . . - i i i it i i iii e e eeecccccecccacaecaaaaaaaaa-2 25
Shared 3" Terminus

............... ACUGGUGAUUUUGUUGUU. . - o o et i i i i i i e eecccaceeccaacacaaaaaaaaaaaaa-- 18
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............. AGACUGGUGAUUUUGUUGUU . - - - ot i i i i i i icccceecccccecccacaeaaaaaaaaaaa 20
............ AAGACUGGUGAUUUUGUUGUU . - - o e et i i e i e e e deecc e ccaeacacaeaaaaaaaaas 21
........... GAAGACUGGUGAUUUUGUUGUU - - - o e e et i e e e e e ceee e e caaae e e 22
Subsequence

........... GAAGACUGGUGAUUUUGUUGU. - - o e e i i e i i e e eecccceecccacccacaaaaaaaaaaaaaaa 21
............. AGACUGGUGAUUUUGUUGU. - - o e e i i i i i i e e eecc e cceeccaaaacacaaaacaaaaaaaaaaa 19
.............. GACUGGUGAUUUUGUUGU . - . o oo i i i it ifd et i e e eci e e ceaeaacecaaaaa.-- 18
Others

.............. GACUGGUGAUUUUGUUGUUU. . - o e e i i it i e ceecccccecccacaacaaaaaaaaaaaana" 20
................................................ CAGCAAAUCCGUAGUCUCCACC. . oo e caaaaa . 22
#asu-miR-9
GCAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAGUAAUGGCCGCU

(- CCC- QO - (- (- - CCee e - - 2)-:2222)-99003)-9II0)3)-0))-)) - - - -

Total sRNA: 605982 shared 5" end with miRNA: 234930 shared 3" end with miRNA: 1974
miRNA

...... UCUUUGGUUAUCUAGCUGUAUGA . - - - e e i e e ci e cceeccaacacccacaecaaaaaeaaaaaean- 23 34350
Shared 5" Terminus

...... UCUUUGGUUAUCUAGCUG. - - s e i i e i i i e e e e eecccaceeccaceeccacaceeaaaaawa-- 18 430
...... UCUUUGGUUAUCUAGCUGU . - . e e i e i i e i i e e ceeccccaeccacaceecaeacaeaaaaaaaa-- 19 3810
...... UCUUUGGUUAUCUAGCUGUA . . . o o i e e e e i e e ceeccacaecccacacaaaaaaaaaaaaaaa- 20 2709
...... UCUUUGGUUAUCUAGCUGUAU - - - o oo e e i e e e e e e et e e e e e e aceea e e e 21 22291
...... UCUUUGGUUAUCUAGCUGUAUG. . - - - e e e e e e e e e ceeceeceeccaacaeceaaaeaa. 22 20427
...... UCUUUGGUUAUCUAGCUGUAUGAG . - - - e e it i i eei i e e ceeccaceecccacaccaaacaeaaaaaeaa"- 24 1354
Shared 3" Terminus

.......... UGGUUAUCUAGCUGUAUGA .« C i i it i i e eca e e caeaa e aceeaaaaaee--2 19 190
......... UUGGUUAUCUAGCUGUAUGA. . .« i i i i i i i e aceeccccaecccaceeccaacaeaaa-a.. 20 555
........ UUUGGUUAUCUAGCUGUAUGA . . . o i e et e e e e e eecccacaecaaaaacaaacaeaaaaaaa 21 331
....... CUUUGGUUAUCUAGCUGUAUGA . - - e e i e e e e e e caeacacaccaaaaaaaaaaaaaaa 22 230
..... UUCUUUGGUUAUCUAGCUGUAUGA - - - o i i i i i e e e e e e e ee e ce e ceeceaceaaaaa-- 24 616
Subsequence

....... CUUUGGUUAUCUAGCUGUAUG . - - - e e i e e i e e e eeccacaecccacacacaaaeaaaaaeeaaaa 21 131
........ UUUGGUUAUCUAGCUGUAUG . - - - o it it i e i i e deeca e ccaecaaacaaaaacaeaaaaa. 20 195
......... UUGGUUAUCUAGCUGUAUG - - - o o o i i it h i it i i e et i e e eecaeaceeaaaaae---.. 19 318
.......... UGGUUAUCUAGCUGUAUG . - - i i i it i e ceecceceeccccceeccaaaceeaaaaaea---- 18 135
Others

..... UUCUUUGGUUAUCUAGCUGUAUG. - - - e e i e i e c e eecccccacccacaacaaaaaaaaaaaaan-- 23 1324
............................................... AUAAAGCUGGACGACCGAAG. .. ........ 20 101
............................................... AUAAAGCUGGACGACCGAAGU. ......... 21 1184
............................................... AUAAAGCUGGACGACCGAAGUA. ... ..... 22 3550
............................................... AUAAAGCUGGACGACCGAAGUAA. . ... ... 23 16125
............................................... AUAAAGCUGGACGACCGAAGUAAU. . ..... 24 139
................................................ UAAAGCUGGACGACCGAAGUA. .. ...... 21 196
................................................ UAAAGCUGGACGACCGAAGUAA. . ...... 22 1557
#asu-miR-34
UAAGUCACCGGCUGGCAGUGUGGUUAGCUGGUUGUCAGAUGUGAGACAACGGCUAUCACCACUGCCGUCCUGGUGGUUCGUCC

N e ((((( (OO III))03231333)-II003))--I))))--)-)))
Total sRNA: 1812490 shared 5" end with miRNA: 171673 shared 3" end with miRNA: 9167
miRNA

............ UGGCAGUGUGGUUAGCUGGUUGU . - - - e e i i i e i i i i e cecccccaecccaaaacaaaaaaaaaaaana- 23
Shared 5% Terminus

............ UGGCAGUGUGGUUAGCUG - - - - e oo e et e e i fd i e e e eia e e ceaaaaaaaaaaaaa-- 18
............ UGGCAGUGUGGUUAGCUGG. .- - e e i i e i i e eeccecceecccceecccacaacaaaaaaaaaaaaa- 19
............ UGGCAGUGUGGUUAGCUGGU . - v e e e i i e e cc e e ceeccacascccacaacaaaaaaaaaaaanaa 20
............ UGGCAGUGUGGUUAGCUGGUU . - - o o oo e e i e e i e e e e e e d e e ccaeeeecaeaaeaaaea 2]
____________ UGGCAGUGUGGUUAGCUGGUUG. - - - - e e e e e e e e e e e ceeceacceaaaaaaaa. 22
............ UGGCAGUGUGGUUAGCUGGUUGUC . - - - e e e i i i e e e ceecccccaecaaaaaacaaaaaaa. 24
............ UGGCAGUGUGGUUAGCUGGUUGUCA . - - .o i it i i ccceecccccaecaaaaaaaaaaaua. 25
............ UGGCAGUGUGGUUAGCUGGUUGUCAGAUGUGA . - - . o i i i e e iccccceeccacaacaaaaaa. 32
Shared 3" Terminus

................. GUGUGGUUAGCUGGUUGU . - e o i i e i i i i eic e e ceeccaccecccacaacaaaaaeaa--- 18
................ AGUGUGGUUAGCUGGUUGU . - - - et i i it i i e ceecccccecccacaecaaaaaaaaaaaaa- 19
............... CAGUGUGGUUAGCUGGUUGU. « < - e e e i i e e i i i e c e ccaacccacaecaaaaaaaaaaaa 20
.............. GCAGUGUGGUUAGCUGGUUGU - - - o ot e i e e e e e e e e e e e e eeaaeaeae 2
............. GGCAGUGUGGUUAGCUGGUUGU .« - - e e e i i e i e e e ceecccececceccaeaaaaaaaa. 22
........... CUGGCAGUGUGGUUAGCUGGUUGU . . - o o e e i e e i e e e ceecccccecccacaacaaaaaaaa-a 24
Subsequence

............... CAGUGUGGUUAGCUGGUUG - - - - o o it i e e i e e e e e e ee e e e ceea e eeeeaaeaa22 19
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................ AGUGUGGUUAGCUGGUUG . - - - i e i e e i i e icecececacacacacacacaaaaaaaeaeana 1
Others

............................................... AACGGCUAUCACCACUGCCGUCC. v v v v veennn 2
#asu-miR-36a
CGGUGUGUAGUGGAUGUACCCUCGGUUCGAUGUUUCUUUACUAUCAUCACCGGGUAUACAUUCAUCAAAUACCGUAGCUCA
(O (N (O (Errree— IIII0032))--900000)--I))) - - - - - - -

Total sRNA: 173670 shared 5" end with miRNA: 19549 shared 3" end with miRNA: 549
miRNA

______________________________________________ UCACCGGGUAUACAUUCAUCAA. . ..o ceaa .. 22
Shared 5" Terminus

.............................................. UCACCGGGUAUACAUUCA. . ... ... ........ 18
.............................................. UCACCGGGUAUACAUUCAU. . - e e i eeeeeaaa2 19
.............................................. UCACCGGGUAUACAUUCAUC. . .. oo occeo22 20
.............................................. UCACCGGGUAUACAUUCAUCA. .. ... ....... 21
.............................................. UCACCGGGUAUACAUUCAUCAAA. ... ........ 23
Shared 3" Terminus

.................................................. CGGGUAUACAUUCAUCAA. . ... ........ 18
................................................ ACCGGGUAUACAUUCAUCAA. .. .......... 20
............................................... CACCGGGUAUACAUUCAUCAA. ... ..o 21
............................................. AUCACCGGGUAUACAUUCAUCAA. . ... ........ 23
Subsequence

Others

........ AGUGGAUGUACCCUCGGUUCGA . - . o i i e i e e e c e eecccacecccacaecaaaaaaaaaaana. 22
........ AGUGGAUGUACCCUCGGUUCGAU . -« o i i e e i i e e e e e dceecccacacccacaecaaaaaaaaaaaea 23
........ AGUGGAUGUACCCUCGGUUCGAUG. - - - o e e e e e et e e e e e e e e cea e e caaaaaaaaea- 24
........ AGUGGAUGUACCCUCGGUUCGAUGU. - - - e e i i i iii i e ceecccccecccacaccaaaaaaaaaaaan. 25
#asu-miR-36b

GUGGCCGAUCGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGCUCACCGGGUGAACAUUCAUUAUCGGCCCAUUG
([ (AR OUEEEET ) D)))B ES )00 19D D)) )) ) s
Total sRNA: 24273 shared 5" end with miRNA: 1684 shared 3" end with miRNA: 76
miRNA

............................................... UCACCGGGUGAACAUUCAUUAU. ... ...... 22 14
Shared 5" Terminus

............................................... UCACCGGGUGAACAUUCA. .. ... ........ 18 42
............................................... UCACCGGGUGAACAUUCAU. ... ......... 19 6

............................................... UCACCGGGUGAACAUUCAUU. . .......... 20 17
............................................... UCACCGGGUGAACAUUCAUUA. .. ........ 21 14
............................................... UCACCGGGUGAACAUUCAUUAUC. .. ...... 23 17
Shared 3" Terminus

................................................... CGGGUGAACAUUCAUUAU.......... 18 5

.................................................. CCGGGUGAACAUUCAUUAU. .. ....... 19 9

................................................. ACCGGGUGAACAUUCAUUAU. . ........ 20 29
................................................ CACCGGGUGAACAUUCAUUAU. . ........ 21 6

.............................................. CUCACCGGGUGAACAUUCAUUAU. ......... 23 27
Subsequence

................................................. ACCGGGUGAACAUUCAUUA. .. ........ 195

Others

......... CGUGAGUGUUUGCGACGGUUA . - - i i it i e e cceeccccceecaacaecaaaaaaaa-- 2119
......... CGUGAGUGUUUGCGACGGUUAG . - - o e e it i i e i i cceeccacaecccacaccaaaaaaaaaaaaaaa. 22 51
......... CGUGAGUGUUUGCGACGGUUAGC . - - e e i i e i i i i i e cceecccaaaccaaaaacaaaaaaaa-- 23 68
......... CGUGAGUGUUUGCGACGGUUAGCG - - - e o i i e i e e e i e dcei e e e eeca e acaaaaaaaee 245

......... CGUGAGUGUUUGCGACGGUUAGCGUC. &« - i i e i it i e ccccceeccccaeccacacaaaaaaaaa-. 265

......... CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGG . - - o e e e i e e ceecccccecccacaacaaaaaa-a 359

......... CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGU . - - v e i it i i i i i e cecccaceecaaaaaea-- 36 20
_________ CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUG. - v v i i i e i i i i e ceeceeceecaaaaee--- 37 46
......... CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGC - = v o i e e e i e i ieciecceceecceacaaaa--- 38 32
......... CGUGAGUGUUUGCGACGGUUAGCGUCUGGUAUCGGUGCU. = - - i e e i i i e ceicecceeccaaaaea-- 39 14
.......... GUGAGUGUUUGCGACGGUUAGC - - - i e e i i e i i i e e eecccccaeccaaaacaaaaaaaaaaaas 2221
........................ CGGUUAGCGUCUGGUAUCGGU . - - o e e i i i i i e iec e e ceeeaaaaea 21 12
........................ CGGUUAGCGUCUGGUAUCGGUG. - - o e e i i i i i i i e ceecceceeaaaaaa. 22 12
......................... GGUUAGCGUCUGGUAUCGGUGC . - - o e it i e iic i cceccccaaeaaaaaa 225
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#asu-miR-36¢C
ACGUGACGGGGAUUCUACUUUUGGUGAAGCGAGCUCAGAUGACUUCACCGGGCUCGAAUCCCUGUCCUGUCAUGAUUC

641611

130
402
172
70135
1712

133
2500
5879
124075
121

488

118
181
139
126
162
286
1788
51389
31070
331
555
258
147
13240
188

1110857

126
534
403
113939
112415

2160
308
4149
288
2207

202

307
114
434
319
36824
576
215
465
245

(A (T (e 2)-I0090000)--9I000000))-0)) - - - -
Total sRNA: 948146 shared 5" end with miRNA: 72559 shared 3" end with miRNA: 132796
miRNA

............................................ UCACCGGGCUCGAAUCCCUGUC. - o e e cecaaan 22
Shared 5" Terminus

............................................ UCACCGGGCUCGAAUCCC. ... cceeeeea.-. 18
............................................ UCACCGGGCUCGAAUCCCU . - e v e i eaeeeaaaa 19
............................................ UCACCGGGCUCGAAUCCCUG. - e o caceeaa2 20
............................................ UCACCGGGCUCGAAUCCCUGU .« oo oo ceaaa2 21
............................................ UCACCGGGCUCGAAUCCCUGUCC. .. ........ 23
Shared 3" Terminus

................................................ CGGGCUCGAAUCCCUGUC. .. ... ...... 18
.............................................. ACCGGGCUCGAAUCCCUGUC. . ... ....... 20
............................................. CACCGGGCUCGAAUCCCUGUC. ..o oceeaa2 21
........................................... UUCACCGGGCUCGAAUCCCUGUC. ... ........ 23
.......................................... CUUCACCGGGCUCGAAUCCCUGUC . . . e o oo oa .. 24
Subsequence

............................................. CACCGGGCUCGAAUCCCUGU . o ccaaeeoo2 20
Others

..... ACGGGGAUUCUACUUUUGGUGA . - . o o i et i i e e e e e c e e dca e acaaaaaaaaaaaaann. 22
..... ACGGGGAUUCUACUUUUGGUGAA - . o oo it i e e e e e e e e e e ciea e e aceaaaaaae 23
..... ACGGGGAUUCUACUUUUGGUGAAG. - - - - e e e e e e e eeee e e e e e caecaaaaeaaaaaaa.. 24
...... CGGGGAUUCUACUUUUGGU . . v o i e e i i i i i i e e eeccceceecccacecaaaaaaaaaaaaaaaaa 19
...... CGGGGAUUCUACUUUUGGUG. - - - e i e e i i e e ec e e e eecccacaecaaaaacaaaaaaaaaaaaaaaa 20
...... CGGGGAUUCUACUUUUGGUGA . - - o i e i e e e e e et e dc e e e e e e caeeeaaaee 21
...... CGGGGAUUCUACUUUUGGUGAA . - o e i i e e e ceecccccecccacaacaaaaaaaaaas 22
...... CGGGGAUUCUACUUUUGGUGAAG . - - e e i e ei e e e eeccccceecccacccaaaaaaaaaaaaaaaaa 23
...... CGGGGAUUCUACUUUUGGUGAAGC . - - e i i e e i e e eecc e ccaecc e ccaccacaaaaaaaaenaaa 24
....... GGGGAUUCUACUUUUGGUGAAG - - - - i oo it e e e e e e e et e e e e aeeaaaa 22
....... GGGGAUUCUACUUUUGGUGAAGC . - - i e i e i i e ceeceeceecccaceecaacaeaaaaaaaaaaa 23
........................... AGCGAGCUCAGAUGACUUC. - - - i i i i i e ieiccceceeaeaaaeeaaaa 19
........................................... UUCACCGGGCUCGAAUCC. . .- cceeeceeao- 2 18
........................................... UUCACCGGGCUCGAAUCCCUGU . « oo ooceaa oo 0 22
............................................. CACCGGGCUCGAAUCCCUGUCC. . ..o 22
#asu-miR-36d
AUCUCGCGUGGCAGGGAUUCCGCUUUUGGUGACGUGGAGAAGAAUCUUCACCGGGCAAGAAUCCCUGUCAUGUUGCCU
----- Q- Q- - Q- - == =--5000000000000--000000000000) - - - - -
Total sRNA: 1388325 shared 5 end with miRNA: 227465 shared 3* end with miRNA: 9200
miRNA

............................................... UCACCGGGCAAGAAUCCCUGUC. . ... .... 22
Shared 5" Terminus

............................................... UCACCGGGCAAGAAUCCC. .. ... 18
............................................... UCACCGGGCAAGAAUCCCU. .. ..o 19
............................................... UCACCGGGCAAGAAUCCCUG. .. ........ 20
............................................... UCACCGGGCAAGAAUCCCUGU. . ... ..... 21
............................................... UCACCGGGCAAGAAUCCCUGUCA. . ...... 23
Shared 3" Terminus

................................................... CGGGCAAGAAUCCCUGUC. ........ 18
.................................................. CCGGGCAAGAAUCCCUGUC. .. ...... 19
................................................. ACCGGGCAAGAAUCCCUGUC. ........ 20
................................................ CACCGGGCAAGAAUCCCUGUC. ... ..... 21
.............................................. UUCACCGGGCAAGAAUCCCUGUC. ........ 23
Subsequence

................................................. ACCGGGCAAGAAUCCCUGU. .. ....... 19
Others

.......... GCAGGGAUUCCGCUUUUGGUGACG . - e e i e e i e e e e ceecccccaacaaaaaaaeaaa. 24
........... CAGGGAUUCCGCUUUUGG . - o e i e e i i i i eceeceecccccecccacaecaaaaeeaeaa.. 18
........... CAGGGAUUCCGCUUUUGGUGA . - - - e e i i i e i i i e ceecccccecacacaecaaaaaeaaaaaa 21
........... CAGGGAUUCCGCUUUUGGUGAC - - - o et i i e i e e e e d e e c e e acaaaaaaa. 22
........... CAGGGAUUCCGCUUUUGGUGACG . - e e i i i i e i i e eecccceecccaceccaaaaeaaeaaaa. 23
........... CAGGGAUUCCGCUUUUGGUGACGU . - o e i i i e i i e cc e ccecccccaeccaaaaaaaaaa. 24
............ AGGGAUUCCGCUUUUGGUGACG . - e i e e e c e ccecccccaecccacaaccaaaaaaaaaa. 22
.............................................. UUCACCGGGCAAGAAUCCCUGU. . . ... ... 22
.............................................. UUCACCGGGCAAGAAUCCCUGUCA. ....... 24
................................................ CACCGGGCAAGAAUCCCUGUCA. ....... 22

154
364



#asu-miR-36e
AUGUGACGUGACGGGGAUUCUACUCUUGGUGAAGCGAGCUCAGAUGACUUCACCGGGCUCGAAUCCUUGUCCUGUCAUGAU
A (O (T (@O 2)-I20333303)--9000I0)3))-0))))) - - -
Total sRNA: 157812 shared 5" end with miRNA: 6323 shared 3" end with miRNA: 26245
miRNA

................................................. UCACCGGGCUCGAAUCCUUGUC. . ... ... .. 22 108762
Shared 5" Terminus

................................................. UCACCGGGCUCGAAUCCU. ... .......... 18 138
................................................. UCACCGGGCUCGAAUCCUU. . oo cceaae 19 141
................................................. UCACCGGGCUCGAAUCCUUG. .. ... ...... 20 107
................................................. UCACCGGGCUCGAAUCCUUGU. . ... .. .... 21 5793
................................................. UCACCGGGCUCGAAUCCUUGUCC. ........ 23 141
Shared 3" Terminus

..................................................... CGGGCUCGAAUCCUUGUC. ... ...... 18 159
.................................................... CCGGGCUCGAAUCCUUGUC. ... ...... 19 50
................................................... ACCGGGCUCGAAUCCUUGUC. ......... 20 620
.................................................. CACCGGGCUCGAAUCCUUGUC. ......... 21 1176
................................................ UUCACCGGGCUCGAAUCCUUGUC. .. ....... 23 24228
Subsequence

.................................................. CACCGGGCUCGAAUCCUUGU. . ......... 20 118
Others

.......... ACGGGGAUUCUACUCUUGGUGA . - - e o i i e i e e e e aceeccacaecacacaacaaaaaaaaaaa. 22 38
........... CGGGGAUUCUACUCUUGGUGA - - - o it e it e i e e e e e e ceeca e e ceeaaaaaea- 21 149
........... CGGGGAUUCUACUCUUGGUGAA . - - - i i i i e e e ceeccccceccacaceecaaaaaea-. 22 653
........... CGGGGAUUCUACUCUUGGUGAAG . - - e e i i e i i i e eeecccceecccacaecaaaaaaaaaaaaaaa- 23 10652
........... CGGGGAUUCUACUCUUGGUGAAGC - - o e i i e e i i e e e e cceecccaaacacaeaaaaaaanaa 24 1939
............ GGGGAUUCUACUCUUGGUGAAG - - - o et o i e e e e e e e e e e eee e e eaaaaaaaaes 22 72
............ GGGGAUUCUACUCUUGGUGAAGC . - - i e i i i i i e e eeccccceeccccceccacaacaaaeaaaaaa. 23 45
................................ AGCGAGCUCAGAUGACUUC. - - i i e i i i e ceccccceecaaaaa-- 19 258
................................................ UUCACCGGGCUCGAAUCC. . .- e e e aean . 18 147
................................................ UUCACCGGGCUCGAAUCCU. . ..o oo -- 19 40
................................................ UUCACCGGGCUCGAAUCCUU. .. ccoaaao. 20 42
................................................ UUCACCGGGCUCGAAUCCUUG. . . oo ccweaa. 21 37
................................................ UUCACCGGGCUCGAAUCCUUGU. . ... ...... 22 2040
#asu-miR-36F
CUGGAGCGUGACAUGGAUUCAGCUAUCUGUGGAGUAGUGCCUUCAAAACAAAUUCUUCACCGGGCUGCAAUCCUUGUCACGCCGGUCU
[ (AT (O (COrrrn—— 22223)33)--33212)-I20)20000))) - - -

Total sRNA: 91903 shared 5" end with miRNA: 7951 shared 3" end with miRNA: 2300
miRNA

........................................................ UCACCGGGCUGCAAUCCUUGUCA. .. ...... 23
Shared 5" Terminus

........................................................ UCACCGGGCUGCAAUCCU. ... .......... 18
........................................................ UCACCGGGCUGCAAUCCUU. . ..o oo 19
........................................................ UCACCGGGCUGCAAUCCUUG. . ..o ooca. 20
........................................................ UCACCGGGCUGCAAUCCUUGU . . ..o oo 2
........................................................ UCACCGGGCUGCAAUCCUUGUC. . ... ..... 22
Shared 3" Terminus

........................................................... CCGGGCUGCAAUCCUUGUCA. . ....... 20
.......................................................... ACCGGGCUGCAAUCCUUGUCA. .. ...... 21
......................................................... CACCGGGCUGCAAUCCUUGUCA. ........ 22
....................................................... UUCACCGGGCUGCAAUCCUUGUCA. ........ 24
Subsequence

......................................................... CACCGGGCUGCAAUCCUUGUC. .. ... 21
.......................................................... ACCGGGCUGCAAUCCUUGUC. ......... 20
Others

.......... ACAUGGAUUCAGCUAUCUGUGG - - -« o oo it et e e e e e e et e e d e d e e e e e e aaaeaaaaa. 22
__________ ACAUGGAUUCAGCUAUCUGUGGA . . - - o oot e e e e e e e e eeceeeeecccaceecaaaaaeaaaaaa. 23
.......... ACAUGGAUUCAGCUAUCUGUGGAG. - - - - e e e e e e e e eeeccaceecaccceccacacaecaaaaaaaaeaaa. 24
.......... ACAUGGAUUCAGCUAUCUGUGGAGU. - - - e e i i i i e e e e ceecccccecccacaecaaaaaaaaaana. 25
........... CAUGGAUUCAGCUAUCUGUGGAG - - - e e e e e i e e cecccccaecacaaacaacaacaaaaaeaaaaaaeanaa 23
....................................................... UUCACCGGGCUGCAAUCCUUGUC. . ... ..... 23
#asu-miR-43a
CCCGGCGAUAGUAAGUACUGCGAUAUGCUGCAAGAACACAAACACAUAUCACAGUCUACUUGCUGUCUCCGGUUCGCUG

N (A (O O (Orrrr—— 2I222))):-332)-900000)-00)) - - - - - - -

Total sRNA: 175734 shared 5" end with miRNA: 61851 shared 3" end with miRNA: 722
miRNA
______________________________________________ UAUCACAGUCUACUUGCUGUCUC. .. ....... 23 92981

1608
279

59
29

48
6010
1627
490

36



Shared 5" Terminus

.............................................. UAUCACAGUCUACUUGCU. ... ccoaaan. 18 474
.............................................. UAUCACAGUCUACUUGCUGU. . . ... .. .. ... 20 973
.............................................. UAUCACAGUCUACUUGCUGUC . . . ... ...... 21 999
.............................................. UAUCACAGUCUACUUGCUGUCU. . ......... 22 58649
.............................................. UAUCACAGUCUACUUGCUGUCUCC. .. ...... 24 743
Shared 3" Terminus

................................................... CAGUCUACUUGCUGUCUC. ......... 18 164
.................................................. ACAGUCUACUUGCUGUCUC. ......... 19 86
............................................... AUCACAGUCUACUUGCUGUCUC. ... ...... 22 31
............................................. AUAUCACAGUCUACUUGCUGUCUC. . ... ..... 24 416
Subsequence

.................................................. ACAGUCUACUUGCUGUCU. . ......... 18 99
Others

...... GAUAGUAAGUACUGCGAUA . . o oo e i e e e e e d e e e caaaaaacaeaaaaaea-22 19 64
...... GAUAGUAAGUACUGCGAUAU. - - - e e i e e e e e caeccccceccacaceecacaaaaeaa---.. 20 326
...... GAUAGUAAGUACUGCGAUAUG. - - o e et e e e e e eecccacaeccacaceecaaaaaeaaaaaeaaaa- 21 16932
....... AUAGUAAGUACUGCGAUAUG . - - o e e i i e i i e e eecccaceeccacaecaaaaaaaaaaaeaaaaaaa 20 732
........................... CUGCAAGAACACAAACACA . . - i i i i iica e aceeaaaaaeaa-=2 19 890
........................................... ACAUAUCACAGUCUACUUGCUGUCU. .......... 25 93
............................................ CAUAUCACAGUCUACUUGCUGUCU. ... ....... 24 51
............................................. AUAUCACAGUCUACUUGCUGUCU. . .. ... ... 23 721
#asu-miR-43b
UAUAGCGGCACGUGGCAAAGGUGCUGCGAUGCGCCGCGUUAAAUCGUAUCACAGUUCUUUGUCACCUUUUGCUUCACACGC

R (O (O (O @@ 222)))-200300000033)---II))) - -

Total sRNA: 1240795 shared 5" end with miRNA: 122247 shared 3" end with miRNA: 5305
miRNA

.............................................. UAUCACAGUUCUUUGUCACCUU. . - oo e oooo. 22 11211980
Shared 5" Terminus

.............................................. UAUCACAGUUCUUUGUCA. .. ... ........... 18 5568
.............................................. UAUCACAGUUCUUUGUCAC. . .. oo oocuoo-o. 19 5641
.............................................. UAUCACAGUUCUUUGUCACC. . ... ... ....... 20 30462
______________________________________________ UAUCACAGUUCUUUGUCACCU. .. oo oo 21 74263
.............................................. UAUCACAGUUCUUUGUCACCUUU. . .......... 23 6223
Shared 3" Terminus

.................................................. ACAGUUCUUUGUCACCUU. . ... ........ 18 3157
................................................. CACAGUUCUUUGUCACCUU. . ..o o oo 19 427
................................................ UCACAGUUCUUUGUCACCUU. ... ......... 20 250
............................................... AUCACAGUUCUUUGUCACCUU. .. ... ...... 21 1426
Subsequence

Others

.......... CGUGGCAAAGGUGCUGCGAUGCG . - e e i e e e e e e eecccaceecccaceccaeacaeaaaaaaeaa--- 23 648
#asu-miR-43c-1
UGCGUACAGCAGCGCGUGGCAAGGAUACUGCGAUGCGUCAUGUUGCAUCGUAUCACAGUUCUUUGUCACCCUUUGCAUCACGCA
(O (A (O Ormnm—— 2)))1)-33303I)333331)-)-))))---))))-

Total sRNA: 2911161 shared 5% end with miRNA: 140358 shared 3" end with miRNA: 11885
miRNA

.................................................. UAUCACAGUUCUUUGUCACCCU . . o oo ceaaaan 22
Shared 5" Terminus

.................................................. UAUCACAGUUCUUUGUCA. . .. ... ........ 18
.................................................. UAUCACAGUUCUUUGUCAC. . .. oo oo -2 19
.................................................. UAUCACAGUUCUUUGUCACC. . ..o oo 20
.................................................. UAUCACAGUUCUUUGUCACCC. . oo e e ceeaaaa 21
.................................................. UAUCACAGUUCUUUGUCACCCUU. ... ....... 23
__________________________________________________ UAUCACAGUUCUUUGUCACCCUUU. . ........ 24
Shared 3" Terminus

...................................................... ACAGUUCUUUGUCACCCU. . .......... 18
..................................................... CACAGUUCUUUGUCACCCU. .. ccaaaan. 19
.................................................... UCACAGUUCUUUGUCACCCU. .. ccoaaa 20
................................................... AUCACAGUUCUUUGUCACCCU. ... ccoo.. 21
Subsequence

................................................... AUCACAGUUCUUUGUCACCC. . ..o eccoaa.. 20
Others

.............. CGUGGCAAGGAUACUGCGAUG. - - - e e i e i e e e e ceecceccecaeacceaaaaaaaa 21
.............. CGUGGCAAGGAUACUGCGAUGC . - - i e e e i e e i e e ceeccacaecceccacaaacaeaaaaaaaa. 22
.............. CGUGGCAAGGAUACUGCGAUGCG . - i e e e i e eeec e e e mecc e ccaeaeaaaacaaaaaaaaaaaaan 23

2744612

5568
5641
30462
92878
5580
229

6826
870
616
3461

104

202
443
11997
104



#asu-miR-43c-2
ACAGCGGCGCGUGGCAAAGAUACUGCGAUGCGCCGCGUUACAUCGUAUCACAGUUCUUUGUCACCCUUUGCUUUACG

- - CCCCC- C- Q- - - - - - - D--I2022)-90I00000000)3)-)0)))) - - - - -

Total sRNA: 2904371 shared 5" end with miRNA: 140358 shared 3" end with miRNA: 11870
miRNA

............................................. UAUCACAGUUCUUUGUCACCCU. . oo oo ... 22 2744612
Shared 5" Terminus

............................................. UAUCACAGUUCUUUGUCA. . .. .......... 18 5568
............................................. UAUCACAGUUCUUUGUCAC. . ... ........ 19 5641
............................................. UAUCACAGUUCUUUGUCACC. ... ........ 20 30462
............................................. UAUCACAGUUCUUUGUCACCC. . - ... ..... 21 92878
............................................. UAUCACAGUUCUUUGUCACCCUU. .. ...... 23 5580
............................................. UAUCACAGUUCUUUGUCACCCUUU. . ...... 24 229
Shared 3" Terminus

................................................. ACAGUUCUUUGUCACCCU.......... 18 6826
................................................ CACAGUUCUUUGUCACCCU.......... 19 870
............................................... UCACAGUUCUUUGUCACCCU.......... 20 616
.............................................. AUCACAGUUCUUUGUCACCCU. ... ...... 21 3461
Subsequence

.............................................. AUCACAGUUCUUUGUCACCC. .. ........ 20 104
Others

......... CGUGGCAAAGAUACUGCGAUGC - - - e e i i i e i e e ceecmcacaecaaaaacaaaaaeaaaaaa 22 135
......... CGUGGCAAAGAUACUGCGAUGCG - - - e e e e e e e e et e dcee e e e ceea e e caeaaaaaaa- 23 6699
#asu-miR-43d
GGCAGUAACCCGAUGUGGCUGCGAUACUGUUUGCACAUGGCCGAGUAUCACAGUCUUAUCCGGUCACCGCCUCUU

(CC- CC- - - - - - - - - - - - 2)--2222))-I233)-32))-23)-2)-)))- - --

Total sRNA: 743362 shared 5" end with miRNA: 75266 shared 3" end with miRNA: 1075
miRNA

_____________________________________________ UAUCACAGUCUUAUCCGGUCA. . ....... 21 54924
Shared 5" Terminus

............................................. UAUCACAGUCUUAUCCGGU. . ... ...... 19 1328
............................................. UAUCACAGUCUUAUCCGGUC. ... ...... 20 2545
_____________________________________________ UAUCACAGUCUUAUCCGGUCAC. ....... 22 71332
Shared 3" Terminus

................................................ CACAGUCUUAUCCGGUCA. ........ 18 114
.............................................. AUCACAGUCUUAUCCGGUCA. ........ 20 159
............................................ GUAUCACAGUCUUAUCCGGUCA. .. ...... 22 758
Subsequence

Others

..... UAACCCGAUGUGGCUGCGAUACU . - - o e et i e i i e e eecccacaecaaaaacaaaacaeaaaaaaa 23 151
...... AACCCGAUGUGGCUGCGA . - - o i e i h ettt d d e e caca e e cacaaacaaaaaaaea---- 18 433
...... AACCCGAUGUGGCUGCGAU . - - - e e i i i i e ceeccaceecccaceccacacaecaaaaaeaaa-- 19 915
...... AACCCGAUGUGGCUGCGAUA . - - - i i i i e ceeccacaeccacacacaaaaaeaaaaaaaa--- 20 816
...... AACCCGAUGUGGCUGCGAUAC . - - e e i i e i i e e eecccccacccaaaacaaacaeaaaaaaan-- 21 4544
...... AACCCGAUGUGGCUGCGAUACU - - . o i e i i e e e e e aacaad e aa e e e aea e 22 10665
...... AACCCGAUGUGGCUGCGAUACUG. .« o i e e i e e e ceecccacecccacaacaaaaaaaaa-- 23 109
....... ACCCGAUGUGGCUGCGAUACU . - - i e i i i i e ecccceecccaceccaeacaeaaaaaaaaa- 21 1812
....... ACCCGAUGUGGCUGCGAUACUG . - o v i i i e i i e cecc e cceeccaacacaaaaeaaaaaaaaaa 22 1073
.............................................. AUCACAGUCUUAUCCGGUCAC. . ...... 21 517
................................................. ACAGUCUUAUCCGGUCAC........ 18 378
#asu-miR-43e

UGCACAGCACGCGGUAGCAGAGGUGCUGCGAUACGCUGUGUAGUAUCAUAUCACAGUUCUUUGCUACCUCGUGCUUCGCA

(O (U EEEETED ) ) 1500000000000 I )DD)D BB ) B

Total sRNA: 342730 shared 5" end with miRNA: 48775 shared 3" end with miRNA: 2631
miRNA

................................................ UAUCACAGUUCUUUGCUACCUC. . ..o ca. 22
Shared 5" Terminus

................................................ UAUCACAGUUCUUUGCUA. .. ... ........ 18
................................................ UAUCACAGUUCUUUGCUAC. . .. ... ...... 19
................................................ UAUCACAGUUCUUUGCUACC. .. ......... 20
................................................ UAUCACAGUUCUUUGCUACCU. ... ....... 21
................................................ UAUCACAGUUCUUUGCUACCUCG. ... ..... 23
................................................ UAUCACAGUUCUUUGCUACCUCGU. .. ..... 24
Shared 3" Terminus

.................................................... ACAGUUCUUUGCUACCUC. .. ....... 18
.................................................. UCACAGUUCUUUGCUACCUC. .. ....... 20
................................................. AUCACAGUUCUUUGCUACCUC. . ... ..... 21

1

0

278943

288
700
2656
32492
12484
128

954
151
1276



............................................... AUAUCACAGUUCUUUGCUACCUC. ... ...... 23
Subsequence

................................................. AUCACAGUUCUUUGCUACCU. . ......... 20
Others

......... CGCGGUAGCAGAGGUGCUGCGAU . - - e e i i e e ii e e ceeccacaecccacaecaaaaaacaaaaaaaaaaa 23
........... CGGUAGCAGAGGUGCUGCGAU . - o e e e i i e e c e e e aeca e a e aaaaaaaaaaaaa 2]
........... CGGUAGCAGAGGUGCUGCGAUA .« L i i e e e e e e e e e e aaaaaaa . 22
........... CGGUAGCAGAGGUGCUGCGAUAC . - - e e i i i i i e eeecceceeccccceecaaaaeaaaaaaaa. 23
........... CGGUAGCAGAGGUGCUGCGAUACG . - e e i e e e e e e e e cceeccccaaeccacaacaaaaaaan 24
............ GGUAGCAGAGGUGCUGCGAUACG . - - i e e i e e e e e e e e aea e e dcaeaeaaaaaaaaaa. 23
......................... CUGCGAUACGCUGUGUAGUAUCA .« - o i i i i iei e e ceeaa e e 23
................................................. AUCACAGUUCUUUGCUACCUCG. . ....... 22
.................................................. UCACAGUUCUUUGCUACCUCG. .. ...... 21
.................................................. UCACAGUUCUUUGCUACCUCGU. . .. .... 22
__________________________________________________ UCACAGUUCUUUGCUACCUCGUG. .. .... 23
#asu-miR-44a
CAGACGUGAAACUGGAUGUCUCUCGCAGUCAUACGGUAUAUAGAGUUCUAUGACUAGAGACACAUUCAGCUUGGCGGCUG
(OO @@ 2I2)))33)-33))-I31)3)))-3)-)))-)))
Total sRNA: 774872 shared 5" end with miRNA: 48446 shared 3" end with miRNA: 1277
miRNA

.................................................. UGACUAGAGACACAUUCAGCU. . ....... 21
Shared 5" Terminus

.................................................. UGACUAGAGACACAUUCA. .. ......... 18
.................................................. UGACUAGAGACACAUUCAG. . ... ...... 19
.................................................. UGACUAGAGACACAUUCAGC. .. ....... 20
.................................................. UGACUAGAGACACAUUCAGCUU. . ...... 22
Shared 3" Terminus

..................................................... CUAGAGACACAUUCAGCU. ........ 18
.................................................... ACUAGAGACACAUUCAGCU. . ....... 19
................................................... GACUAGAGACACAUUCAGCU. .. ...... 20
................................................. AUGACUAGAGACACAUUCAGCU. . ....... 22
Subsequence

Others

........... CUGGAUGUCUCUCGCAGU . - e e i i e i e e eeeceeceecccceecccaceecaaaaeaaeaaaua. 18
........... CUGGAUGUCUCUCGCAGUCAU . - - - e e e e e e e e e e eecccaceecaaaaeaaaaaaaa 21
........... CUGGAUGUCUCUCGCAGUCAUA . < - e e i e i e e e e ccaecccacaacaaaaaaaaaaaans 22
#asu-miR-44b
AGUAAGCUACUGGAUGUGUGUCAUAGUCAUGACGUGUGAUCAACAUGACUAGAUAUCACAUUCAGUGGUAUAUUU

(- (- QG- =-=-52200000092002-9000000000)-0)) -

Total sRNA: 143950 shared 5" end with miRNA: 8104 shared 3" end with miRNA: 311
miRNA

........ ACUGGAUGUGUGUCAUAGUCAUG . -« o i i e e e e cecc e ccaeccaaaacaaaaeaaaaaaana 23 70723
Shared 5" Terminus

........ ACUGGAUGUGUGUCAUAG. - - - o e e i i e e e e e aecccaceeccacceccaeaceeaeaa--... 18 59
........ ACUGGAUGUGUGUCAUAGU . - o e e i e i e e e e ceecccaceecaaacaeaaaaaaaa- 19 201
........ ACUGGAUGUGUGUCAUAGUC . - - e e i i i i i e ccccacaecccacaeaaaaaeaaaaaaaa- 20 203
........ ACUGGAUGUGUGUCAUAGUCA .« - i it it et e e e aecaaacecaaaaaaaaaaaaa-- 21 587
........ ACUGGAUGUGUGUCAUAGUCAU . - e i i i i e e ecc e e ceeccccaeccacacaeaaaaaaa. 22 6185
........ ACUGGAUGUGUGUCAUAGUCAUGA. . - - - e i i e e iec e e ceeccaccacccacaacaaaaaaaa. 24 715
........ ACUGGAUGUGUGUCAUAGUCAUGACGUGUGAUCAACA . . - - i e e e i e e ecaeaceeaaaaaaa 37 47
Shared 3" Terminus

.......... UGGAUGUGUGUCAUAGUCAUG. . - - i i e e i e e eiee e e ceecccccecccacaacaaaaaaaa. 21 146
......... CUGGAUGUGUGUCAUAGUCAUG . - - - e e i e i i e e ceecccccecccacaacaaaaaaaaaa. 22 86
....... UACUGGAUGUGUGUCAUAGUCAUG - - - - i i i i i i i e e e a e e e e e e ceaceaaaaaaa- 24 63
Subsequence

Others

....... UACUGGAUGUGUGUCAUAGUCA. - - - o e e e e e e e ceecccacaacaaaaaaaaaa. 22 76
....... UACUGGAUGUGUGUCAUAGUCAU . - - o e e i i i i e cceeccacaecccaaaacaaaaaaaaaa. 23 35
............................................. UGACUAGAUAUCACAUUCA. .. ........ 19 69
............................................. UGACUAGAUAUCACAUUCAGU......... 21 878
............................................. UGACUAGAUAUCACAUUCAGUG. .. ..... 22 755
............................................. UGACUAGAUAUCACAUUCAGUGG. . . .... 23 60481
_____________________________________________ UGACUAGAUAUCACAUUCAGUGGU . .. ... 24 1980
.............................................. GACUAGAUAUCACAUUCAGUGGU. ..... 23 44
................................................ CUAGAUAUCACAUUCAGU. ........ 18 48
................................................ CUAGAUAUCACAUUCAGUGG. ...... 20 74

................................................. UAGAUAUCACAUUCAGUGG. . ..... 19 40

173

100

409
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785
1355
5956
781

386
194
290
185

691583

2993
4932
26138
14373

532
355
155
223

117
391
32577



#asu-miR-46
GCAGACGGCUAAGAGAGCCAUCUGUUGACAGUCGUCAAUUGCCCACUGUCAUGGAGUUGCUCUCUUCAGAUGCCUGC
(AU (T((C@E@TEEDEEDD)DES I BB B))))
Total sRNA: 47137 shared 5" end with miRNA: 2360 shared 3" end with miRNA: 1085
miRNA

.............................................. UGUCAUGGAGUUGCUCUCUUCA. .. ...... 22 359
Shared 5" Terminus

.............................................. UGUCAUGGAGUUGCUCUC. . ... .. ...... 18 17
.............................................. UGUCAUGGAGUUGCUCUCU. .. ... ...... 19 77
.............................................. UGUCAUGGAGUUGCUCUCUU. .. ........ 20 91
.............................................. UGUCAUGGAGUUGCUCUCUUC. ... ...... 21 588
.............................................. UGUCAUGGAGUUGCUCUCUUCAG. . .. .... 23 157
.............................................. UGUCAUGGAGUUGCUCUCUUCAGA. ...... 24 14
Shared 3" Terminus

.................................................. AUGGAGUUGCUCUCUUCA. . ....... 18 47
................................................. CAUGGAGUUGCUCUCUUCA. .. ...... 19 32
................................................ UCAUGGAGUUGCUCUCUUCA. ........ 20 15
............................................... GUCAUGGAGUUGCUCUCUUCA. ........ 21 15
............................................. CUGUCAUGGAGUUGCUCUCUUCA. . ....... 23 974
Subsequence

Others

......... UAAGAGAGCCAUCUGUUGACAGU . - - o e e i e e e e e e eecccacaecaaaaaaaaaa. 23 22
.......... AAGAGAGCCAUCUGUUGACA . - - - e e i i i i i e e e eecccacaecaaaaacaaaaaaaaaaaaaa 20 38
.......... AAGAGAGCCAUCUGUUGACAG - - - i e i e e it i i i eei e e e aeca e acecaeaaaeaaaaaaa-- 21 180
.......... AAGAGAGCCAUCUGUUGACAGU . - e e i e e i i e e e e eeecccacecccaacaecaaaaaaa-. 22 682
.......... AAGAGAGCCAUCUGUUGACAGUC . - v o i e e i i e e e e ceecccacaecaaaaaaaaaaaaa. 23 347
........... AGAGAGCCAUCUGUUGACAGU . - - e e i e i i e e e e e e ceecacacaecaaaaaaaaaaaa 2125
........... AGAGAGCCAUCUGUUGACAGUC - - - i oo it e e e d e e e dea e e eeeaaaaaa 22 24
.............. GAGCCAUCUGUUGACAGU . - o e i i i iii i e eeeccecceccccceeccacacaeaaa-2... 18 38
............................................. CUGUCAUGGAGUUGCUCUCUUC. . ........ 22 59
#asu-miR-49
UGCGCGGUGCGUAGUUUCAUAUGGGUAUGCUCCGUUGUGUAUUUUCGAAGCACCAUGUGAAGCUGCUAUCCGAACGGCGA

- (G- - - (- - - - - - G- - - D--2)-II000000000000))---3))----))- -
Total sRNA: 251800 shared 5 end with miRNA: 17780 shared 3" end W|th mlRNA 4903

miRNA

............................................... AAGCACCAUGUGAAGCUGCUAU. c e ccaaa.. 22
Shared 5% Terminus

............................................... AAGCACCAUGUGAAGCUG. - - - oo oo .. 18
............................................... AAGCACCAUGUGAAGCUGC. . ..o ecao.. 19
............................................... AAGCACCAUGUGAAGCUGCU . .. ... ....... 20
............................................... AAGCACCAUGUGAAGCUGCUA. . ... ....... 21
Shared 3" Terminus

................................................... ACCAUGUGAAGCUGCUAU. .. ........ 18
.................................................. CACCAUGUGAAGCUGCUAU. .. ........ 19
................................................. GCACCAUGUGAAGCUGCUAU. ... ....... 20
Subsequence

Others

......... CGUAGUUUCAUAUGGGUAUGCUCCG . « v o i e e i i e e ceecccceeccacacaccaaaaaacaaaaaaaaaaa 25
#asu-miR-50
GGCGUUGAUAUGUCUGGUAUUCUUGGGUUGGGUCUUCGUCAACCAGUAUCUCAGACGUAUCAUCGUUGUGCAUUG

(CCC- (e - - - - - (e D)D) ES)35))03))) 1)) ) FErra

Total sRNA: 244008 shared 5" end with miRNA: 36216 shared 3" end with miRNA: 1399
miRNA

..... UGAUAUGUCUGGUAUUCUUGGGUU . . - - e e i i i i e ceecccccecccccaeccaaaaaeaeanaaaa 24 19834
Shared 5% Terminus

..... UGAUAUGUCUGGUAUUCUU . - - o o i et i i i i e d e ec e acaecaaacaaaaaaeaaaaaaa- 19 68
..... UGAUAUGUCUGGUAUUCUUGG. .« - - o e e i i e e e i e eeeccccceeccacccecaaaceeaeaaaaaa 21 185
..... UGAUAUGUCUGGUAUUCUUGGG. - - - e e i i e e eeccecceeccccceccaacaacaaaaaaaeaaaaaaa 22 1092
..... UGAUAUGUCUGGUAUUCUUGGGU. - - - e e i i i i e e eeccccceeccaaaacaaaaaeaaaaa-a. 23 33878
..... UGAUAUGUCUGGUAUUCUUGGGUUG . - - - o i i it i i i i i i aceec e e cceeaeacaea--.. 25 860
Shared 3" Terminus

.......... UGUCUGGUAUUCUUGGGUU . . - o e i i i i i e iic e e ceeccccceccaacaacaaaaaaaa- 19 193
......... AUGUCUGGUAUUCUUGGGUU . - - o e e i i i i i e e ci e cceeccacaaccaaaaaaaaa. 20 442

........ UAUGUCUGGUAUUCUUGGGUU . . . i i e i it e e iiieeeceeeeeeaanaa 21 143

227971

1071
203
3940
12501

4444
304
84

925

0



....... AUAUGUCUGGUAUUCUUGGGUU. . . s s e i i i i ssssssseeeaeennnnnnnaaaa 22 103

...... GAUAUGUCUGGUAUUCUUGGGUU. - . . o e e e e i i iee e e e mmeee e mmeeeemmeaaeneaa 23128
- -UUGAUAUGUCUGGUAUUCUUGGGUU . - - - o e e e e e e e s 25 324
Subsequence
......... AUGUCUGGUAUUCUUGGBGU - « « - e e e e i i ieee e mmmeacmmmemeemeeeaaeaenaa-- 19 118
Others
- -UUGAUAUGUCUGGUAUUCUUGGGU . - - - o o e e e e e 24 74
......................................... ACCAGUAUCUCAGACGUAUCAU. . . .. ....... 22 656
......................................... ACCAGUAUCUCAGACGUAUCAUC. . ......... 23 898
.......................................... CCAGUAUCUCAGACGUAUCAU. . .. ........ 21 1194
__________________________________________ CCAGUAUCUCAGACGUAUCAUC . - ... ... ... 22 4246
#asu-miR-56
UGGACGGCCGGGUGGCAGACUAUCGUGGGUAUGUGCAUAUAUAUUCAUACCCGUAAGUCUCCAUCGAGCUCCGGCUGUC
o (O (e ( (e DODDDDDDEEDDDIDDDD) RN NN

Total sRNA: 263876 shared 5" end with miRNA: 30111 shared 3" end with miRNA: 850
miRNA

_______________________________________________ UACCCGUAAGUCUCCAUCGAG. = v e e e awo.. 21 2323
Shared 5" Terminus

............................................... UACCCGUAAGUCUCCAUC. ... ... ....... 18 2237
............................................... UACCCGUAAGUCUCCAUCG. . - e ccaaawo. 19 1983
............................................... UACCCGUAAGUCUCCAUCGA. . ... ....... 20 1564
............................................... UACCCGUAAGUCUCCAUCGAGC. . .. ...... 22 9993
............................................... UACCCGUAAGUCUCCAUCGAGCU. . ....... 23 251
Shared 3" Terminus

.................................................. CCGUAAGUCUCCAUCGAG. ... ....... 18 89
.............................................. AUACCCGUAAGUCUCCAUCGAG. . . ... ..... 22 662
Subsequence

Others

.............................................. AUACCCGUAAGUCUCCAUCGA. .. ... ...... 21 301
#asu-miR-57

GUGGUUUCGUCUACCCUGUAGUACCGAGCUGUGUUUGAGUGAUUAUGCAUACACGAUCGGUUGCCGGGUGAAUGACGCUGCCC
([ (A (AR (@ EO@EE@E@OD BB I IS ) Iy s
Total sRNA: 837154 shared 5" end with mlRNA 152202 shared 3" end with miRNA: 3927
miRNA

___________ UACCCUGUAGUACCGAGCUGUGUUU. . - e e e e eie e e ceeccceceeccccceccacacaeaaaanan-" 25
Shared 5" Terminus

........... UACCCUGUAGUACCGAGC . - - i e i i i i e i e e eeccaceecccaceeccaeaceccaaacaeaaaaaaa". 18
........... UACCCUGUAGUACCGAGCU . - e e i e e e e e e e caecccacaecaaaaacaaaaaeaaaaaaaa- 19
........... UACCCUGUAGUACCGAGCUG - - o o o et it e e e e i e e dee e e e ceea e acaeaaaaaaa 20
........... UACCCUGUAGUACCGAGCUGU - v o i e e e e e e e et c e ceeceeccecceacaeaaaaaaa 21
........... UACCCUGUAGUACCGAGCUGUG. - - - e o e e i i e e e e e eeccacaec e ccaccaacaeaaaaaaaa. 22
........... UACCCUGUAGUACCGAGCUGUGU . - - o e e i i i i e e ecc e ccaecacacaccaaaaaaaaaaaaa 23
........... UACCCUGUAGUACCGAGCUGUGUU - - - o oo i e i e e e e e e e e e caaaaaaaaa. 24
........... UACCCUGUAGUACCGAGCUGUGUUUG. . . o i i i i i iic e e ceecccccecccacaeaaaaaea-. 26
Shared 3" Terminus

.................. UAGUACCGAGCUGUGUUU . - - et i i i i i ii e cceeccacaccaaaaaaaaaaaaa- 18
................. GUAGUACCGAGCUGUGUUU . -« o o i e i i i i i i e e ia e e ceeea e e ceeaaaaaeea--2 19
................ UGUAGUACCGAGCUGUGUUU. .« .« i e i i i e iic e e ceecccccecccacaaaaaaaaaaa= 20
............... CUGUAGUACCGAGCUGUGUUU. - o e e i i i e e e e e caecccacaecaaaaaaaaaaa 21
.............. CCUGUAGUACCGAGCUGUGUUU . - - e e i et it i e e e dc e e acaecaaaacaaaaanas 22
............ ACCCUGUAGUACCGAGCUGUGUUU. « - o o it e i e e e e e e e e e caea e aaceaaaaaa 24
.......... CUACCCUGUAGUACCGAGCUGUGUUU. . - - o e e i i i i i e ceecccccecccccaecaaaaaaacaaa.. 26
Subsequence

............... CUGUAGUACCGAGCUGUGUU. - o o o e e i i i e e e ea e e caec e e acaeaeaaaaaaaaa. 20
________________ UGUAGUACCGAGCUGUGUU . . - e i e e e e e e eecceeceeceaceecaaaeeea--2 19
................. GUAGUACCGAGCUGUGUU. - . e i e i i e cc e e ceecccceeccacacaacaaaaaeea--- 18
Others

................................................. UACACGAUCGGUUGCCGGGUGAA. . ... ...... 23
.................................................. ACACGAUCGGUUGCCGGGUGA. . ... .. ..... 21
.................................................. ACACGAUCGGUUGCCGGGUGAA. . ... ...... 22
#asu-miR-67

GGGCACUUAGCUCGCUCGGCUGGUUGUUAGAUGUUUCUGAUGUUCAUCACAACCUCCUUGAGUGAGUUGAAAGCCCUC

CCCC- - (OO - (- - === =-D-90000009000---099000000000) --D))) - -

Total sRNA: 55470 shared 5% end with miRNA: 9136 shared 3" end with miRNA: 1776
miRNA

32

7

677202

1679
4626
1964
4194
3104
21968
113870
716

170
1035
802
985
166
233
417

146
229
423

117
188
2323



.............................................. UCACAACCUCCUUGAGUGA . . ... ... ..... 19
.............................................. UCACAACCUCCUUGAGUGAG. . . ... ...... 20
.............................................. UCACAACCUCCUUGAGUGAGU . . . ..o oo 21
.............................................. UCACAACCUCCUUGAGUGAGUU. . ... ..... 22
.............................................. UCACAACCUCCUUGAGUGAGUUG. ... ..... 23
.............................................. UCACAACCUCCUUGAGUGAGUUGAA. . ..... 25
Shared 3" Terminus

.................................................... CCUCCUUGAGUGAGUUGA. . ... ... 18
................................................... ACCUCCUUGAGUGAGUUGA. . ...... 19
.................................................. AACCUCCUUGAGUGAGUUGA. ....... 20
................................................. CAACCUCCUUGAGUGAGUUGA. . ...... 21
................................................ ACAACCUCCUUGAGUGAGUUGA. . ... ... 22
............................................. AUCACAACCUCCUUGAGUGAGUUGA. . ...... 25
Subsequence

................................................ ACAACCUCCUUGAGUGAGU. .. ........ 19
................................................ ACAACCUCCUUGAGUGAGUUG. . ... .... 21
................................................. CAACCUCCUUGAGUGAGU. . ... ...... 18
................................................. CAACCUCCUUGAGUGAGUUG. . ....... 20
.................................................. AACCUCCUUGAGUGAGUUG. . ....... 19
................................................... ACCUCCUUGAGUGAGUUG......... 18
Others

........ AGCUCGCUCGGCUGGUUGUUAGA . . . o o i e i e i e e ceeccaccecccacaecaaaaaeaaa-2 23
........ AGCUCGCUCGGCUGGUUGUUAGAU . .« - - o e e i e e e i e e ceeccacceccacaecaaaaaaaaas 24
........ AGCUCGCUCGGCUGGUUGUUAGAUG. - - - e e i i e eeecccccaeccacaacaaaaaacaaaaaaanaaa 25
........ AGCUCGCUCGGCUGGUUGUUAGAUGU - - - o e e i e i e e i e i e e e ceca e acaeaaaacaaa-o 26
................................................... ACCUCCUUGAGUGAGUUGAA. ...... 20
#asu-miR-71
GGGAAUGUGGUGAAAGACAUGGGUAGUGAGACGUUACAUUGAGUCGUAUCACUAUUCUGUUUUUCGCCUCGUAUCCUCG
CCCCCCC- Q- Qe CCCammmmmm e e - - 22)-323)33313333)3331333)-3))-)))) -

Total sRNA: 3056485 shared 5" end with miRNA: 807129 shared 3" end with miRNA: 446
miRNA

.......... UGAAAGACAUGGGUAGUGAGACG . - - e e e i e e e e e ceeccacaeccaeacaaaaaaaaaaaaaaa 23
Shared 5" Terminus

.......... UGAAAGACAUGGGUAGUG . - - e i i i i i e dcecccacaecccacecaaacaecaaaaaaaaeaaaa.. 18
.......... UGAAAGACAUGGGUAGUGA . - - i e i e e dc e e dceca e acaeaaaaaeeaaaaa 19
.......... UGAAAGACAUGGGUAGUGAG . - v e i oo i e e e e e ceecccccecccacaecaaaaaaaeaaaaa 20
.......... UGAAAGACAUGGGUAGUGAGA . - - - i e e e e e e e ccecccacaecaaaaeaaaaaaa 21
.......... UGAAAGACAUGGGUAGUGAGAC . - - - e e e e e e e c e e e caaeeacaacaaaaaaaaaaas 22
.......... UGAAAGACAUGGGUAGUGAGACGU - - - o e e i e i e e e e eei e dceaeaaceaaaaaa. 24
.......... UGAAAGACAUGGGUAGUGAGACGUU . - - o e i it i i eie e e e eeecccceeccaaaceaaeaaa. 25
Shared 3" Terminus

............... GACAUGGGUAGUGAGACG - - v - i e i e e ceecc e ccacccacaecaaaaacaaaaaaeaaaa 18
.............. AGACAUGGGUAGUGAGACG - - - - e et i et e d e e e e e e e e ceea e e aeeeaaaa2 19
............. AAGACAUGGGUAGUGAGACG . - - - e e i e e e e e eeecceceeccccceecaaaaeaaaaaaa 20
............ AAAGACAUGGGUAGUGAGACG . - - e e e e i e e ceecc e e ceccacaec e caeaaeaaaaa. 21
........... GAAAGACAUGGGUAGUGAGACG - - o e e e e e e e e e e d e e e ccaaaaaaaaaaaaa. 22
......... GUGAAAGACAUGGGUAGUGAGACG - - - e o i i i e e e e e e e d e e e caea e e caaaaaaaaea 24
Subsequence

........... GAAAGACAUGGGUAGUGAGAC . - - - e e e e e e e e e e aeacacaeaaaaaaaaaaaaa 21
............. AAGACAUGGGUAGUGAGA. - - - o e e e e e e e ceea e acaecacacaeaaaaaaaaaaa.. 18
............. AAGACAUGGGUAGUGAGAC - - - o o e i e e et e et e e e e e e e eeea e aeeee e a2 19
Others

......... GUGAAAGACAUGGGUAGUGAGAC . - - e e e e e i e e eecccacaecccacacaaaaaaaaaaaaea 23
........... GAAAGACAUGGGUAGUGAGACGU - - - e i i e e e e et e e e aeac e d e e aaceaaaaaa. 23
______________________________________________ UAUCACUAUUCUGUUUUUCGC . . . o oo oo 21
.............................................. UAUCACUAUUCUGUUUUUCGCC. . . oo oae . 22
#asu-miR-72

CGUGGGACCAGGCAAGAUGUUGGCAUAGCUGAACGAAGCUUCGGAUUCAGCCGUGCUACAUAAGGCCAUGCUCCCGCG

(AR (@@ ) EEn > En ) )) FES ) ) 15 ) 933 ))))

Total sRNA: 141284 shared 5" end with miRNA: 5450 shared 3" end with miRNA: 915
miRNA

_________ AGGCAAGAUGUUGGCAUAGCUGA . - - o e e e e e e e e e mece e e ceceacaecaaaceaaaaa 23
Shared 5" Terminus

......... AGGCAAGAUGUUGGCAUA. - - o e et e e e e e caecccacaecaaacaaaaaaaaaaa-- 18
......... AGGCAAGAUGUUGGCAUAG - - - o e e i e e edc e dcaaacacaeaaaaaaaaaaaeaaaa 19
......... AGGCAAGAUGUUGGCAUAGCU - - o i e it et et e e e e e cee e e eeeeaeaeeeaa2 21

2

2241933

4080
66987
41780
269458
412823
11188
583

1555
659
814
494
796
103

131
110
120

180
148
169
1554



......... AGGCAAGAUGUUGGCAUAGCUG. . . s sttt i sesssssssaasananannnnnnnnnaaa 22 1275

......... AGGCAAGAUGUUGGCAUAGCUGAA . . - o i e e e c e e ceeccacaecaaacaaaaaaaaana 24 3267
Shared 3" Terminus

.............. AGAUGUUGGCAUAGCUGA . - - o i i i it i i i ecacacacacacacacaacaacaaeaeaaa-- 18 105
............. AAGAUGUUGGCAUAGCUGA . - . o e i e i i it i e i ceccacaacaacaaceaaeaaaaaaaaa- 19 528
............ CAAGAUGUUGGCAUAGCUGA . - o e i i i i i et ieeeaacaacaaceceeceaaeaaaaaa 20 125
........... GCAAGAUGUUGGCAUAGCUGA - -« - o it it i h it e a e aedaaacecaaacaeaaa22 21 B2
.......... GGCAAGAUGUUGGCAUAGCUGA . - - o i e i i i e it i e aeaecaaacacacacaaaaaaaaaa 22 55
........ CAGGCAAGAUGUUGGCAUAGCUGA . - - o i i i e e e e cacaacacaaceaaeaaaaaaaaaaa 2451
Subsequence

Others

................................................ AGCCGUGCUACAUAAGGCCAUGC. . ..... 23 23
#asu-miR-76
AUGGCCGCUGGCUGGUCGGgUUUUCUAUCAGCGAAUAUUUCGCUGAAAUUAUUCGUUGUUUAUGAAACCUGCUUAGCCGGUUG
------ CCCCCCCCC- (- (- CraaaaaaaacC---2222-2022-52-0000)) - )))))))))

Total sRNA: 43969 shared 5% end with miRNA: 12056 shared 3" end with miRNA:
miRNA

................................................... UUCGUUGUUUAUGAAACCUGCUU. ........ 23
Shared 5" Terminus

................................................... UUCGUUGUUUAUGAAACC. . .. ... .-...... 18
................................................... UUCGUUGUUUAUGAAACCU. . ..o oo..-- 19
................................................... UUCGUUGUUUAUGAAACCUG. . .......... 20
................................................... UUCGUUGUUUAUGAAACCUGC. . ..o o... 21
................................................... UUCGUUGUUUAUGAAACCUGCU. . . ..o ... 22
................................................... UUCGUUGUUUAUGAAACCUGCUUA. ....... 24
Shared 3" Terminus

...................................................... GUUGUUUAUGAAACCUGCUU. .. ...... 20
.................................................... UCGUUGUUUAUGAAACCUGCUU. . .. ..... 22
Subsequence

Others

............... UCGGGUUUUCUAUCAGCGAAU . -« o i e e e e e e e e e ceeceacaecacacaeaaaaaaaaaas 21
............... UCGGGUUUUCUAUCAGCGAAUA . - o o o e e e e e e e e e e e e e dcaeaeaaaaaas 22
________________ CGGGUUUUCUAUCAGCGAAUA . - o e e e e e e e e e e e eeeeeeeceaaeaaa 21
............................................. AAAUUAUUCGUUGUUUAUGAA . . . ..o oo 21
............................................. AAAUUAUUCGUUGUUUAUGAAA . . . ..o oo 22
.............................................. AAUUAUUCGUUGUUUAUGAAA . . . ... oo 21
................................................. UAUUCGUUGUUUAUGAAACCUGCU. .. ....... 24
#asu-miR-79
UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGUGAGCCAUAACAUCAUAAAGCUAGGUUACCAAAGCUAAGCACAAU
(CCCCCC- - - (- - e ee - - - 2)-32)))-323331))-20333))--3))-))))-

Total sRNA: 316210 shared 5" end with miRNA: 6335 shared 3" end with miRNA: 1262
miRNA

31328

43
166
483
424
10867
72

27
24

_______________________________________________ AUAAAGCUAGGUUACCAAAGCU. . ....... 22 304277
Shared 5" Terminus

............................................... AUAAAGCUAGGUUACCAA. . ........... 18 456
............................................... AUAAAGCUAGGUUACCAAA. ... ........ 19 635
............................................... AUAAAGCUAGGUUACCAAAG. .. ........ 20 1328
............................................... AUAAAGCUAGGUUACCAAAGC. ......... 21 3254
............................................... AUAAAGCUAGGUUACCAAAGCUA. ....... 23 575
Shared 3" Terminus

................................................ UAAAGCUAGGUUACCAAAGCU. . ... .... 21 927
.............................................. CAUAAAGCUAGGUUACCAAAGCU. ........ 23 162
Subsequence

Others

_________ CCUUUGGUUAUCUGGCUGUAUG . « - - e e i i e e e e e eeceeeceeccaceeccaaaawa.. 22 288
......... CCUUUGGUUAUCUGGCUGUAUGA . . - . oo i i i e eecc e e ceecccccecaaacaeaaaaaaa. 231072
.......... CUUUGGUUAUCUGGCUGUAUGA . . - - s i i e eecceceeccccceecaaaaeaaaaaaa. 22 1205
........... UUUGGUUAUCUGGCUGUAUGA. . - - o e e e e e e e e ceecccccaecaaaaaaaaaaaeaaaa 21 1424
#asu-miR-81la
ACGGGCACUAGGCCUUCACUGUGAAUCUGCAGAAUGCCUGUUAUACUGUCUGAGAUCAUUGUGAAAGCUAUUUGCCUUGCUUG

N (R (A (O (O (O ((COe—— DIIIIIIDIINNIIIND--II))-ee -

Total sRNA: 25753127 shared 5" end with miRNA: 2374363 shared 3" end with miRNA: 37135
miRNA

.................................................. UGAGAUCAUUGUGAAAGCUAUU. . . oo cee e 22
Shared 5" Terminus

23338358



.................................................. UGAGAUCAUUGUGAAAGC . . . ... ... ...... 18 99482

.................................................. UGAGAUCAUUGUGAAAGCU. . . ... ........ 19 331760
.................................................. UGAGAUCAUUGUGAAAGCUA. .. .. ........ 20 397282
.................................................. UGAGAUCAUUGUGAAAGCUAU. ... ........ 21 1321254
.................................................. UGAGAUCAUUGUGAAAGCUAUUU. . ........ 23 224124
.................................................. UGAGAUCAUUGUGAAAGCUAUUUG. . ....... 24 174
.................................................. UGAGAUCAUUGUGAAAGCUAUUUGC. . ... ... 25 181
Shared 3" Terminus
...................................................... AUCAUUGUGAAAGCUAUU. .. ........ 18 15784
..................................................... GAUCAUUGUGAAAGCUAUU. .. ........ 19 6756
.................................................... AGAUCAUUGUGAAAGCUAUU. .. ... ..... 20 1848
................................................... GAGAUCAUUGUGAAAGCUAUU. .. ........ 21 4801
................................................. CUGAGAUCAUUGUGAAAGCUAUU. .. ........ 23 6993
................................................ UCUGAGAUCAUUGUGAAAGCUAUU . . .. ....... 24 933
Subsequence
................................................... GAGAUCAUUGUGAAAGCU. ..o coooooo--. 18 141
................................................... GAGAUCAUUGUGAAAGCUAU. ... ........ 20 295
..................................................... GAUCAUUGUGAAAGCUAU. ... ........ 18 484
Others
................................................. CUGAGAUCAUUGUGAAAGCUA. ... ......... 21 109
................................................. CUGAGAUCAUUGUGAAAGCUAU. . ... ....... 22 587
................................................... GAGAUCAUUGUGAAAGCUAUUU. .. ....... 22 366
.................................................... AGAUCAUUGUGAAAGCUAUUUG. ... ..... 22 159
..................................................... GAUCAUUGUGAAAGCUAUUU. ......... 20 108
...................................................... AUCAUUGUGAAAGCUAUUU. . ........ 19 176
....................................................... UCAUUGUGAAAGCUAUUU. .. ....... 18 116
#asu-miR-81b
UUGUUCUCAAAACGGGUGUGCAUGCAGAUCAUGGUGUAAUAUAGCUCAUGAGAUCAUGCCACAUCUGUCUUGAAAGCCA

- (CC- (- - - - - - - - - 2222)2)2--3321)-II00333))-3)))-))) - -
Total SRNA: 190302 shared 5" end with miRNA: 26768 shared 3" end with miRNA: 299
miRNA
................................................ UGAGAUCAUGCCACAUCUGUCU. . ... .... 22 163077
Shared 5" Terminus
................................................ UGAGAUCAUGCCACAUCU. .. .......... 18 163
................................................ UGAGAUCAUGCCACAUCUG. ... ........ 19 97
................................................ UGAGAUCAUGCCACAUCUGU. ... ....... 20 3577
................................................ UGAGAUCAUGCCACAUCUGUC. ... ...... 21 5221
................................................ UGAGAUCAUGCCACAUCUGUCUU. ....... 23 17699
Shared 3" Terminus
.................................................... AUCAUGCCACAUCUGUCU. ........ 18 79
................................................... GAUCAUGCCACAUCUGUCU. .. ...... 19 79
............................................... AUGAGAUCAUGCCACAUCUGUCU......... 23 76
Subsequence
Others
........... ACGGGUGUGCAUGCAGAUCAUG . - -« o i e e i i i et e e e i e e deeca e acaeaaaaaaaa-- 22 65
#asu-miR-81c
GAUUCCGAGGCGGAUGUGCAUGAGAUCAUGUAUCUAUAAAAUUUCAUGAGAUCAUGUUACAUCCGACUUGGCGUCUC
[ (A N ((Orrmrrn— 222))--33332-50I3013)-20)))-))) - -

Total sRNA: 358936 shared 5" end with miRNA: 33814 shared 3" end with miRNA: 428
miRNA

______________________________________________ UGAGAUCAUGUUACAUCCGACU. .. ...... 22 324317
Shared 5" Terminus

.............................................. UGAGAUCAUGUUACAUCC. ............ 18 6066
.............................................. UGAGAUCAUGUUACAUCCG. . ... ....... 19 1376
______________________________________________ UGAGAUCAUGUUACAUCCGA. ... ....... 20 10285
.............................................. UGAGAUCAUGUUACAUCCGAC. . ... ..... 21 10737
.............................................. UGAGAUCAUGUUACAUCCGACUU. . ...... 23 5342
Shared 3" Terminus

.................................................. AUCAUGUUACAUCCGACU......... 18 159
Subsequence

Others

......... GCGGAUGUGCAUGAGAUCAUG. - - e e e e e i i e e e i ieee e cmeeemeceeeameennn-naaaa 21 285



#asu-miR-83
GAUCUCUGAAUCCUGAAUUUGUUUGUGUGCUGGACAGAACCCAUCUCUAGCACCAUUUAAAUUCAGCAUUUCUGAGGU

- CCCCC- CCC- - Q- - - - - - - - - IIII)033333)--50II0)))---I1)-I))))
Total sRNA: 462460 shared 5" end with miRNA: 13599 shared 3" end with miRNA: 2051
miRNA

............................................... UAGCACCAUUUAAAUUCAGCAU. . .o oo o. . 22
Shared 5" Terminus

............................................... UAGCACCAUUUAAAUUCA. ... ......... 18
............................................... UAGCACCAUUUAAAUUCAG. . ..o o.. 19
............................................... UAGCACCAUUUAAAUUCAGC. ... ....... 20
_______________________________________________ UAGCACCAUUUAAAUUCAGCA. ......... 21
............................................... UAGCACCAUUUAAAUUCAGCAUU. ....... 23
Shared 3" Terminus

................................................... ACCAUUUAAAUUCAGCAU......... 18
.................................................. CACCAUUUAAAUUCAGCAU. . ....... 19
................................................ AGCACCAUUUAAAUUCAGCAU. ........ 21
.............................................. CUAGCACCAUUUAAAUUCAGCAU. ........ 23
Subsequence

Others

........... CCUGAAUUUGUUUGUGUGCUGGA. . - e e i i e i i e eecc e ceecccaceccaaaaeaaeaaaa. 23
#asu-miR-84
AAGGCCGAUGAGGUAGUUUAUAAAGCUGCGAGUGUGUUUUCCUUCGCAGAUUUUAGGCUAUCUCGACAGCCUUGAU
(CCCC- (- Qe - - - - -G - - - D-II03)))---230I00))3))-2-2)))) - - -

Total sRNA: 3860437 shared 5% end with miRNA: 298112 shared 3" end with miRNA: 630
miRNA

........ UGAGGUAGUUUAUAAAGCUGCGA . - - - i e i i e e e e ceeccccaeccacacaaaaaaaaaaa-a. 2335
Shared 5" Terminus

........ UGAGGUAGUUUAUAAAGC - - - e i i e e e e e dcaecaacaeccacaeaaaaaeaaaa. 1811
........ UGAGGUAGUUUAUAAAGCU - - - e i e i e it e e et e e e ieea e e ceea e aeaeaaa22 19 49
........ UGAGGUAGUUUAUAAAGCUG. - e e i i e i e e e e ceeccaceecccacaacaaaaeeaaaaa 2012
........ UGAGGUAGUUUAUAAAGCUGC -« c o i e e i e i e e cceecc e caaccacaecaaaaaaaaaa. 21 94
........ UGAGGUAGUUUAUAAAGCUGCG . - - - o ce et e e i e e e e e e d e e ccaeaaaaaeaaa. 22 23
________ UGAGGUAGUUUAUAAAGCUGCGAG - - - - e e i e e e e e eeecccaceecaaaaeaaa-a. 24 16
........ UGAGGUAGUUUAUAAAGCUGCGAGU . - - e e i i e i i i e iicceceecccacaecaaaaaaaaa-a. 25 62
........ UGAGGUAGUUUAUAAAGCUGCGAGUGU . - v o i i e i e e ie e e ceeccccceeccaaaaaaaaa. 27 14
Shared 3" Terminus

............. UAGUUUAUAAAGCUGCGA . - - i e i i i e e e e cceca e acaaaaaaaaaaaaaaa- 18 49
............ GUAGUUUAUAAAGCUGCGA. - - - i i e i e eec e e ceeccccceccacacaacaaaaaeaa-- 19 60
........... GGUAGUUUAUAAAGCUGCGA. - - - i e i i e e e e cecccacaecaaaacaaaaaaaaaaa 2021
......... GAGGUAGUUUAUAAAGCUGCGA . - - i e e i i e e c e eeccacaecaaaaaaaaaaaaaaaaa. 22 46
Subsequence

Others

............................................. GCAGAUUUUAGGCUAUCUCGAC. . ....... 22 26
#asu-miR-86
GGCCAGUUAAGUGAAUGCUUUGCCACAGUCUUAGCAAUGAAAUAAGCUGGGCUGAGGUUCACUUACGCUGGAGGCU

N (U (OO 222))033))I000000)-)))) - - - - -

Total sRNA: 15878 shared 5" end with miRNA: 1137 shared 3" end with miRNA: 89
miRNA

....... UAAGUGAAUGCUUUGCCACAGUCU . - o e i e i e i i et e c e c e cacaacaacaaeaaaaaaaaaa 24 14
Shared 5" Terminus

....... UAAGUGAAUGCUUUGCCA - - - o it i ot e f e e e e e e e e d e ddaaaaaaaaaaa... 18 29
....... UAAGUGAAUGCUUUGCCAC. - . it i i i e i i i et et et e e e e e e acaeaaaaaaaaaaaaaaaaaaa= 19 26
....... UAAGUGAAUGCUUUGCCACA . - o i i e e i e i et e e e aacaacaacaaaaaeaaaaaaaaaaaa 20 64
....... UAAGUGAAUGCUUUGCCACAG - - - - o oo i i e e e e e e e e e e e e e e e e e e e eeeaaeaaaaaaaaa... 215

....... UAAGUGAAUGCUUUGCCACAGU . - o i i i e e et e i e e e e e e aeaeaaaacacacaaaaaaaaaa. 22 28
....... UAAGUGAAUGCUUUGCCACAGUC. - . i i i i i i it et et e e e e acaeaaaaaaaacaaaaaaaaaa 2370
....... UAAGUGAAUGCUUUGCCACAGUCUU . « . i i i i i i et e i e i e e acaeaeaaaacacaaaaaaaaaa 2517
Shared 3" Terminus

............. AAUGCUUUGCCACAGUCU . & e e ettt e it eeeeeaeaaaaaaaannnnnnnnnnns 18 6

............ GAAUGCUUUGCCACAGUCU . - o i i i i i e i et it e e d e dececaaacacaaaaaeaeaaaa 1911
........... UGAAUGCUUUGCCACAGUCU . . - o e i e i it i i i e ececccacacaaacacacaaeae-w-2 2020
.......... GUGAAUGCUUUGCCACAGUCU. - - - e e e e e e eeeeeeeeeececcaaaaaaaaaaaaaannnnaas 219

......... AGUGAAUGCUUUGCCACAGUCU . & e e ettt eeaaaaaaaanaananannnnnns 225

........ AAGUGAAUGCUUUGCCACAGUCU . - o s e e it i e i e i e e e i e e ececacacaeaeaeaaaaaaa 237

...... UUAAGUGAAUGCUUUGCCACAGUCU. - o i e i e i e i i i e i e i e e eieeacacaeaeaeaaaaaaa-a 2531
Subsequence

Others

445335

156
3559
1275
7774
822

1489
107
174
172

1384

6

55497

85
438
857
8
2199
77

0

0

09
9
9
1

0



#asu-miR-87a
UCCGCCACUCCGCCUGACACUAGGUCUCAACCUCUGUUGAUUUGAGCAGGUGAGCAAAGUCUCAGGUGUUGUGGCGG
(O @@ IIIIIIEDIIIINIINESIIIID]

Total sRNA: 809177 shared 5" end with miRNA: 63679 shared 3" end with miRNA: 2544
miRNA

................................................. GUGAGCAAAGUCUCAGGUGUUG. . .... 22
Shared 5" Terminus

................................................. GUGAGCAAAGUCUCAGGU. .. ....... 18
................................................. GUGAGCAAAGUCUCAGGUG......... 19
................................................. GUGAGCAAAGUCUCAGGUGU. . ...... 20
................................................. GUGAGCAAAGUCUCAGGUGUU. . ..... 21
................................................. GUGAGCAAAGUCUCAGGUGUUGU. . ... 23
Shared 3" Terminus

..................................................... GCAAAGUCUCAGGUGUUG. ..... 18
.................................................... AGCAAAGUCUCAGGUGUUG. .. ... 19
.................................................. UGAGCAAAGUCUCAGGUGUUG. .. ... 21
................................................ GGUGAGCAAAGUCUCAGGUGUUG. ..... 23
Subsequence

Others

......... CCGCCUGACACUAGGUCUCAACCU - - e o e i e e e e e e e et e e e e e aaaaaaaaaa 24
#asu-miR-87b
AGAGUGCUCGACGCCUGGAACUUAGACUCAACCUCAGUGUAAUUGCGUAGGUGAGCAAAGUUUCAGGUGUUCGAGCGCCUU
(@ aquenEerrmer 2)--2233331)-333)1331333)-311))))))) -

Total sRNA: 5157488 shared 5" end with miRNA: 781657 shared 3" end with miRNA: 10
miRNA

.................................................. GUGAGCAAAGUUUCAGGU. . . oo ee e oo
.................................................. GUGAGCAAAGUUUCAGGUG. . - . e oo oo
.................................................. GUGAGCAAAGUUUCAGGUGU. .. .. ... ...
.................................................. GUGAGCAAAGUUUCAGGUGUU. . .. ......

Shared 3" Terminus

...................................................... GCAAAGUUUCAGGUGUUC. . ... ....
..................................................... AGCAAAGUUUCAGGUGUUC. . . ......
.................................................... GAGCAAAGUUUCAGGUGUUC. .. ... ...
................................................... UGAGCAAAGUUUCAGGUGUUC . . . . .. . ..
................................................. GGUGAGCAAAGUUUCAGGUGUUC . ... ... ..

................................................... UGAGCAAAGUUUCAGGUGUU. . ... .. ...
..................................................... AGCAAAGUUUCAGGUGUU. . .. ......

#asu-miR-92
GACACAGUCAGGCCGAGUCGUCUGCAUUAUUCGGAAGCAGCAAACGGCAAUAUUGCACUCGUCCCGGCCUGAGUGCGCGUU
C- Q- - - - Ce e ) - e - 2)-2))333)-3)-2900000))-3)-)) - --
Total sRNA: 17912 shared 5" end with miRNA: 1676 shared 3" end with miRNA: 106
miRNA

.................................................. UAUUGCACUCGUCCCGGC . - . o o oo oo - -
.................................................. UAUUGCACUCGUCCCGGCC . . oo v oo e
.................................................. UAUUGCACUCGUCCCGGCCU. . e v aaa
.................................................. UAUUGCACUCGUCCCGGCCUG. . . . ... ...
.................................................. UAUUGCACUCGUCCCGGCCUGAG. . . . . ...
.................................................. UAUUGCACUCGUCCCGGCCUGAGU. . .. ...

742462

317
382
886
23637
38448

894
277
243
1033

100

Cu

154

CA

4361118

18216
4841
30822
680984
45108
1664

2996
965
554
2032
3572

489
111

104
540
1779
718
166

13005

434
98
341
574
218
11

10
15



................................................. AUAUUGCACUCGUCCCGGCCUGA. ... ....... 23 9
Subsequence

Others

......... AGGCCGAGUCGUCUGCAU. - - - e e et e e e e aecccaceeccaacaecaaacaeaaaaaeaaaaaaaa- 186
......... AGGCCGAGUCGUCUGCAUU. « - o i it i i i e e ceccacaecccacaecaaaaacaaaaaaeaaaaaaaa 19 40
......... AGGCCGAGUCGUCUGCAUUA . - L L it e et f e e e e ea e e ceacaaacaaaaaaaa 20 34
......... AGGCCGAGUCGUCUGCAUUAU . - - o s i i e i i e e e e e eeccccceeccaaaceccaaacaeaaaaaaa-- 21 664
......... AGGCCGAGUCGUCUGCAUUAUU . - i i i i e e e e caecaccceeccacaaaaaaaaaaaaaaaa. 22 2294
#asu-miR-100a-1
GGCGGUAAACCCGUAGAUCCGAACUUGUGUUGUGUAUUUGGUAACGCAAUUCGCCUCUCGGGUGCAUCGCUGAUUAG

(OO - OO (- - - e e e 2223332322 --I00000)--III)) -« - - - -

Total sRNA: 26254824 shared 5% end with miRNA: 12490303 shared 3" end with miRNA: 60351
miRNA

....... AACCCGUAGAUCCGAACUUGUGUU . - - i e e e e i et i e e e i e cemcemcemaaamae e 24 13669488
Shared 5" Terminus
....... AACCCGUAGAUCCGAACU. . it it ssssesssansnnnnnnnnnnnnnnnnnnnnaa. 18 15136
....... AACCCGUAGAUCCGAACUU . - . o e i i i i i e e e e e e eacmee e ce e eeeeeeeea a2 19 14911
....... AACCCGUAGAUCCGAACUUG . . - ot i e i i i i e i ceccecaamaceeceeceaaeeaeaaa---- 20 6824
....... AACCCGUAGAUCCGAACUUGU. . . s et st ssssessenannnnnnnnnnnnnnnaa. 21 164292
....... AACCCGUAGAUCCGAACUUGUG. . o s s s i iesssssssssnnnnnnnnnnnnnnnnnnnnaaa 22 238228
....... AACCCGUAGAUCCGAACUUGUGU . - - - o i i e it i e i e e e e e ee e cemeacaaaaceaeeaaa--. 23 12030377
....... AACCCGUAGAUCCGAACUUGUGUUG. - - - e e i i e i i i i e cee e e ceeee e eceea e e e 25 19113
....... AACCCGUAGAUCCGAACUUGUGUUGU . - - o o e it i i i e i e i e e ciamacamaaeeea---. 26 1374
Shared 3" Terminus
............. UAGAUCCGAACUUGUGUU . - . o e i e i i i i i i e i eceemmaemceeeemeee a2 18 1119
............ GUAGAUCCGAACUUGUGUU. . - . i i i i i i ieeeeecaaaeaaaaaaaaannannananaaaaa 19 13262
........... CGUAGAUCCGAACUUGUGUU. - - - e e i i e i i i e e iameceeemmeeeea e e eenen--- 20 23157
.......... CCGUAGAUCCGAACUUGUGUU. . - - e e e e i i ieeeceecccccceaaaaannnnnanaaaaa 21 7899
......... CCCGUAGAUCCGAACUUGUGUU. - - i e i it i i e e e e a e e ee e eemeemeeeeea e 22 1213
........ ACCCGUAGAUCCGAACUUGUGUU. . . e s e i i isssssssaaanannnnnnnnaaa. 23 3766
...... AAACCCGUAGAUCCGAACUUGUGUU. . . e e e i sssssssnnnnnnnnnnnnnnnanaaa 25 9930
Subsequence
........ ACCCGUAGAUCCGAACUUGUGU . - . o e i i i i e i e e e e mameeeeceecemeeeaeaaaa-a 22 2503
......... CCCGUAGAUCCGAACUUGUGU . - - e e i i i e e e e e e deemee e eemee e eeeeee a2 21 1124
.......... CCGUAGAUCCGAACUUGUG. - - s s i e e e eeeeceeecaaaaaaaaaaaaaaaaaannnnnnannnaa 19 103
.......... CCGUAGAUCCGAACUUGUGU. . - i e e i e i iiieeeeeeceeeeaanaananannnnnnnnnaaaa 20 4013
........... CGUAGAUCCGAACUUGUG. - - ot it i e i i it e i eeeeecaacacaeceeaeaaeaaaa---- 18 333
........... CGUAGAUCCGAACUUGUGU. - - e i e i i i i i i i i cemeceemmeemceeceeeeeaaa---- 19 8612
............ GUAGAUCCGAACUUGUGU. - - i i i i i i ieeeeceeeaaaaaaaaaaaaannnnnnnnnaa. 18 8987
Others
...... AAACCCGUAGAUCCGAACUUGUG. - - o i i i it i i e i e e aac e eee e e ceeceaeeaaaaa- 23 475
...... AAACCCGUAGAUCCGAACUUGUGU. - - i i i i i i i i i i e e aecmemeceecemeeeaeaaaeaa-- 24 6456
............................................ CGCAAUUCGCCUCUCGGGUGCA. . ......... 22 1610
#asu-miR-100a-2
CGAUUCAUUGUGUACUGAAGCAGGGGUGUGUGCGGUCAACCCGUAGAUCCGAACUUGUGUUGGGUUUGGUAACAUGAGCUCGGCACUCGGGUAGACUGCGUCAUCCCAGCCCGCCACCCAAUGCCCG
----- CCCCC- CC- - CC- - (- (L - - (- CCCCC- CC- - - CC- - QL= - - -2-3DD3 22202303 --D)333D)-33D3)) - -30333)-3)-D)--))-D)))) - - - -
Total sRNA: 26273001 shared 5% end with miRNA: 12489821 shared 3" end with miRNA: 51766
iRNA
T! ................................... AACCCGUAGAUCCGAACUUGUGUU. . . e o e e e e ettt e it e ieeceecseccaccacccacsecaacaacaaaeaananaannn 24
Shared 5" Terminus
............................ AACCCGUAGAUCCGAACU. .. ...... e e R £ <
......................... AACCCGUAGAUCCGAACUU. . ...... e e A
........................... AACCCGUAGAUCCGAACULG. . .. ... e e 0
........................... AACCCGUAGAUCCGAACUUGU. .. ... e e i
........................... AACCCGUAGAUCCGAACUUGLG. . . .. e e e 22
........................... AACCCGUAGAUCCGAACUUGUGU. . .. e e <
........................... AACCCGUAGAUCCGAACUUGUGUUG. . - - v oo e e e e e e e e feeeeeeaneana-. 25
...... . -AACCCGUAGAUCCGAACUUGUGUUGG. . . . [ R R . 26

. -AACCCGUAGAUCCGAACUUGUGUUGGGU. .
- .AACCCGUAGAUCCGAACUUGUGUUGGGUU -
- .AACCCGUAGAUCCGAACUUGUGUUGGGUUU
AACCCGUAGAUCCGAACUUGUGUUGGGUUUG

Shared 3" Terminus
UAGAUCCGAACUUGUGUU
GUAGAUCCGAACUUGUGUU.. . .
CGUAGAUCCGAACUUGUGUU. . .
CCGUAGAUCCGAACUUGUGUU. . .
.. . .CCCGUAGAUCCGAACUUGUGUU .
ACCCGUAGAUCCGAACUUGUGUU. . .

13669488

15136
14911
6824
164292
238228
12030377
19113
297
114
137
118
127

1119
13262
23157
7899
1213
3766
1275

2503
1124
103
4013
333
8612



8987

32

1110

794

19858

192

7374

3902

209

652

296

378

183
#asu-miR-100b
GCUCUCGGUCAACCCGUAGAUUCGAAUUUGUGUUUACAUAAUGGAAUAACACUGUUCGAUUCUCGGGUAGAUCGAAUGCU
(- - CCCCCC- Q- - - - - - - - - )---:2222)-I31132-20030)3)-2)))))--)) -
Total sRNA: 2129287 shared 5" end with miRNA: 549294 shared 3" end with miRNA: 6617
miRNA
.......... AACCCGUAGAUUCGAAUUUGUGUU . - o o et i i i e i i i e cc e acaecaacaaaaaaaaeaa--- 24 1569878
Shared 5" Terminus
.......... AACCCGUAGAUUCGAAUU. . - oo et i i i e e e eecccacecccacceeccaaaceecaaaaaeaa--- 18 510
.......... AACCCGUAGAUUCGAAUUU . - - o et i i i e ceecccaceeccaacaecaaacaeaaaaaaaaaaa 19 922
.......... AACCCGUAGAUUCGAAUUUG . - - ot i i i it d i e c e aceecaacaecaaaacaeaaaaaaeaa--- 20 524
__________ AACCCGUAGAUUCGAAUUUGU . - - i it i i e e e eeceeececccaceecaacaeaaa-a. 21 7750
.......... AACCCGUAGAUUCGAAUUUGUG . - i i i e i i e e e ceecccccecccacaacaaaaaaaaaaaa. 22 4713
.......... AACCCGUAGAUUCGAAUUUGUGU. - . i i e it i e cc e cceeccacaecaaaaaaaaaaaeana- 23 443666
.......... AACCCGUAGAUUCGAAUUUGUGUUU. - - oo i it i i i i i cicc e e caecaaacaeaaaaaeaa--- 25 90653
.......... AACCCGUAGAUUCGAAUUUGUGUUUA . - - . it it i e eeceaceeccccceeccaaaaeaa--- 26 310
Shared 3" Terminus
................ UAGAUUCGAAUUUGUGUU . - - ot i it it e iccccceeccccaeccacaacaeaaaa-.. 18 760
............... GUAGAUUCGAAUUUGUGUU . .« oo i e e it i e e e i e e cecccacaeccaaaaaaaaaaaeaaa- 19 1532
.............. CGUAGAUUCGAAUUUGUGUU. - - oottt i it i i ei i e e eecaaacaeaaaaaeaa-. 20 1758
............. CCGUAGAUUCGAAUUUGUGUU . - - - it i i i i i i e e ceeccccceecaaaaeaaaaaaa 21 639
............ CCCGUAGAUUCGAAUUUGUGUU . - - oot i i i i i i i e e e ceeccccceccaaaaaeaaaaaaa 22180
........... ACCCGUAGAUUCGAAUUUGUGUU . .« oo e e i e e i e e ceeccccceccacaacaaaaaanaaa 23 737
......... CAACCCGUAGAUUCGAAUUUGUGUU. = - i i e i et i i e e a e e e e e e ceeceeaeaaaaaa- 25 996
Subsequence
........... ACCCGUAGAUUCGAAUUUGUGU . - e i i i e e e e ceecccccecccacaecaaaaaaaaaaa 22 196
............. CCGUAGAUUCGAAUUUGUGU. - - - e e e i i i i i i i dceeccccceccacaecaaaaaeaanaaaa 20 157
.............. CGUAGAUUCGAAUUUGUGU - &« oo et i i i e i e e i e e caee e e e ceea e e 19 412
............... GUAGAUUCGAAUUUGUGU . - o i i i i i i i iii i e ceecccceecccacaaaaaaaaaa--- 18 310
Others
......... CAACCCGUAGAUUCGAAUUUGUGU . - . o i e i i i i e i e e c e c e ccecacacaeaaaaaaaa-- 24 618
......... CAACCCGUAGAUUCGAAUUUGUGUUU. « - oo it i it it d i e e e cei e e caeaaaaeee-- 26 129
.............. CGUAGAUUCGAAUUUGUGUUU. . - o et i it i e iec e e ceeccccceecaeaaaeaaaaa 21 141
................................................. CACUGUUCGAUUCUCGGGUAGA. .. ...... 22 894
#asu-miR-100c
AGCCGGUGUGCGGUGUACCCGUAGCUCCGAAAUCGUGUCAGCAUUUGAAUACACGUUUCGUUGCUCGGGUGCCCUGCGCAUAUUUCCG
A (M EE@E@E@EEEDEEE D)) E )220 000 19))))) ) ) FErms b))
Total sRNA: 3790545 shared 5" end with miRNA: 91977 shared 3" end with miRNA: 11201
miRNA
............... UACCCGUAGCUCCGAAAUCGUGU . - - o e i i i ii i e e e cceeccccceccaaaaaaaaaaaaaa-- 23 3682744
Shared 5% Terminus
............... UACCCGUAGCUCCGAAAU - - - ittt f it e d i e d e e caacaaacaaaaaaaaa--- 18 1606
............... UACCCGUAGCUCCGAAAUC . - - i i i i i i e e e e eecceaceeccaaceeceacaceecaeaaawa--- 19 7389
............... UACCCGUAGCUCCGAAAUCG . - o e e e e i e e e aceecccaceccaaacaecaaaacaeaaaaaeaa-- 20 3914
............... UACCCGUAGCUCCGAAAUCGU . o o e et i e i e e e e acaecaaaaacaaacaeaaaaaeanaaa 21 27696
............... UACCCGUAGCUCCGAAAUCGUG. - - o o i e it h et it e e et ed e e e e e e e e caea e e e 22 48906
............... UACCCGUAGCUCCGAAAUCGUGUC . - - i i i it i e e e e ceecccceecccacaacaaaaeaa-. 24 2225
............... UACCCGUAGCUCCGAAAUCGUGUCA . - - i it i e e aceeccccceccacacaeaaaaaeaaa- 25 114
Shared 3" Terminus
.................... GUAGCUCCGAAAUCGUGU . - o o oo i e ettt h e it i e e e e caecaaacacaaaaaeaaaaa..- 18 3980
................... CGUAGCUCCGAAAUCGUGU . v o i i et i i e e e e eecccaceeccccceccaaacaeaaaaaaa- 19 4454
.................. CCGUAGCUCCGAAAUCGUGU. - - o e e i i e i e e e cceeccacaecacacacaaaaaaaaaaaaaa"- 20 1074
................. CCCGUAGCUCCGAAAUCGUGU - - - o e e i i i e e i e e d e e dceea e acaeaaaaaeeaa- 21 467
................ ACCCGUAGCUCCGAAAUCGUGU . - -t oo i i it h e it f et e e e i e e e cieaaaaaaaaaao.. 22 854
.............. GUACCCGUAGCUCCGAAAUCGUGU . - e i e i i e e e e e ceeccccaeccacacacaaaaaeaaaaaa. 24 369
Subsequence
Others

.................................................... ACGUUUCGUUGCUCGGGUGC. . .. ..o oo 20 213



.................................................... ACGUUUCGUUGCUCGGGUGCC. . . ..o vvuwa... 21 3900

#asu-miR-100d
GAUGGGCGGUGAACCCGUAUGCUGUUGGGUGUGUUGGGUUCGGUGACACGCUACGGUGUUCGGGUCCACCGAGGCGUC
(CCC- - (- - (O - e mm s DIIIIIII303330)-I003)-00)))---))))

Total sRNA: 2518817 shared 5" end with miRNA: 664035 shared 3" end with miRNA: 13557
miRNA

........... AACCCGUAUGCUGUUGGGUGUGU . v o i i e e i i e e i i e e ceeccacaeccaaaaeaeaaaaaaa- 23 1837370
Shared 5" Terminus

........... AACCCGUAUGCUGUUGGG . - - - o e e it ettt d it e e dii e e ceecaeacaaaaaa.-- 18 1980
........... AACCCGUAUGCUGUUGGGU . - - - e e it i i i i i e ceecccceeccccceccaaaaaeaaaaaaaa- 19 28601
........... AACCCGUAUGCUGUUGGGUG. - - - e e i i i i i i e eeeccccceecccacaeccaaaaaeaeaaaaaa- 20 1388
........... AACCCGUAUGCUGUUGGGUGU . - - o e i i i et i e cecccccecccacaecaaaaaeaaaaaa- 21 346435
........... AACCCGUAUGCUGUUGGGUGUG . - v o i e e i i i i i e e ceecccccecaaacaaaaaaaaa- 22 29059
........... AACCCGUAUGCUGUUGGGUGUGUU. . - - - i e e i i i i i i e e cecccaceecccacaeaeaaaaaa. 24 255728
........... AACCCGUAUGCUGUUGGGUGUGUUG. - - - o e i i i e ciic i cceecccacaeccaaaaaaaeanaan-- 25 643
........... AACCCGUAUGCUGUUGGGUGUGUUGG . - - - e e i i i e cec e e cmecccccacccaaaaaaaaaaaa- 26 107
Shared 3" Terminus

................ GUAUGCUGUUGGGUGUGU. - . o i i i i i i iii i e ceecccccecccacaeaaaa-a.. 18 3912
............... CGUAUGCUGUUGGGUGUGU . . v o i e e i i i e iec i e e cecccccaeccaaaaaaaeaaaaa- 19 5789
.............. CCGUAUGCUGUUGGGUGUGU. - - - e e i i i i ici e e ceeccccaacccaaaaaaaaaaaaa- 20 2460
............. CCCGUAUGCUGUUGGGUGUGU. - - - - e e e i e e eeceeeeeaaaaaaaaannaanananaaaa 21 384
............ ACCCGUAUGCUGUUGGGUGUGU . - o e i e i i i i eic i e eeeccccceeccacaeaeaaaaaa. 22 1003
Subsequence

.............. CCGUAUGCUGUUGGGUGU . - o v i i e i i i e e e cccacccaaaacaaaaaeaaaaaaan"- 18 650
.............. CCGUAUGCUGUUGGGUGUG . - - o o et i i e e e i e e e cica e e caeaa e aceeaaaaaea-- 19 143
............... CGUAUGCUGUUGGGUGUG. - o« i i i i i i i i eiicccceeccccceccacaacaeaaaaaaa-- 18 365
Others

............ ACCCGUAUGCUGUUGGGUGUGUU. - .« oo i et i i e e i ccceeccaccaccaaaeaaaaa. 23 143
.............. CCGUAUGCUGUUGGGUGUGUU. . - - - e e i e eeeeeeeeaaaaaaaannnnnnnaaaa 21 527
............... CGUAUGCUGUUGGGUGUGUU. . - - o e i i i i i i i e ceecccccecccacaaaaaaaaaa. 20 788
................ GUAUGCUGUUGGGUGUGUU. .« c o e i i i e iic i e e cecccacaecaaaaaeaaaaaaa 19 450
................. UAUGCUGUUGGGUGUGUU . - - - . oo i it i it ie i i e ceecceacaeaaaaaaa---- 18 108
______________________________________________ CACGCUACGGUGUUCGGGUCC. ... ....... 21 11
#asu-miR-100e
UGUGUGCGGUGAACCUGAGGACCGUAUGCUGUGUUUGGAUAGGUAACACGCAACGGUGUUCGGGUCCACUAAAGCAUCC

- (CCC- - (OO (- - - e eeeee e e - - 22))33333333)-323333)-3)))---))))--

Total sRNA: 724731 shared 5" end with miRNA: 319436 shared 3" end with miRNA: 5719
miRNA

___________ AACCUGAGGACCGUAUGCUGUGUU. . - - e e e i e e eeee e eeeceeceecaeeeea-- 24 396545
Shared 5" Terminus

........... AACCUGAGGACCGUAUGC. - - - o et i e i eecce e ceecccceeccacacecaaaaaeaaaaaaaa-- 18 2302
........... AACCUGAGGACCGUAUGCU . - - o et i i i i i e cecccacaeccaaacacaaaaaeaaaaaaaa-- 19 5305
........... AACCUGAGGACCGUAUGCUG . - - i i it h ittt e it e e caec e aaccaaacaaaaaaaaa--- 20 2814
........... AACCUGAGGACCGUAUGCUGU . - - i e i i i i i iic i e ceecceacecccacaecaaaaaaaa-- 21 7026
........... AACCUGAGGACCGUAUGCUGUG. - e i i i i i e e e ceeccccceccaaaaacaaaaaaaa-. 22 7368
........... AACCUGAGGACCGUAUGCUGUGU . -« o i e e i i i i e i e cceeccacceccacaecaaaaaaaa- 23 261921
........... AACCUGAGGACCGUAUGCUGUGUUU . - . o i i it it i i e e aecaceeceaaeaaaaa-- 25 32631
Shared 3" Terminus

................. AGGACCGUAUGCUGUGUU. . - - et ii i e i i e e cecccacaeccaaacaaaaaaaaa"- 18 119
................ GAGGACCGUAUGCUGUGUU . . v o e e it i e e e e e e e acaecaaaaaeaaaaaaaa 19 1045
............... UGAGGACCGUAUGCUGUGUU . - . & it i it i e i iii e e aeeca e e ceaaaaaaao 20 3479
.............. CUGAGGACCGUAUGCUGUGUU . . - - e e i i i i e e cceecccacaacaaaaaaaaaa 21 779
............. CCUGAGGACCGUAUGCUGUGUU . - - o e e i i i e iic e e caeccacaecaaaaaeaaaaa 22 115
............ ACCUGAGGACCGUAUGCUGUGUU . - - o o it i i e e e e e eec e e e cem e e cea e e e 23 177
Subsequence

............ ACCUGAGGACCGUAUGCUGUGU . - e o i e i i e i e i e e eecccccecccacaaaaaaaaaa. 22 124
.............. CUGAGGACCGUAUGCUGUGU. . - - e e i i i i i i e ceecccceecccacaacaaaaaaaaaa= 20 342
............... UGAGGACCGUAUGCUGUGU . - - e i it i i i it i dcccccceeccaaaacaaaaaeaaaaaaa- 19 1038
................ GAGGACCGUAUGCUGUGU . -« c i it i i i e i e e ceecaaaaecaaaaaaaaaaaaa-- 18 368
Others

......... UGAACCUGAGGACCGUAUGCUGUGU . - - s e i i i i i e e eeccccceeccccceccaaacaeaaaaaaa 26117
............... UGAGGACCGUAUGCUGUGUUU . .« o i e e i i e e e i e ccecccccaecaaaaaaaaaaa 21 167

.............................................. CACGCAACGGUGUUCGGGUCCA. . ......... 22 348



#asu-miR-124
UUUGCGACACGCCUUCACCGGUGACUUUGGUGUGAAGCAGCCUACUAAGGCACGCGGUGAAUGCCAAUCGCUCUUG
e (UQUuUE@E@@@E@earne D-II00II00)200000)-))--I))) - - - -
Total sRNA: 40873 shared 5" end with miRNA: 14305 shared 3" end with miRNA: 123
miRNA

............................................. UAAGGCACGCGGUGAAUGCCA. ... ...... 21 26085
Shared 5" Terminus

............................................. UAAGGCACGCGGUGAAUG. . ... ........ 18 1444
............................................. UAAGGCACGCGGUGAAUGC. . ... ....... 19 363
............................................. UAAGGCACGCGGUGAAUGCC. ... ....... 20 1327
............................................. UAAGGCACGCGGUGAAUGCCAA. ... ..... 22 10919
............................................. UAAGGCACGCGGUGAAUGCCAAU. ....... 23 252
Shared 3" Terminus

................................................ GGCACGCGGUGAAUGCCA. ......... 18 13
............................................ CUAAGGCACGCGGUGAAUGCCA. ... ...... 22 95
Subsequence

Others

......... CGCCUUCACCGGUGACUUUGGU - - o e e i e i i i e e e e caeccaaaacaaaaaaaaaaa. 22 33
............................................ CUAAGGCACGCGGUGAAU. . .. .......... 18 16
............................................ CUAAGGCACGCGGUGAAUG. .. ... ....... 19 11
............................................ CUAAGGCACGCGGUGAAUGC. . ... ....... 20 9
............................................ CUAAGGCACGCGGUGAAUGCC. . ... ... 21 21
............................................ CUAAGGCACGCGGUGAAUGCCAA. . ....... 23 88
................................................. GCACGCGGUGAAUGCCAA. ........ 18 128
#asu-miR-133
CCGUUCACGUACCUGGUUGUAGCCGAGCCAAAUUGUGUUUAGUGUAUCAAUUGGUCCCCUUCAACCAGCUACGAAAAGCG
(R (T (O R (((G (T 223333)--2-3)-I33313)-))))---))))

Total sRNA: 39520 shared 5% end with miRNA: 6780 shared 3" end with miRNA: 283
miRNA

................................................. AUUGGUCCCCUUCAACCAGCUA. . ....... 22
Shared 5" Terminus

................................................. AUUGGUCCCCUUCAACCA. ... ......... 18
_________________________________________________ AUUGGUCCCCUUCAACCAG. . ... -...... 19
................................................. AUUGGUCCCCUUCAACCAGC. .. ........ 20
................................................. AUUGGUCCCCUUCAACCAGCU. .. ....... 21
................................................. AUUGGUCCCCUUCAACCAGCUAC. ....... 23
Shared 3" Terminus

..................................................... GUCCCCUUCAACCAGCUA. ........ 18
.................................................... GGUCCCCUUCAACCAGCUA......... 19
.................................................. UUGGUCCCCUUCAACCAGCUA. .. ...... 21
Subsequence

.................................................. UUGGUCCCCUUCAACCAGCU. .. ....... 20
Others

........... CCUGGUUGUAGCCGAGCC - - e i i i e e i i e e eececacaeccaaaacccacaaaaaaaaaaaaaaaa- 18
........... CCUGGUUGUAGCCGAGCCA - & o« o o it e e e e e e e e eea e e e ee e e eieaa e e 19
........... CCUGGUUGUAGCCGAGCCAA . - o oo e e i e e e e e e e eecccaceecaaaaeaaaaaaaa 20
........... CCUGGUUGUAGCCGAGCCAAA . - - o it i e e e e e e e e eeccacaea e aaaaaeaaaaa 21
........... CCUGGUUGUAGCCGAGCCAAAU - - o et i e e e d e cc e e acaaa e aaaaaaaaaeas 22
........... CCUGGUUGUAGCCGAGCCAAAUU . - - it e i et e e e eca e acaea e e cceaaaaaae 23
........... CCUGGUUGUAGCCGAGCCAAAUUG . - e i it i i e e e e eeccccceecaaaaacaaaaaaaa. 24
........... CCUGGUUGUAGCCGAGCCAAAUUGU . - v o i it i e e e e ceecccacaecaaaaaaaaaaana" 25
........... CCUGGUUGUAGCCGAGCCAAAUUGUG. « - - i e e i i i e ec e e e e cacaecaaaaaaaaaaaaa 26
........... CCUGGUUGUAGCCGAGCCAAAUUGUGU . - - o o e i it e e e e e e eeaa e e 27
............ CUGGUUGUAGCCGAGCCAAAU. - - o i e e e e e e e e ceecccaceeceaaaeaaaaaa 21
............ CUGGUUGUAGCCGAGCCAAAUU . - - o et e e e e e e aecccacaecaaaaaaaaaaa. 22
............ CUGGUUGUAGCCGAGCCAAAUUG . - - ot o i e i e e e i e e e aeac e ccaea e aaaaaaaaaa. 23
____________ CUGGUUGUAGCCGAGCCAAAUUGU . - - i i e e e e e e e ceeceacceaaeaa.. 24
.............. GGUUGUAGCCGAGCCAAAUUG. - - o e e i i e e eecc e e ceecccccecacacaeaaaaaaeaaaa 21
............... GUUGUAGCCGAGCCAAAUU . .« o i e i i e e e e ceeccecceecaacaeaaaaaeaaaa2 19
............... GUUGUAGCCGAGCCAAAUUG. - - - i e e e i e e e ccaecccacaeaaaaaaaaaaaananaa 20
............... GUUGUAGCCGAGCCAAAUUGU . - - o et e i i i e e e e e e ceee e acaeaaeaaaea 21
................ UUGUAGCCGAGCCAAAUU . - - ot it i e i eeee e ceeccaceeccaaceeaaaaaa-. 18
................ UUGUAGCCGAGCCAAAUUG. . - i it i i i i e e eeccccceeccccaecaaaaaaaaaaaaa- 19
................. UGUAGCCGAGCCAAAUUG . - - it i i i i i e ceeccacaecccacaecaaaaeaaaaa.. 18
.................. GUAGCCGAGCCAAAUUGU . - o o i it i i i e d i eei e dciecaacceaa e 18



#asu-miR-137
AGCAAAAGGUAUUCUCCGGUAAUGACAUAGUGCAUUGAAAGCUGUUAUUGCUUGAGAAUACAAAUUGUUGUCCGGC
(CCCC- - - Q- e - - Cemmm - - DIIIIIIII30)-00000)--II))) - - - -
Total sRNA: 5713 shared 5" end with miRNA: 202 shared 3" end with miRNA: 12
miRNA

............................................ UUAUUGCUUGAGAAUACAAAU. . . ... ... .. 21 5447
Shared 5" Terminus

............................................ UUAUUGCUUGAGAAUACA. . ............ 18 6
............................................ UUAUUGCUUGAGAAUACAA . . . ... ....... 19 13
............................................ UUAUUGCUUGAGAAUACAAA. ... ........ 20 96
............................................ UUAUUGCUUGAGAAUACAAAUU. . .. ...... 22 87
Shared 3" Terminus

.............................................. AUUGCUUGAGAAUACAAAU. .. ........ 19 3
............................................. UAUUGCUUGAGAAUACAAAU. .......... 20 4
........................................... GUUAUUGCUUGAGAAUACAAAU . ... ....... 22 2
.......................................... UGUUAUUGCUUGAGAAUACAAAU. .. ........ 23 3
Subsequence

Others

...... AGGUAUUCUCCGGUAAUGACA . - - i e i e e e dcaeca e caecacacaeaaaaaeaaaaaa 21 30
...... AGGUAUUCUCCGGUAAUGACAU . - - e o i i e e e e e e e e e ceecccacaecaaaaeeaaaa 229
......................................... CUGUUAUUGCUUGAGAAUACAAA . . ... ....... 23 7
#asu-miR-184
UGAUUUUGAGUGCUUAUCAGCUGCCAGCCCUGUUGCAACUUGAAACUGGACGGAAGACUGAUAAGAGCCUCAAUUUUGCCC
- (- - - (- - - - - -G - - 2-22)-22--32-2)-900000))--900))--)) - - - -

Total sRNA: 9876 shared 5" end with miRNA: 4619 shared 3" end with miRNA: 21
miRNA

.............................................. UGGACGGAAGACUGAUAAGAGC . v e e e e ceeaaa 22
Shared 5" Terminus

.............................................. UGGACGGAAGACUGAUAA. . ... ... ......... 18
.............................................. UGGACGGAAGACUGAUAAG. .. oo oo ceeaaooo2 19
.............................................. UGGACGGAAGACUGAUAAGA. . ... .......... 20
.............................................. UGGACGGAAGACUGAUAAGAG. . . . ... ... .... 21
.............................................. UGGACGGAAGACUGAUAAGAGCC. .. .. co oo 23
.............................................. UGGACGGAAGACUGAUAAGAGCCU. . .. .. ..... 24
.............................................. UGGACGGAAGACUGAUAAGAGCCUC. .. .. ..... 25
Shared 3" Terminus

.................................................. CGGAAGACUGAUAAGAGC. = v e eeun... 18
................................................ GACGGAAGACUGAUAAGAGC. .. e o cacaeaa 20
............................................. CUGGACGGAAGACUGAUAAGAGC . - oo e o cacaaan 23
Subsequence

Others

.......... UGCUUAUCAGCUGCCAGCCCUGU . - i e e it i e i e i e e e e e e eiecacacacaeaeaeaaaaaaaaaaa 23
.......... UGCUUAUCAGCUGCCAGCCCUGUU . . - o i e e i e it e e e e e e e e aeaeaeaemaaanaaaa 24
........... GCUUAUCAGCUGCCAGCCCUGUU. - - - e e e e e e e eeeeeeeeccecaaaaaaaaaaaaaaaaaannnns 23
............................................. CUGGACGGAAGACUGAUAAG. - - e ceeeeeaaa.. 20
............................................. CUGGACGGAAGACUGAUAAGAGCC. .. .. coco... 24
............................................... GGACGGAAGACUGAUAAGAGCC. o v eeeenn. 22
............................................... GGACGGAAGACUGAUAAGAGCCU. . .o oeun... 23
................................................... GGAAGACUGAUAAGAGCC. . . oo vuu.... 18
................................................... GGAAGACUGAUAAGAGCCU. ... ....... 19
#asu-miR-228
CGUACACUCAAUGGCACUAGAUGAAUUCACGGUCCUUUUUGCUGUUCCGUGUAUUCACCAGUUCCAUAGAGUUGCGUUGGC
CCCC- - - - - - - e e D--22222-333312-22)-322) ) - - - - -

Total sRNA: 107629 shared 5" end with miRNA: 22084 shared 3" end with miRNA: 449
miRNA

......... AAUGGCACUAGAUGAAUUCACGG - e e e e e e i e ceecccacecccccaecaaacaecaaaaaeaaaaaaa 23
Shared 5" Terminus

......... AAUGGCACUAGAUGAAUU . - - oo et i e i e e eecccacaecaacaecaaacaeaaaaaeeaaaaa"a 18
......... AAUGGCACUAGAUGAAUUC . - o o it i d e e e dc e e c e e acaeaaaaaaeaaaaa 19
......... AAUGGCACUAGAUGAAUUCA . - o it i e e e e e ceecccaceecaaaaeaaaaaaa 20
......... AAUGGCACUAGAUGAAUUCAC . - - et i i i e e eeccc e ceecccccecacacaecaaaaeaaaaaaa 21
......... AAUGGCACUAGAUGAAUUCACG . - e e i i i e i e e e e e caeccacaaccaaaacaaaaaaaaaaas 22
......... AAUGGCACUAGAUGAAUUCACGGU -« o o oo e e i e e e e e e e a e eee e e e cea e aeaaaaaaaa. 24
Shared 3" Terminus

.............. CACUAGAUGAAUUCACGG . - v e i e e eece e e eeccaceeccaccacacacaecaaaaaeaaaaaa". 18
............. GCACUAGAUGAAUUCACGG - « v c e e e i e e ceececd e e acaaaacacaecaaaaaaaaaaa 19
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.......... AUGGCACUAGAUGAAUUCACGG. .« s sttt e ssesesssasesssaasaaaaaaannnnnnnnnnnnn 22 104

........ CAAUGGCACUAGAUGAAUUCACGG . - a e i i e e e e d e e e ccaecacaacaacaaaaaaaaaneaa. 24 34

Subsequence

............ GGCACUAGAUGAAUUCACG . v o i i e i e e cece e e aecccacaecacccecaaaaaaeaaaaaaaa 19 34

Others

.......... AUGGCACUAGAUGAAUUCACGGU - v i i e e i e e e e ceecccccecacaecaaaaaaaaaa. 23 224

_________________________________________________ UGUAUUCACCAGUUCCAUAGAG. . ... ..... 22 12

#asu-miR-236

UGUUGAUUGGCUGUCGUCCUACCUGCAAGUUAUUAGAGUGAAUAAUGACGUCUAAUACUGUCAGGUAAUGACGACAGCUUGUCC
(M M@ 2)-I203331))--333)))--20)I0))))-))) -

Total SRNA: 89106 shared 5" end with miRNA: 4147 shared 3" end with miRNA: 180

miRNA

.................................................... UAAUACUGUCAGGUAAUGACGA. ... c ... 22

Shared 5" Terminus

.................................................... UAAUACUGUCAGGUAAUG. .. ........... 18

.................................................... UAAUACUGUCAGGUAAUGA . . . ... ....... 19

.................................................... UAAUACUGUCAGGUAAUGAC . . .. ... ..... 20

.................................................... UAAUACUGUCAGGUAAUGACG. . ... ...... 21

.................................................... UAAUACUGUCAGGUAAUGACGAC. .. ...... 23

Shared 3" Terminus

........................................................ ACUGUCAGGUAAUGACGA. .. ....... 18

..................................................... AAUACUGUCAGGUAAUGACGA. .. ....... 21

................................................... CUAAUACUGUCAGGUAAUGACGA. . ........ 23

Subsequence

Others

............... GUCCUACCUGCAAGUUAUUAGA . - e e e e e e e e e eecc e e ceecaaaaaaaaaaaaa. 22

#asu-miR-250

GACGGCAUCUAACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUCGAAUCACAGCCAAACUGUUGGUUAGGUUCAGUU
(AR OEEO O E OB ) FES )3 ) ES ) D) IS D)) |
Total sRNA: 14264 shared 5" end with miRNA: 552 shared 3" end with miRNA: 57
miRNA

............................................... AAUCACAGCCAAACUGUUGGUUA. ... ..... 23 10049
Shared 5" Terminus

............................................... AAUCACAGCCAAACUGUU. ... ......... 18 4
............................................... AAUCACAGCCAAACUGUUG. ... ... 19 23
............................................... AAUCACAGCCAAACUGUUGGU. .......... 21 58
............................................... AAUCACAGCCAAACUGUUGGUU. .. ....... 22 374
............................................... AAUCACAGCCAAACUGUUGGUUAG. ... .... 24 92
Shared 3" Terminus

.................................................... CAGCCAAACUGUUGGUUA......... 18 6
................................................... ACAGCCAAACUGUUGGUUA. ........ 19 34
................................................ AUCACAGCCAAACUGUUGGUUA. ... ..... 22 14
Subsequence

................................................... ACAGCCAAACUGUUGGUU. ......... 18 5
Others

.......... AACUGGCAGUUGACUGUUGAUCCG . « - i e e e i e e ceeccccmecccccaccaaaacaaaaaanaaa 24 4
........... ACUGGCAGUUGACUGUUG. - - - o et it h et i e e eeei e e e aec e e aaecaeacaaaaaaaaa-- 188
........... ACUGGCAGUUGACUGUUGA. - - - e i it i i e ceeccacaeccccceeccaacaeaaaaaaaa--19 28
........... ACUGGCAGUUGACUGUUGAU . - - e e i e i ii i i e ceeccccaecccacacaaaaaaaaaaaaaa-- 2040
........... ACUGGCAGUUGACUGUUGAUC . - - e e i i i i e ceec e acmecccacaecaaaaaaaaaaaa-a 21 26
........... ACUGGCAGUUGACUGUUGAUCC - - - o o o it i et i e e i e e e eeea e e caaaaaaaea-- 22 184
........... ACUGGCAGUUGACUGUUGAUCCG . v o i i e e e e e e eeccccceeccccceccaacaacaaaaaaaaa- 23 2967
........... ACUGGCAGUUGACUGUUGAUCCGU . « - o i e i i i e cic e e ceecccccaeccaaaaaaaaaaaaaa 24 98
........... ACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUC . - o i i e i e e i e e cicceacaeaaaaaaa-- 3510
___________ ACUGGCAGUUGACUGUUGAUCCGUCGUAUCGAAUCG . - v i i e e e e i e eeeccceceeaaaaeea.. 367
............ CUGGCAGUUGACUGUUGAUCCG . - - - e e e e e e e e e caeccccccccaaaaaaaaaa. 22 42
............. UGGCAGUUGACUGUUGAUCCG . &« « - i e e i e e cccccceeccccceccaaacaaaaaaaaaa-- 2116
...................... ACUGUUGAUCCGUCGUAUCGAA . - .o i i i i i e e eeccccceecaaaaaeaaaa 228
...................... ACUGUUGAUCCGUCGUAUCGAAU . -« o i e i i i e ica e aceeaaaaaeeaaaaa 2310
....................... CUGUUGAUCCGUCGUAUCGA. - - - o e e i i i eicceeceeccacaeceaaaaaa 208
....................... CUGUUGAUCCGUCGUAUCGAA. - - - e et e e iic e e ceecccacaeaaaaaaaa 21 31
....................... CUGUUGAUCCGUCGUAUCGAAU . . - - e e i e e i e cecccacaaaaaaaaa. 22 44



#asu-miR-252
GGGACCAGCCUAAGUAGUAGUGCCGCAGGUAACAUGACUUGGGAUUACCUGCUCCCUGCUGCUUAACUUGGUACCGCUUUACG
(@A @U@ 2)--9320002)-90000000000-9I0))-)) - - - -
Total sRNA: 358 shared 5" end with miRNA: 13 shared 3" end with miRNA: 4

miRNA

......... CUAAGUAGUAGUGCCGCAGGUAA . - - e i it d e accecccacaecaaaacaaaaaaaeaaaaa. 23 339
Shared 5" Terminus

......... CUAAGUAGUAGUGCCGCA . - . oo i e i e e e e aecccccecccaceeccaeaceeaaaaaeaaa-22. 183
......... CUAAGUAGUAGUGCCGCAG . -« c i e o ee e e eeec e e aecaaacaeccacaacaaacaeaaaaaaaaaaaas 192
......... CUAAGUAGUAGUGCCGCAGGU - - - o et i i i et e e e e e e c e e c e e ccaeaaaaaeaaaa. 213
_________ CUAAGUAGUAGUGCCGCAGGUA . - o it e e e e e e e eecccaceccaaaaeeaa-a. 225
Shared 3" Terminus

.......... UAAGUAGUAGUGCCGCAGGUAA . - - oo i i i e e e e e e eecccaceeccacaeaaaaaaaaaa 224
Subsequence

Others

.............................................. ACCUGCUCCCUGCUGCUUAACU .« e e e eeeeeaaa 221
#asu-miR-279a
CAUUGCCACAUUCUUUGCUGGGCAUGGCUCUAUGUCAUGCUAUCUAGUUUCAUGACUAGAUCCAUACUCAGCUAGGGGUGUG
------ CCCCCCCCC- (- Q- Q- Q== €C---22-90000092209200990032-000000)))

Total sRNA: 5484173 shared 5 end with miRNA: 30653 shared 3" end with miRNA: 15800
miRNA

.................................................... UGACUAGAUCCAUACUCAGCU. ... ..... 21 5436217
Shared 5" Terminus

.................................................... UGACUAGAUCCAUACUCA. .. ......... 18 208
.................................................... UGACUAGAUCCAUACUCAG. . . ... ..... 19 2987
.................................................... UGACUAGAUCCAUACUCAGC. ......... 20 10441
.................................................... UGACUAGAUCCAUACUCAGCUA. . ...... 22 16711
.................................................... UGACUAGAUCCAUACUCAGCUAG. . ..... 23 304
Shared 3" Terminus

....................................................... CUAGAUCCAUACUCAGCU. ........ 18 1809
...................................................... ACUAGAUCCAUACUCAGCU. .. ...... 19 1319
..................................................... GACUAGAUCCAUACUCAGCU. ........ 20 1168
___________________________________________________ AUGACUAGAUCCAUACUCAGCU. ... ..... 22 11431
Subsequence

Others

................. CUGGGCAUGGCUCUAUGU . - . o i i e i i i e eccccceecccaaecaaaaaaaaaaaaaa--- 18 338
................. CUGGGCAUGGCUCUAUGUCAUG . - - e e i e i e e e e ceeca e e caeaaaaaaaaaas 22 432
................................................... AUGACUAGAUCCAUACUCAGC. ......... 21 152
#asu-miR-279b
AUUCGGCGUCACUGGAACUGGUUUGCAGUCUAGUGCAUGCAAUAUGAAGUCAUGACUAGACUGAUAACCAGCUCUAGUUUCGUUC

RN (R (R (e )-233333333)33)-:-33333)-I))1))--)))) -

Total sRNA: 1709827 shared 5% end with miRNA: 30869 shared 3" end with miRNA: 4070
miRNA

.................................................... UGACUAGACUGAUAACCAGCUC. o e e eee e 22
Shared 5" Terminus

.................................................... UGACUAGACUGAUAACCA. . . ..o .... 18
.................................................... UGACUAGACUGAUAACCAG. - - e oo aaoae- 19
.................................................... UGACUAGACUGAUAACCAGC. . ... ooo.... 20
.................................................... UGACUAGACUGAUAACCAGCU. .. oo caenn 21
.................................................... UGACUAGACUGAUAACCAGCUCU. ... ...... 23
Shared 3" Terminus

........................................................ UAGACUGAUAACCAGCUC. .......... 18
....................................................... CUAGACUGAUAACCAGCUC. . ... ...... 19
...................................................... ACUAGACUGAUAACCAGCUC. . ......... 20
_____________________________________________________ GACUAGACUGAUAACCAGCUC. .. ........ 21
................................................... AUGACUAGACUGAUAACCAGCUC. ... ....... 23
Subsequence

Others

............... AACUGGUUUGCAGUCUAGUGCAU . - o o i i et i e e e e e caec e e dcecacacaaaaaaaaeaa 23
............... AACUGGUUUGCAGUCUAGUGCAUG. . - - - e e e i e e eeee e e ceeccaccecccacaecaaaaaaaa-a 24
................ ACUGGUUUGCAGUCUAGU. - - - o e i i i i i i e ceecccceecccccaecaaaaaaaaaaaaaa-- 18
................ ACUGGUUUGCAGUCUAGUGC . - - e e i e i i i i e ceeccccaecccacaecaaaaaaaaaaaanaaaa 20
................ ACUGGUUUGCAGUCUAGUGCA -« i it i e et e e e e d e e e eieeaeaeee2 21
................ ACUGGUUUGCAGUCUAGUGCAU . - e o i et e e e e e e e e e e e caeaaaaaaaaaas 22
................ ACUGGUUUGCAGUCUAGUGCAUG . - v - i i e e i i i e cecccceecccacaecaacaacaaaaaaaaaaa 23
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#asu-miR-279c
UUACUGGGCGUCACUGGAGCUGGCUUACCGUCUAGUGCAUGUAAUGUGAAAUCAUGACUAGACUGGUAACCUGCUCUAGUUUCGUUCCU
----- CCCCC- - (OO - - e e =2000900099000900002-00000000 - -0)))) - -
Total sRNA: 1161787 shared 5" end with miRNA: 91574 shared 3" end with miRNA: 1607

miRNA

...................................................... UGACUAGACUGGUAACCUGCUC. . - oo e oo . 22 1066048
Shared 5" Terminus

...................................................... UGACUAGACUGGUAACCU. . .. ccooocueoo... 18 3767
...................................................... UGACUAGACUGGUAACCUG. - e e e e ecweaaao. 19 3201
...................................................... UGACUAGACUGGUAACCUGC. . .- oo ocuco---. 20 3575
...................................................... UGACUAGACUGGUAACCUGCU. . . ... ........ 21 68507
...................................................... UGACUAGACUGGUAACCUGCUCU. ... ........ 23 12462
Shared 3" Terminus

.......................................................... UAGACUGGUAACCUGCUC. .. .......... 18 367
......................................................... CUAGACUGGUAACCUGCUC. . . ... ....... 19 320
........................................................ ACUAGACUGGUAACCUGCUC. ... ......... 20 243
....................................................... GACUAGACUGGUAACCUGCUC. .. ... ....... 21 440
..................................................... AUGACUAGACUGGUAACCUGCUC. ... ... ...... 23 223
Subsequence

Others

UUACUGGGCGUCACUGGA . - - - e o i e et e e e eec e e aecc e e aecc e aecceaceeceacaeaaeacaecaaaaaaaaaanan 18 454
.................. GCUGGCUUACCGUCUAGUGCAU - - - e e i e e i e e e e ccaecaaaaacacacaeaaaaaaaaaa. 22 816
.................. GCUGGCUUACCGUCUAGUGCAUG - - - i it i e e et e e e e e e e cea e e caea e e e 23 247
#asu-miR-375
GUUUUCACUCUUCGCAAGCGAACUGAUCAAAACCCACACUCGGUGACGGACGUUUUGUUCGUUUUGCUUGCGAUCAGUGCGAGCGUAC

(CCC- CCCC- - (- - e - - - - - CCC--2-222--22222)2-22)-9000000))0))--)))) - ))))

Total sRNA: 549888 shared 5" end with miRNA: 107381 shared 3" end with miRNA: 3132
miRNA

_____________________________________________________ UUUGUUCGUUUUGCUUGCGAUCA. . ... ....... 23 398062
Shared 5" Terminus

..................................................... UUUGUUCGUUUUGCUUGC . . . .. ... ......... 18 516
..................................................... UUUGUUCGUUUUGCUUGCG. . . . oo oo oo -. 19 1364
..................................................... UUUGUUCGUUUUGCUUGCGA. .. ... ... ...-... 20 2096
..................................................... UUUGUUCGUUUUGCUUGCGAU. . . . ..o ... 21 24162
..................................................... UUUGUUCGUUUUGCUUGCGAUC. . ... ........ 22 78858
..................................................... UUUGUUCGUUUUGCUUGCGAUCAG. . .. ....... 24 340
Shared 3" Terminus

.......................................................... UCGUUUUGCUUGCGAUCA. . .......... 18 608
......................................................... UUCGUUUUGCUUGCGAUCA. . .......... 19 718
...................................................... UUGUUCGUUUUGCUUGCGAUCA. . ... ....... 22 1584
.................................................... UUUUGUUCGUUUUGCUUGCGAUCA . . . .. ....... 24 148
Subsequence

...................................................... UUGUUCGUUUUGCUUGCGAU. . ... ......... 20 108
...................................................... UUGUUCGUUUUGCUUGCGAUC. . . . ..o ...... 21 435
Others

.......... UUCGCAAGCGAACUGAUC . - - i i i e i e e e e e eecceaeecccaceeccaaaceccaeaceeaaaa-a.-- 18 280
.......... UUCGCAAGCGAACUGAUCA . - - e e e e eeccccaecccaceecaeacseaaaaaeaaaaaaaa. 19 132
.......... UUCGCAAGCGAACUGAUCAA . - . o e i e acaeccaccacecacaecaaaaaeaaaaaeaaaaaaaa- 20 188
.......... UUCGCAAGCGAACUGAUCAAA « . i et f e e e e e e e acaeaeacaecaaacaaaaaaaaa 21 1453
.......... UUCGCAAGCGAACUGAUCAAAA . « o o o it et e e e e e e aecccaceecceccecaeacaeaaaaaaaa. 22 10691
.......... UUCGCAAGCGAACUGAUCAAAAC . - - o e e e e e e e e e e e aeccaaceecaacaecaaaaaaeaaaaaaaa. 23 27361
.................................................... UUUUGUUCGUUUUGCUUGCGAUC . . . . .. ....... 23 164
#asu-miR-750

UGGCAGUUGGAGGUUAGAUCUCGGGCAGAGCAUAUUCGGUUAUGCCAGAUCUAUUACUUCCAACUGACAUCGACUCGU

(@ @@ uUEa@Eerrmree 2))-33223333333-20000I90)))-)) - - e e e e - - -

Total sRNA: 80018 shared 5" end with miRNA: 9161 shared 3" end with miRNA: 489
miRNA

............................................ CCAGAUCUAUUACUUCCAACUGA. .. ... ..... 23 56799
Shared 5" Terminus

............................................ CCAGAUCUAUUACUUCCA. . ... .......... 18 267
............................................ CCAGAUCUAUUACUUCCAA. . . ... ..c...... 19 1052
............................................ CCAGAUCUAUUACUUCCAAC. - - - e ceceaaaa. 20 215
............................................ CCAGAUCUAUUACUUCCAACU. ... ......... 21 886
............................................ CCAGAUCUAUUACUUCCAACUG. ........... 22 6716
Shared 3" Terminus

................................................. UCUAUUACUUCCAACUGA. . ......... 18 68



............................................... GAUCUAUUACUUCCAACUGA. .......... 20 61

.............................................. AGAUCUAUUACUUCCAACUGA. .. ........ 21 21
............................................. CAGAUCUAUUACUUCCAACUGA. . ......... 22 316
Subsequence
............................................. CAGAUCUAUUACUUCCAACUG. - -« v e --.. 21 24
Others
- - -AGUUGGAGGUUAGAUCUC. . . - o it i i i i e e i e i i eeea e ieeaaameaaaaaaaaaaaaaaannn 18 19
- - «AGUUGGAGGUUAGAUCUCG. - - - - e e e e e e e e e e e e e e em e e e ee e e ieeaa e maaaamns 19 148
- - -AGUUGGAGGUUAGAUCUCGG. - - - - e e e e e e e et e me e e e em e e e em e e meema e meeeamm s 20 491
- - -AGUUGGAGGUUAGAUCUCGGG - - - -« e e m c e e e e e e e e e ee e e e e e e eeee e meeeee e m s 21 984
- - «AGUUGGAGGUUAGAUCUCGGGC - - - - e e e o m c e e e e e et e e e e e e e e e e e eee e e maaaam s 22 1450
- - -AGUUGGAGGUUAGAUCUCGGGCA - - - e e e et e e et e e e e ee e et ee e e meaaa e mmeaaam 23 10296
- -« - AGUUGGAGGUUAGAUCUCGGGCAG - - - - - - c e e e e e e e et e e e e e e e em e e meem e e eeeaaemean 24 41
...... UUGGAGGUUAGAUCUCGGGCA - - - - e o i e e e e e i e ee e e imeeee e mmeeaemmeeeeemmeeeaaae 2121
#asu-miR-791
GCUUGUUGGGGUGCUGGUCUGCUCCGUGUCCAAAGUUAUGUAUAGUCACUUUGGCACUCUCCAGGCCUGCACACUACAGCCUU
[((E(E(a@aETnaEuadenr D)-I0333331)----33322)-32))-20))))) - -

Total sRNA: 27404 shared 5" end with miRNA: 1205 shared 3" end with miRNA: 114
miRNA

................................................. UUUGGCACUCUCCAGGCCUGCA. - oo e e e 22
Shared 5" Terminus

................................................. UUUGGCACUCUCCAGGCC. . . ecceeeee.-. 18
................................................. UUUGGCACUCUCCAGGCCU. . e e e eeceeaaa 19
................................................. UUUGGCACUCUCCAGGCCUG. = e ccccwea- 20
................................................. UUUGGCACUCUCCAGGCCUGC - « = oo cceeaaa2 21
................................................. UUUGGCACUCUCCAGGCCUGCAC. ... ....... 23
Shared 3" Terminus

..................................................... GCACUCUCCAGGCCUGCA. ... ........ 18
.................................................. UUGGCACUCUCCAGGCCUGCA. . . ... ...... 21
................................................ CUUUGGCACUCUCCAGGCCUGCA. ... ........ 23
Subsequence

Others

............. CUGGUCUGCUCCGUGUCC - - . o oo i e i i h e i i d e it e e e aee e e e ceeaeacaeaaaaaaa-- 18
............. CUGGUCUGCUCCGUGUCCA . . o i e e e e e e eeeccacaeccccceccaacaeaaaaaaaa- 19
............. CUGGUCUGCUCCGUGUCCAAA . - - o i e e e e e ceeceeccecaeacaeaaaaaaaa 21
............. CUGGUCUGCUCCGUGUCCAAAG - - - i e e e e e e e c e e acae e ccaecaaaaaaaaaaaans 22
............. CUGGUCUGCUCCGUGUCCAAAGU . - - et i et e e e e e e e cee e e cceeaaacaeaaaaaaaa- 23
............. CUGGUCUGCUCCGUGUCCAAAGUU . - - e e i i e e iec e e ceecccccecccacaeaaaaaaa.. 24
............. CUGGUCUGCUCCGUGUCCAAAGUUA . . . o oot e e e caecccccecccacaaaaaaaaaa. 25
.............. UGGUCUGCUCCGUGUCCAAAG. - - - i e e e e e e e caeaccaaeaaaaecaaaaaaaaaaas 21
.............. UGGUCUGCUCCGUGUCCAAAGU . - o o it i e e e e e e e e d e ea e e e ceaaa e 22
.............. UGGUCUGCUCCGUGUCCAAAGUU . . - o i e i i i e e e e eeecccceecaaaaeaaaaaa. 23
.............. UGGUCUGCUCCGUGUCCAAAGUUA . - - o e i e e e e ceeccacaecaaaaaaaeaaa. 24
................................................ CUUUGGCACUCUCCAGGCCU ..« o e e e eeecaaaa 20
................................................ CUUUGGCACUCUCCAGGCCUG. - - - e e caaaaan 21
................................................ CUUUGGCACUCUCCAGGCCUGC . . . e e e e e e aan 22
.................................................. UUGGCACUCUCCAGGCCUGCAC. . . oo e ca . 22
#asu-miR-993
CGGAUGGUUUACCCUGUAGAAGCGUGUUUAUCUGCACAUUUCAAAAUAAGCUCGUCUCUACAGGCAGGACCUUCCAG

(A (O (T (G Errrm——— 22)))):-2--50)I333)--2))))-))) - -

Total sRNA: 150316 shared 5" end with miRNA: 55772 shared 3" end with miRNA: 2773
miRNA

.............................................. UAAGCUCGUCUCUACAGGCAGG. . - ... ... 22 86343
Shared 5" Terminus

______________________________________________ UAAGCUCGUCUCUACAGG. .. .......... 18 1377
.............................................. UAAGCUCGUCUCUACAGGC. . . ... ...... 19 2139
.............................................. UAAGCUCGUCUCUACAGGCA. ... ....... 20 3852
.............................................. UAAGCUCGUCUCUACAGGCAG.......... 21 3866
.............................................. UAAGCUCGUCUCUACAGGCAGGA. . .. .... 23 44491
.............................................. UAAGCUCGUCUCUACAGGCAGGAC. ...... 24 46
Shared 3" Terminus

.................................................. CUCGUCUCUACAGGCAGG. ........ 18 479
............................................... AAGCUCGUCUCUACAGGCAGG. .. ...... 21 29
............................................. AUAAGCUCGUCUCUACAGGCAGG. .. ...... 23 2235
Subsequence

Others

......... UACCCUGUAGAAGCGUGUUUAU. . . - o e i e iie e e iieee e emeeeeaaeaa 22 420

21

25
229
6477
2498
31

238

391

11

10



......... UACCCUGUAGAAGCGUGUUUAUC . . - - i i i i i i e e e e e e e e e e e eeeaaaaaaaaaaa... 23 168

......... UACCCUGUAGAAGCGUGUUUAUCU .« - e e i e e i e e eec e e ccecm e acaeaaaaaaaaaa. 24 42
.......... ACCCUGUAGAAGCGUGUUUA . - L i it i i it e e e e e aaacaaaaaaaaaaaaa 20 48
.......... ACCCUGUAGAAGCGUGUUUAU . - - i e i i i i e e ceeccccceeccaacaeaaaaaaaa. 21 739
.......... ACCCUGUAGAAGCGUGUUUAUC . - s i e i i i e e e e e ceeccccaecaaaaaaaaaaaaa" 22 1455
.......... ACCCUGUAGAAGCGUGUUUAUCU . - v oo i e i e e e i e dceec e acaaacaaaaaaaaaas 23 1249
............................................. AUAAGCUCGUCUCUACAGGCA. ... ....... 21 103
............................................. AUAAGCUCGUCUCUACAGGCAG. .. ....... 22 439
............................................. AUAAGCUCGUCUCUACAGGCAGGA. .. ..... 24 430
............................................... AAGCUCGUCUCUACAGGCAGGA. . ...... 22 42
#asu-miR-1175
GACGGUCAAAAAAGUGGAGGAUUGGGUCUGCACUGAAUGACAUGGCAUAGUGAGAUUCUCAUUCCUCCAUUUUAGCUGCCU
@ (@ @@ 222)70332)--I20)II00)))---)))-

Total sRNA: 8793 shared 5" end with miRNA: 454 shared 3" end with miRNA: 58
miRNA

........... AAGUGGAGGAUUGGGUCUGCACU . & o i e e i i i e i i e e e e e cacaacaacaacaaeaaaaaaaaaaaaa 23
Shared 5" Terminus

........... AAGUGGAGGAUUGGGUCU . -« o i e e it it it i e i e i ececacacacacacacaaacaaaaaaaaaa- 18
........... AAGUGGAGGAUUGGGUCUG. - - i i it it it i e i e i e e e e emcmemccacacaeaeaeaeaaaaaa- 19
........... AAGUGGAGGAUUGGGUCUGC . - - - e e i i i e i i i e e eecccccaeccaaaacaaaaaaaaaaaaanaaa 20
........... AAGUGGAGGAUUGGGUCUGCA -« L i i i et edcaec e ad e e e ceeeeaacee2 21
........... AAGUGGAGGAUUGGGUCUGCAC . - o e e e i e i e i e e e e e e e e e e e e acaeaeaeaaaaaaaas 22
........... AAGUGGAGGAUUGGGUCUGCACUG. - - - - e e i i e e eeccccceeccacaeccacacaacaaaaaaaaas 24
........... AAGUGGAGGAUUGGGUCUGCACUGAAUGACAUGGCAUAG . - - - e e e e i e e eeccccceeeaaaaaeaaaa 39
Shared 3" Terminus

............... GGAGGAUUGGGUCUGCACU - - o i e i e e e i e i e i e e e e acacaeaeaaaaaaaaaaaaaaa 19
.............. UGGAGGAUUGGGUCUGCACU . - o e i e e i i e e cecccccaeccacacaccaaaaaacaaaaaanaaaa 20
............. GUGGAGGAUUGGGUCUGCACU . - - o e e i e i e e e ccaaec e ccaeaaaaaaaaaaas 21
............ AGUGGAGGAUUGGGUCUGCACU - - - e oo o it h e e d e e e e e e e e e e e caaaaa 22
.......... AAAGUGGAGGAUUGGGUCUGCACU . - o i i e it i e i e e e e e e d e eeeece e aaaaaaaaaaaeaea 24
Subsequence

Others

__________________________________________________ UGAGAUUCUCAUUCCUCC. .. .. ........ 18
.................................................. UGAGAUUCUCAUUCCUCCA. . ... ....... 19
.................................................. UGAGAUUCUCAUUCCUCCAU. .. ........ 20
.................................................. UGAGAUUCUCAUUCCUCCAUU. .. ....... 21
.................................................. UGAGAUUCUCAUUCCUCCAUUU. . ... .... 22
.................................................. UGAGAUUCUCAUUCCUCCAUUUU. .. ..... 23
#asu-miR-1822
UCCUAGCGUACGUCUUUCAUUCGGUUCAGCUAUCGGUGAAUUUCGCUCCGAGCUGCCCUAUGAAGGACUGUCGCUAUUACG

-« (OO (- - (- - (- - - e - - - 2)))--:33333))--2200003))-0003))) - - - - -

Total sRNA: 19239 shared 5% end with miRNA: 137 shared 3" end with miRNA: 297
miRNA

................................................. GAGCUGCCCUAUGAAGGACUGU . ... ...... 22
Shared 5" Terminus

................................................. GAGCUGCCCUAUGAAGGA. .. ... o...... 18
................................................. GAGCUGCCCUAUGAAGGACU. . ... ....... 20
................................................. GAGCUGCCCUAUGAAGGACUG. ... ....... 21
................................................. GAGCUGCCCUAUGAAGGACUGUC. ........ 23
Shared 3" Terminus

..................................................... UGCCCUAUGAAGGACUGU. .. ... .... 18
.................................................... CUGCCCUAUGAAGGACUGU. .. ....... 19
.................................................. AGCUGCCCUAUGAAGGACUGU . .. ....... 21
................................................ CGAGCUGCCCUAUGAAGGACUGU. .. ....... 23
Subsequence

Others

.......... CGUCUUUCAUUCGGUUCAG . - - - - e e e e eece e e ceeccaceecccacaecaaaaeaaaaaaaaaa2 19
.......... CGUCUUUCAUUCGGUUCAGCUAUC . - e i i e i i i e e e e ceecccccaeccacaacaaaaaaaaas 24
.......... CGUCUUUCAUUCGGUUCAGCUAUCG - - v o i e e e i i e e cec e acaeca e aceaaaaaacaaaaaeaaaa 25
.......... CGUCUUUCAUUCGGUUCAGCUAUCGG . &« - - - e e e e e e eeecc e ceecccccecccacaecaaaaaaaaaa. 26
.......... CGUCUUUCAUUCGGUUCAGCUAUCGGU. - - o e e i i e e eic i e e eeccccceeccccaacaaaaaaaaa 27
#asu-miR-5342

UGACUUGAGUGCAUUACUCGUCAACCAGUAAUAUUAUGUUUUAAUGACCAUAAUAUCACUGGCUUACGGGAAAUGGCCUUUGGU

(AR (N OO ) B EES ) B B IS)))
Total sRNA: 174961 shared 5" end with miRNA: 35814 shared 3" end with miRNA: 9237

7009

18540



.................................................. UAAUAUCACUGGCUUACGGGAAA. . . ... ..... 23
Shared 5" Terminus

.................................................. UAAUAUCACUGGCUUACG. . . e ccaaceao--. 18
.................................................. UAAUAUCACUGGCUUACGGG. = v e e e cceeaa2 20
.................................................. UAAUAUCACUGGCUUACGGGA. . - o oo ceeaaa2 21
.................................................. UAAUAUCACUGGCUUACGGGAA. . ... .. ..... 22
.................................................. UAAUAUCACUGGCUUACGGGAAAU . .. ....... 24
Shared 3" Terminus

....................................................... UCACUGGCUUACGGGAAA. ... ....... 18
...................................................... AUCACUGGCUUACGGGAAA. ... ....... 19
.................................................... AUAUCACUGGCUUACGGGAAA . . . ........ 21
................................................... AAUAUCACUGGCUUACGGGAAA . . ... ...... 22
Subsequence

................................................... AAUAUCACUGGCUUACGGGAA . . ... .. ..... 21
.................................................... AUAUCACUGGCUUACGGGA. . ... c ... 19
.................................................... AUAUCACUGGCUUACGGGAA. ... ........ 20
Others

............... ACUCGUCAACCAGUAAUAUU . - - it e i i i e e e e deecaea e e acaaaaaaaaea 20
............... ACUCGUCAACCAGUAAUAUUA .« i e e e e e ceeccecceaaaaaeeaa 21
............... ACUCGUCAACCAGUAAUAUUAU . - . e o e e et e e e e e e e ceeccccaeaaaaaaaaas 22
............... ACUCGUCAACCAGUAAUAUUAUG . - - o i e e e i e e eeec e e ceecc e c e e aaaaaaaaaaaaaa 23
............... ACUCGUCAACCAGUAAUAUUAUGU . - - o o et e e e e e e e e iea e e e ieaaaacea 24
................................................. AUAAUAUCACUGGCUUACGGGAA. ... ........ 23
.................................................... AUAUCACUGGCUUACGGGAAAU. . ... ..... 22
#asu-miR-5343

CUCAAGGAGAAUAUCAGCAAGAUUGAUCUGGCUGUAUAUAAGUCCAGACCUAUCUGUCGAUAUUGCCUG

N (R (O o IS E

Total sRNA: 2322 shared 5" end with miRNA: 255 shared 3" end with miRNA: 277
miRNA

........ GAAUAUCAGCAAGAUUGAUCUGG . - - e e e i i e cecceccecccccaecaaaaaeaaaaa. 23 1758
Shared 5% Terminus

________ GAAUAUCAGCAAGAUUGA . - . o e i e iie e e eeeceeacecccacaeeaa--.. 183
........ GAAUAUCAGCAAGAUUGAU. . - o i e i i e e e e e cecccaceeccaaaaeaaeaaaaa 19 40
........ GAAUAUCAGCAAGAUUGAUC. - - - it i i ic e e e ceccccceecaacaeaaaaaaa 20 29
........ GAAUAUCAGCAAGAUUGAUCU . - - o e i i i i i e e ecccccaeccaaaaaaaaaaa 21 44
........ GAAUAUCAGCAAGAUUGAUCUG . - - et i e e e e e e e e dcea e e caeaa e 22 137
........ GAAUAUCAGCAAGAUUGAUCUGGC . - e e e i i e e eicc e e ceeccaceaaeaaa. 242
Shared 3" Terminus

............. UCAGCAAGAUUGAUCUGG . - - o e it e i eccccceeccaaaacaaaaaaaaaaaa 18 10
............ AUCAGCAAGAUUGAUCUGG - - - - i et i i i i ii i e e ieca e e ceeaeaaaee--2219 3
........... UAUCAGCAAGAUUGAUCUGG . - v e i i e e i i i i eeeccceceeccccaecaaaaaa. 202
......... AAUAUCAGCAAGAUUGAUCUGG . - - e e i i e i e e e cecceceecacacaeaeaaaa. 22 228
....... AGAAUAUCAGCAAGAUUGAUCUGG . « - - i e e e i i e ceecc e ccecccacaacaaaaan-a 24 34
Subsequence

......... AAUAUCAGCAAGAUUGAU. - - - oo e i i i e e eeceeccaccecaaaaa.a.. 182
......... AAUAUCAGCAAGAUUGAUC . . - o i e i i i i e e eccccceeccacceaaaaeaaa 191
......... AAUAUCAGCAAGAUUGAUCU . - - e it i i i i i i icccccaeaaaaaaaaaaaaa 20 3
_________ AAUAUCAGCAAGAUUGAUCUG. - - e e i e e e ceeceecceece e e 21 12
Others

....... AGAAUAUCAGCAAGAUUGAU . - - - e i it i i i i e dcecccccaeccacaaaaaaaaaaa 201
....... AGAAUAUCAGCAAGAUUGAUC . - - i i i i i i e cecc e acaeeacacaeaaaaaaa 211
....... AGAAUAUCAGCAAGAUUGAUCUG - -« o i e i i e e i i d e ieda e aceeeaaaeee2 231
..................... AUUGAUCUGGCUGUAUAUAAG . - - oo i i i e iei e ieeeeeeeeeee 211
............................................ CAGACCUAUCUGUCGAUAUUGCC.. 23 1
............................................. AGACCUAUCUGUCGAUAUUGC. .. 21 2
_____________________________________________ AGACCUAUCUGUCGAUAUUGCC.. 22 4
#asu-miR-5344
UUGUUGAACUUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCAGUACCUUGGCUAGGUGCAACGCUGAAUAGUUGG
(@ (((U@@UUUE@E@@Eneree D--I20II00000000000I31)-2-)-I0))) - - - -

Total sRNA: 1401837 shared 5" end with miRNA: 489263 shared 3" end with miRNA: 2109
miRNA

_________ UUUGUACUUCGGCUAAGGUGCUG. - - - e e e e e e e e eeeee e ceeceeceeccacaceeae-a-a- 23 90876
Shared 5" Terminus

......... UUUGUACUUCGGCUAAGG . - - o e e i i i e e eeceeceeccccaeccaaacaeaaacaeaaaaaaa- 18 2481
......... UUUGUACUUCGGCUAAGGU . - - e i i e i i i e i e e e dceeccacaecaaacaeaaaaaaaaaaaaa- 19 6593

......... UUUGUACUUCGGCUAAGGUG. - - e e e i i i i i i e e i iiieeeiieeececeeeeeeaaaa--- 20 21851

122176

127
47
1591
33172
847

88
97
8030
989

0



......... UUUGUACUUCGGCUAAGGUGC .- - v o i e e i e e e i e e ceeccccaecacacaeceaaaaaaaaas 21
......... UUUGUACUUCGGCUAAGGUGCU . &« c o e e e i e e e e e acaeca e acaeaaaaaaaaaaas 22
......... UUUGUACUUCGGCUAAGGUGCUGC - - - o it i et i et e e e c e e e e aaaaaaaaa. 24
......... UUUGUACUUCGGCUAAGGUGCUGCU . - - e e i i i i i i i e ciecccceecccacaacaaaaaaaaan.a 25
......... UUUGUACUUCGGCUAAGGUGCUGCUC . - - e e i i e i i i e cccccceecccacaacaaaaaaaaaa.. 26
......... UUUGUACUUCGGCUAAGGUGCUGCUCU . - v o i i e i e e cecccmcmececccaeaaaaaanaaae 27
......... UUUGUACUUCGGCUAAGGUGCUGCUCUA - . - o o i e e e e i i i e aceea e aaaeaaaaa.. 28
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAU. - < - o e e i i e e e e eeeccccceeccaaaeaeaaaa 29
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUG. - - - o e e i i i e cieci e ceecccacaecaaaaaaaaaaaa 30
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGG - - - - e e i i i e e i i i e e iecc e cceeaeacaeaaaaaa 31
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGC - - - e i e i it i i e e dceei e e eeeeaaaeae 32
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCG. - o e i i i e ceecccceeccccceecaaaaaaaeaanaa. 33
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGC . v - i i i eecceceeccccceecccaaaaaa-a.. 35
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCA . - - - i e i i e ceecccececcaaaeaaaaaaa 37
......... UUUGUACUUCGGCUAAGGUGCUGCUCUAUGGCGGCCAGU . - - v i i i i i i e e ceeceacceeaaaaaa 39
Shared 3" Terminus

.............. ACUUCGGCUAAGGUGCUG. - - - e e ci i e cecccceecccaceccaaacaacaaaaaaaaaaaaa 18
............. UACUUCGGCUAAGGUGCUG . - v i i e eei i e ceecccccecccacaacaaaaaaaaaaaeaaaa 19
............ GUACUUCGGCUAAGGUGCUG. - - - e e e i e i cee e e e cee e ccceea e acaeaaaaaaaaaaaa 20
........... UGUACUUCGGCUAAGGUGCUG . -« o i e e i e e e e e ceececceecccaceeaaaaaeeaaaa 21
.......... UUGUACUUCGGCUAAGGUGCUG. - - - e e e e e e e ceecc e e cecccacaecaaaaaaaaaaas 22
........ CUUUGUACUUCGGCUAAGGUGCUG . - o e i i e e e e e e e c e e e acaeccacaaaaaaaaaaaaa 24
Subsequence

.......... UUGUACUUCGGCUAAGGUGCU - . v o i o e i e e e e ece e ceecccceecaeaceaaaaaa 21
............ GUACUUCGGCUAAGGUGCU . .« o i e i i i e eec e e ceecccccecccacaecaaaaaaaaaaaa 19
Others

.............................................. GUACCUUGGCUAGGUGCAACGC. . ..o a2 22
............................................... UACCUUGGCUAGGUGCAACGC. .o oo e aa 21
#asu-miR-5345a
GUGCGCUCAAUAAGGCACUGGGUUGGUCAGCUGGGGUUUCUUAGCGCAACUGGCCAUUCCAUUGCCUGGUCGAGCUGUC

- - (OG- - CCCCC- (OG- - - - -G - - - )-):-2)-233333)--222-I333)-20-))))-- - -
Total sRNA: 195673 shared 5" end with miRNA: 94033 shared 3" end with miRNA: 588
miRNA

........... AAGGCACUGGGUUGGUCAGCUG. - e e i i i e i e i e eeeccccceeccccaccaaacaacaaaaaaaa. 22
Shared 5" Terminus

........... AAGGCACUGGGUUGGUCA. - - - i e e i e i e ceecccacaecaaaaacaaaaaaaaaaaaa"- 18
........... AAGGCACUGGGUUGGUCAG . - - - i e e i e e ea e eeca e dceea e e acaeaeacaaaaaaaaaa- 19
........... AAGGCACUGGGUUGGUCAGC . - - - e e i e i i e e eeccccceecceccecaaacaaaaaaaaaa. 20
........... AAGGCACUGGGUUGGUCAGCU . - - e e e i e i i e e eeccccceecccccccaaacaaaaaaeaaa. 21
........... AAGGCACUGGGUUGGUCAGCUGG .- - v - e e e e e e eeccccceeccaaaacaaacaaaaaaaaan 23
Shared 3" Terminus

............... CACUGGGUUGGUCAGCUG. - v i i i i i e e e e e cecccaceeccacaeaaaaaeea--- 18
.............. GCACUGGGUUGGUCAGCUG. -« - i i e e i i e e cecccceecccacaecaaacaacaaaaaaaaaaa 19
............ AGGCACUGGGUUGGUCAGCUG . - - e e e e e i e e ceec e e cceca e ccaeeaaaacaaaaaaa 21
Subsequence

............ AGGCACUGGGUUGGUCAGCU . - - e e i i i i e e e ceeccccceecaacaeaaaaaaaa 20
.............. GCACUGGGUUGGUCAGCU . - e i i i i e i i i e eecccceecccccacccacaeaaaaaeeaa-- 18
Others

................................................ ACUGGCCAUUCCAUUGCCUG. ... ....... 20
................................................ ACUGGCCAUUCCAUUGCCUGG. ... ...... 21
................................................ ACUGGCCAUUCCAUUGCCUGGU . ... ..... 22
#asu-miR-5345b
GUGUGCUCAAUAAGGCACUGGAUUGGUCAGUUGAGUUUUCUGAGCGAAACUGGGCCAUUUCCAUUGUCUGGCCGAG

----- (AR (A EETE)))ES B> BB )) ) B))) D) EEES ) )

Total sRNA: 1619521 shared 5" end with miRNA: 97677 shared 3" end with miRNA: 8651
miRNA

........... AAGGCACUGGAUUGGUCAGUU . - - e e i i e i i i e e e cceeccccceccacaaaaeaaaaaaa 21 151
Shared 5% Terminus

........... AAGGCACUGGAUUGGUCA. - o i e i i i i e e e caecaaacaeaaaaaeaaa.. 18 428
........... AAGGCACUGGAUUGGUCAG. - - - e e i i i eic e e ceeccaceeccacaceecaaaaaaaeaa-a.. 19 565
........... AAGGCACUGGAUUGGUCAGU . - - i i i i i i i i e ceecccceecccacaacaaaaaaaaaaa.. 20 639
........... AAGGCACUGGAUUGGUCAGUUG . - e o e e i i i e e e e ccecccacaecaaaaaaaaaaaa 22 208
........... AAGGCACUGGAUUGGUCAGUUGA - -« o oo i e e e e e dceea e e eaaaaaaaa. 23 274
Shared 3" Terminus

.............. GCACUGGAUUGGUCAGUU. - e i i i i e cccccecccccaecaaaaaeaaaa"a. 18 935
............. GGCACUGGAUUGGUCAGUU . - < o i i e i i i e e e e ceeccccaecaaaaeaaaaaaaa- 19 123

............ AGGCACUGGAUUGGUCAGUU. . . . e i it e i iieeeeeeeeaaaaa 20 115

17434
426409
2547
1662
583
2743
437
4173
512
417
129
252
229
580
162

465
146
450
148
667
229

334
236

102
451

96191

499
2088
1952
88718
745

393

108

54
42

93
346
4112

2589

3
1
83
83
6

8



.......... UAAGGCACUGGAUUGGUCAGUU. . . - e e e e i i e e i ieee e mmmeeeemnnaa-aaa. 22 6433

Subsequence

Others

.......... UAAGGCACUGGAUUGGUCAGU. - o i i e i e i e i et e e e e acacaeaaaaaaaaaaaaaaaa 21 248
#asu-miR-5346
UGCAGUAGAUAGCUGGAGUUGCCCUACGACUGUGUGGAACGGUCCAGUCGUUGGGAAACUCAAGCCAUCGGGUGUUGUCAGU
- (CC- - CCC- CCC- (- - - - e - )--3323)12-33)-3303-33)-2))-)-))) e - - -

Total sRNA: 521153 shared 5" end with miRNA: 31570 shared 3" end with miRNA: 9210
miRNA

............................................... UCGUUGGGAAACUCAAGCCAU . « v e e e e eweo--. 21 402510
Shared 5" Terminus

............................................... UCGUUGGGAAACUCAAGC. . . e e ceeeeeaa.o. 18 2043
............................................... UCGUUGGGAAACUCAAGCC. . o e e e e e ceaa e o o. 19 4757
............................................... UCGUUGGGAAACUCAAGCCA. ... ... ........ 20 24074
............................................... UCGUUGGGAAACUCAAGCCAUC. . ..o cauoo... 22 667
Shared 3" Terminus

.................................................. UUGGGAAACUCAAGCCAU. .. ..o .... 18 119
................................................. GUUGGGAAACUCAAGCCAU. . .. oo oo 19 2449
................................................ CGUUGGGAAACUCAAGCCAU. . ... ......... 20 268
.............................................. GUCGUUGGGAAACUCAAGCCAU. . ... c oo oo. .. 22 6090
............................................. AGUCGUUGGGAAACUCAAGCCAU. . . oo oo ... 23 251
Subsequence

................................................. GUUGGGAAACUCAAGCCA. .. ............ 18 186
Others

.......... AGCUGGAGUUGCCCUACG . - - - o et i e e e e e e e e a e aeaa e aceeaeaaaaaaaaaeaa-. 18 1949
.......... AGCUGGAGUUGCCCUACGA. - - - e e i i e e e e eecccacecccaceeccaeaceeaaaaaeaaa-2.. 19 843
.......... AGCUGGAGUUGCCCUACGAC . - - e e i e e e ceecccacecccacaecaaaaaeaaaaaeaanaaaa 20 624
.......... AGCUGGAGUUGCCCUACGACU . - - e e i i i i e e e acaecacacaccaaaaacaaaaaaeaaaaaa 21 8785
__________ AGCUGGAGUUGCCCUACGACUG . - e e i i i e e e e e e eeee e e ceeccaceeccaaacaeaaaaaaa. 22 60034
.......... AGCUGGAGUUGCCCUACGACUGU. - i oo i e i e e e eece e ceecccaceeccaaccecaaaaaaeaaaaaa 23 4179
............. UGGAGUUGCCCUACGACUG . - e e e e eec e e e eecacccaeccacaacaaacaaaaaaaaaaaaaaa 19 102
.............................................. GUCGUUGGGAAACUCAAGCC. - oo e e ceeeeaaaa. 20 127
______________________________________________ GUCGUUGGGAAACUCAAGCCA. ... ... ... 21 451
#asu-miR-5347
CUCUGCUUACAUUCGGCUUCCCUCAACGCCGCUGCUACCAGCCACAGCAGCGACGGUGUUGACGGAGGUCGAGUGUAGACAGA

- (CCCH - Q- e e aaan - - 222)))--:323321))-2000000)I0))))--))))

Total sRNA: 2600512 shared 5" end with miRNA: 772879 shared 3" end with miRNA: 20029
miRNA

.................................................. CGACGGUGUUGACGGAGGUCGAG. =« e e oo 23 1797736
Shared 5% Terminus

.................................................. CGACGGUGUUGACGGAGG. - e e o e ecewe---. 18 10231
.................................................. CGACGGUGUUGACGGAGGU .« o oo e eaaoo 19 19912
.................................................. CGACGGUGUUGACGGAGGUC. . .. oo ... .... 20 25209
.................................................. CGACGGUGUUGACGGAGGUCG. - - - .- ... ... 21 224776
.................................................. CGACGGUGUUGACGGAGGUCGA. .. ........ 22 366845
.................................................. CGACGGUGUUGACGGAGGUCGAGU . . ... .... 24 124794
.................................................. CGACGGUGUUGACGGAGGUCGAGUG. ... .... 25 835
__________________________________________________ CGACGGUGUUGACGGAGGUCGAGUGU. ... ... 26 260
Shared 3" Terminus

....................................................... GUGUUGACGGAGGUCGAG. ......... 18 1893
...................................................... GGUGUUGACGGAGGUCGAG. ... ...... 19 2521
..................................................... CGGUGUUGACGGAGGUCGAG. - ... -..... 20 600
.................................................... ACGGUGUUGACGGAGGUCGAG. . ........ 21 301
................................................... GACGGUGUUGACGGAGGUCGAG. . .. .. .... 22 9915
................................................. GCGACGGUGUUGACGGAGGUCGAG. . . . ... ... 24 296
________________________________________________ AGCGACGGUGUUGACGGAGGUCGAG. . ........ 25 4494
Subsequence

................................................... GACGGUGUUGACGGAGGUC. . ... ........ 19 136
................................................... GACGGUGUUGACGGAGGUCG. ... ........ 20 886
................................................... GACGGUGUUGACGGAGGUCGA. . ... ...... 21 1679
..................................................... CGGUGUUGACGGAGGUCGA. . ......... 19 198
...................................................... GGUGUUGACGGAGGUCGA. .......... 18 651
Others

............. CGGCUUCCCUCAACGCCGLUGC - - - e e i i e e i e e e e i e mee e eceemmeaeeeaaaaaaa-- 22 285
............. CGGCUUCCCUCAACGCCGCUGCU . - - e e i i e i i e e eecceceecccccecccaceecaaaaaea.. 23 228
................................................ AGCGACGGUGUUGACGGAGG. - - - v ceeeewn.. 20 113
................................................ AGCGACGGUGUUGACGGAGGU . . - e oo oo oo 21 266

................................................ AGCGACGGUGUUGACGGAGGUC. ... ......... 22 304



................................................ AGCGACGGUGUUGACGGAGGUCG. . ... oo o. ... 23 902
................................................ AGCGACGGUGUUGACGGAGGUCGA. ... ....... 24 1563
________________________________________________ AGCGACGGUGUUGACGGAGGUCGAGU. ........ 26 386
................................................. GCGACGGUGUUGACGGAGGUCG. . ... ....... 22 128
................................................. GCGACGGUGUUGACGGAGGUCGA. . ... ...... 23 154
................................................... GACGGUGUUGACGGAGGUCGAGU. ........ 23 563
...................................................... GGUGUUGACGGAGGUCGAGU. .. ...... 20 200
....................................................... GUGUUGACGGAGGUCGAGU. .. ...... 19 123
........................................................ UGUUGACGGAGGUCGAGU. ........ 18 324
#asu-miR-5348
CUAGGUACGUGACAGAAGUUGAGUCUAGUUGAGACUGAUAUGUUUCUCACCGGGCAACAACUUCUGUCUCGUGGUAGUAG

- - - OO Q- - - (- CeCame - - 22))--22-320-2000000000)-)))-) - - - - -

Total sRNA: 91080 shared 5" end with miRNA: 5711 shared 3" end with miRNA: 1655

miRNA

.............................................. UCACCGGGCAACAACUUCUGUC. .. ... ...... 22 80692
Shared 5% Terminus

.............................................. UCACCGGGCAACAACUUC. .. ... ...... 18 28
.............................................. UCACCGGGCAACAACUUCU. ..o cceoaaeeo 19 99
.............................................. UCACCGGGCAACAACUUCUG. . e cceeeeeaa. 20 77
.............................................. UCACCGGGCAACAACUUCUGU. . ..o o oo 21 4266
.............................................. UCACCGGGCAACAACUUCUGUCU. ... ....... 23 1238
Shared 3" Terminus

.................................................. CGGGCAACAACUUCUGUC. ... ........ 18 1312
................................................. CCGGGCAACAACUUCUGUC. . .. .ocuoo-- 19 35
................................................ ACCGGGCAACAACUUCUGUC. . ... ....... 20 229
............................................... CACCGGGCAACAACUUCUGUC. ... ........ 21 32
............................................. CUCACCGGGCAACAACUUCUGUC. ... ........ 23 46
Subsequence

Others

............ CAGAAGUUGAGUCUAGUUGAG . - - - o e e i i i e ecce e ceecccceecccaceecaaaaaeaaeaaaaaa 2151
............ CAGAAGUUGAGUCUAGUUGAGA . - - - e i e e i e e eeeccccaeccaacccaaaaaeaaaaaaa 22 2654
............ CAGAAGUUGAGUCUAGUUGAGACUGAUAUGUUUC. - - - oot ii i i e it i e cecccacaeaaaaa.. 34 185
#asu-miR-5349
UCGUCUUGGGCUGCUCUCGGAUGAGCCAGCUUGAGAAUUCAGAAAUCUGGCACACCCGGUGGCAUUCUAUCCGGCAAUAU

(O (e ) I93))IS)) B C(C(ETEES))) Frpn. ((CCET)) 1)) P

Total sRNA: 628684 shared 5" end with miRNA: 75136 shared 3" end with miRNA: 4160

miRNA

.......... CUGCUCUCGGAUGAGCCAGCUU . - o e e i e e e e e e eeccacaeccaaaacaaaaaaeaaaaaanna- 22 530659
Shared 5% Terminus

.......... CUGCUCUCGGAUGAGCCA . - . i o i e e e e e eeccaceeccacceccacaceecaaaaawa-. 18 295
.......... CUGCUCUCGGAUGAGCCAG . -« - - oo eecce e ceeccacaecacacaecaaaaaaaaaaaaeaaaaaeaa- 19 693
.......... CUGCUCUCGGAUGAGCCAGC . « - - e e e i e e e e e caecacacaeaaaaaacaaaaaeaeaaaaan- 20 12917
.......... CUGCUCUCGGAUGAGCCAGCU . & o o i i i i i e i e e e e d e aacaacaaeecea e aeaaaa. 21 58156
.......... CUGCUCUCGGAUGAGCCAGCUUGAGAAUUCAGAAA . .« . i i i iic i i eceeccaceeccaaaawa--- 35 2698
Shared 3" Terminus

.............. UCUCGGAUGAGCCAGCUU . - - e e it h i i i e ceecccacecccacaecaaaaaaaaaaaaaa"- 18 636
............. CUCUCGGAUGAGCCAGCUU - &« o i i e it h i i i e e e e e caecaaacaeaaaaaeaaaa.. 19 165
........... UGCUCUCGGAUGAGCCAGCUU . - v o i i e i i e i e ceecccacaecaeccecaaaaaeaaaaa. 21 3257
Subsequence

........... UGCUCUCGGAUGAGCCAGCU . - e e i i i e i i e e eecc e ccaeccacaaccacaaaaaaaaaaaaaa 20 192
Others

...... UGGGCUGCUCUCGGAUGAGCCAG. - - - e e e e ceeccccaecccaceccaaacaecaaaacaaaaaaaeaaaa2 23 450
............................................. UCUGGCACACCCGGUGGCAUU. . ..o ocauoo.. 21 525
............................................. UCUGGCACACCCGGUGGCAUUC. - - o oo e oo o2 22 17142
#asu-miR-5350a
CCGCCGGAGGAGUUUCUCAGGACUGCUAAAUUGUGAAUCGGCUAAUUUGGCACGCCUGAAAAACUACUCUUGUAGG
(@@ 2)-I)03231))--333))-3311)-I)1)-))-))

Total sRNA: 184799 shared 5" end with miRNA: 4964 shared 3" end with miRNA: 279

miRNA

............................................. UUUGGCACGCCUGAAAAACUAC. . ... .. .. 22 174408
Shared 5" Terminus

............................................. UUUGGCACGCCUGAAAAA . . . .......... 18 1385
............................................. UUUGGCACGCCUGAAAAAC. .. ......... 19 181
............................................. UUUGGCACGCCUGAAAAACU. .. ........ 20 1074

............................................. UUUGGCACGCCUGAAAAACUA. . ........ 21 2230



.............................................. UUGGCACGCCUGAAAAACUAC......... 21 168
Subsequence

Others

.......... AGUUUCUCAGGACUGCUA . . i e i et ieea e iceeaaciceeaaaaceaaa-aua--- 18 88
.......... AGUUUCUCAGGACUGCUAAAU. . . . i i i i it iiiee e iceeeaciceaaaeaaaa-- 21 289
.......... AGUUUCUCAGGACUGCUAAAUU . - - - o e e e i i eee e e i cea e miceeaaaacaaaanaee-a- 22 4586
#asu-miR-5350b
UGCAGGAGGUGGCGUUUCUAAGGUCUGCCAAAUUGUCUGAUCGCAAAUUUGGCACACCUAAGGAGCACUCGUUCCC

N (O (A (O (O (@O 2)-I2)33333)-333)-2033))-))--))))-
Total sRNA: 667676 shared 5" end with miRNA: 21504 shared 3" end with miRNA: 2836
miRNA

............................................... UUUGGCACACCUAAGGAGCACU. ...... 22 638804
Shared 5" Terminus

............................................... UUUGGCACACCUAAGGAG. .. ........ 18 230
............................................... UUUGGCACACCUAAGGAGC. . ... ..... 19 988
............................................... UUUGGCACACCUAAGGAGCA. ........ 20 2263
............................................... UUUGGCACACCUAAGGAGCAC. ....... 21 16729
............................................... UUUGGCACACCUAAGGAGCACUC. ..... 23 1287
Shared 3" Terminus

................................................... GCACACCUAAGGAGCACU....... 18 187
.................................................. GGCACACCUAAGGAGCACU....... 19 187
................................................. UGGCACACCUAAGGAGCACU. ...... 20 124
................................................ UUGGCACACCUAAGGAGCACU. ... ... 21 2090
.............................................. AUUUGGCACACCUAAGGAGCACU. ...... 23 227
Subsequence

Others

............ CGUUUCUAAGGUCUGCCAAAU .« - o i it e i e e e ed e e aceeaaaaaea 21 367
............ CGUUUCUAAGGUCUGCCAAAUU . . - et i i i e e eecccceecccaceecaaaaaeaa-- 22 3610
................................................ UUGGCACACCUAAGGAGCACUC. .. ... 22 249
#asu-miR-5350c
UGAUAACGCUGGAGGUGGCGUUUCUGAGGUCCGCCAAAUUGCUUUACGACAAACUUGGCACACCUGAGAAACGCCUGCUCCAGU
------- (R (R (e ) ) IS ) ) DD BB ) ) ) B ))))))))) )))))))

Total sRNA: 31918 shared 5" end with miRNA: 4141 shared 3" end with miRNA:
miRNA

..................................................... CUUGGCACACCUGAGAAACGCC. .. ... 22
Shared 5% Terminus

..................................................... CUUGGCACACCUGAGAAA . _ ... ........ 18
..................................................... CUUGGCACACCUGAGAAAC. . ... ....... 19
..................................................... CUUGGCACACCUGAGAAACG. . ... 20
..................................................... CUUGGCACACCUGAGAAACGC. . . oo on.. 21
..................................................... CUUGGCACACCUGAGAAACGCCU. .. ..... 23
Shared 3" Terminus

......................................................... GCACACCUGAGAAACGCC......... 18
...................................................... UUGGCACACCUGAGAAACGCC. ... ..... 21
.................................................... ACUUGGCACACCUGAGAAACGCC. .. ... ... 23
Subsequence

...................................................... UUGGCACACCUGAGAAACGC. .. ....... 20
Others

............... UGGCGUUUCUGAGGUCCG - - - - e o i e e it e et i et e i e e e eeem e e ceeaa e aceeaao2. 18
............... UGGCGUUUCUGAGGUCCGC . - - e e it i i i e e cecceceecccccecccacaecaaaaeaaaaaaa 19
............... UGGCGUUUCUGAGGUCCGCC . - v e it e e i e e cecccceecccaaaccaacaacaaaaaaaaanaa 20
............... UGGCGUUUCUGAGGUCCGCCA - - - o i e e e e e e d e e dcem e e e eeacaaeaaa 21
_______________ UGGCGUUUCUGAGGUCCGCCAA . « - o o e e i e e e e e e e e e e e e e eceaaaaaa. 22
............... UGGCGUUUCUGAGGUCCGCCAAA . - - - e e e e e e e eeecccaceecaaaaeaaaaaa. 23
.................. CGUUUCUGAGGUCCGCCAAA . « - o i e e ecc e e ceecccceecccacaeaaaaaeeaaa 20
.................. CGUUUCUGAGGUCCGCCAAAU. - - o i e i e e e e e e cecccaccacacacaeaaaaaaaaaaa 21
.................. CGUUUCUGAGGUCCGCCAAAUU . - - ot i e e e e e e eeea e c e aaaaaaas 22
...................................................... UUGGCACACCUGAGAAACGCCU. .. ..... 22
....................................................... UGGCACACCUGAGAAACGCCUG....... 22

26134

44
138
1163
2662
132

22
371
33

29



#asu-miR-5350d
CGGCGGCCUUUCUCGGGUAAGCUAAAUUGUUUUUGUGCGAAAUUUGGCACGCCCGUGGAAUGCCCAUUGCAGUAU

- - CCCCC- CCCC- Q- - - - - - - - )22 0930000 F9)3))15)) ) ID) ) FINNE) ) s
Total sRNA: 80747 shared 5" end with miRNA: 6438 shared 3" end with miRNA: 220
miRNA

.......................................... UUUGGCACGCCCGUGGAAUGCC. . ... .. .... 22 6591
Shared 5" Terminus

.......................................... UUUGGCACGCCCGUGGAA . . . ... ......... 18 44
.......................................... UUUGGCACGCCCGUGGAAU . . - e e e eeau. 19 251
.......................................... UUUGGCACGCCCGUGGAAUG. . . ... .. ..... 20 413
.......................................... UUUGGCACGCCCGUGGAAUGC. . - ... -..... 21 5465
.......................................... UUUGGCACGCCCGUGGAAUGCCC. ......... 23 264
Shared 3" Terminus

........................................... UUGGCACGCCCGUGGAAUGCC. . ... ...... 21 167
......................................... AUUUGGCACGCCCGUGGAAUGCC. ... ....... 23 28
Subsequence

........................................... UUGGCACGCCCGUGGAAUGC. ... ........ 20 24
Others

...... CCUUUCUCGGGUAAGCUAAA . &« o o et et e e e aeca e acaeaaaaaacaaaaaaaaaaaaaa 2025
...... CCUUUCUCGGGUAAGCUAAAU . . - o i e i e e e e ceecccacecccacaecaaaaaaaa. 21 446
...... CCUUUCUCGGGUAAGCUAAAUU . . - - et i e i i e e eecc e e ceecccccecaaacaeaaaaaaa. 22 7557
....... CUUUCUCGGGUAAGCUAAAUU . - o et et e e e e e c e e acaeaaaaeaaaaaaas 21 24
......................................... AUUUGGCACGCCCGUGGAAUGC . . .. ... ..... 22 23
#asu-miR-5351
GUACCAAGUCAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGAAUUUGGCACAUGUAAUACCUGCCUUGGUUGCU
(- - - - - (- - - - - - 2)-333)))31)---33))-333))-2)1))-))).

Total sRNA: 10126 shared 5" end with miRNA: 1893 shared 3" end with miRNA: 229
miRNA

____________________________________________ UUUGGCACAUGUAAUACCUGCC. ........ 22 7914
Shared 5" Terminus

............................................ UUUGGCACAUGUAAUACC. .. .......... 18 68
............................................ UUUGGCACAUGUAAUACCU. ... ........ 19 84
____________________________________________ UUUGGCACAUGUAAUACCUG. .. ........ 20 43
............................................ UUUGGCACAUGUAAUACCUGC. ... ...... 21 1622
............................................ UUUGGCACAUGUAAUACCUGCCU. ....... 23 76
Shared 3" Terminus

............................................. UUGGCACAUGUAAUACCUGCC. ... ..... 21 217
........................................... AUUUGGCACAUGUAAUACCUGCC. .. ...... 23 7
Subsequence

............................................. UUGGCACAUGUAAUACCU. .. ......... 18 3
............................................. UUGGCACAUGUAAUACCUGC. ......... 20 10
Others

......... CAGGUUUUACUAAUGACCAAAUU . - - ot e i i i e e cccecaecccacaecaaaaeaaa"2 239
......... CAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGA. - - e e i i e e eecccccaeaaaaaeea 34 4
......... CAGGUUUUACUAAUGACCAAAUUGUUUCAAGCGAA . - - o oot i i iiii i eceeaaaaaee---. 35 14
........................................... AUUUGGCACAUGUAAUACCUGC. ......... 22 35
............................................. UUGGCACAUGUAAUACCUGCCU. . ...... 22 4
#asu-miR-5352
AAGUCCCUCAGAAGGCGCUCAGAAUGUGCAUCGUAGUUACUGAAUCGUUGCACAUGUUGAACGACCUGCUGGGUGCCUC

N N (A (A (A (OO Orreeaa—— 2)I333)33))-3)I))ID))-)---

Total sRNA: 366423 shared 5" end with miRNA: 21439 shared 3" end with miRNA: 1090
miRNA

............................................... UUGCACAUGUUGAACGACCUGCU. . ....... 23
Shared 5" Terminus

_______________________________________________ UUGCACAUGUUGAACGAC. ... .......... 18
............................................... UUGCACAUGUUGAACGACC. .. ... ...... 19
............................................... UUGCACAUGUUGAACGACCU. ... ........ 20
............................................... UUGCACAUGUUGAACGACCUG. . ..o ccnn. 21
............................................... UUGCACAUGUUGAACGACCUGC. . ..o oo 22
............................................... UUGCACAUGUUGAACGACCUGCUG. ....... 24
Shared 3" Terminus

.................................................... CAUGUUGAACGACCUGCU. ........ 18
................................................... ACAUGUUGAACGACCUGCU. .. ...... 19
Subsequence

Others

........... AAGGCGCUCAGAAUGUGCAU . - - o e e i i i i i e e e acaeccaacacaaaaaaaaaaaaaa 20

9

300552

2863
2760
1801
4740
8925
344

528
282

115
1008



........... AAGGCGCUCAGAAUGUGCAUCG. . s i sttt eeeseeaaannnnnnnnnnanaaaa 22 41428

........... AAGGCGCUCAGAAUGUGCAUCGU . - v o i e i i e e cc e c e e aaaacaacaaaaaaaaan- 23 256
#asu-miR-5353
CGCGCACCCUUAGGCGAACAGUGUGCAAUUCGAGUUGAUUAUUUGCAACUCAUUGCGAUUUUGUUCGGCUCAUGGUGUUCG
(@R (@@ IIIII0I33)))---I9003))-))---2))))-))

Total sRNA: 8980 shared 5" end with miRNA: 193 shared 3" end with miRNA: 465

miRNA

................................................. UCAUUGCGAUUUUGUUCGGCUCA. .. ...... 23 7200
Shared 5" Terminus

................................................. UCAUUGCGAUUUUGUUCG. . ............ 18 4
................................................. UCAUUGCGAUUUUGUUCGG. .. .......... 19 16
................................................. UCAUUGCGAUUUUGUUCGGC. ... ........ 20 8
................................................. UCAUUGCGAUUUUGUUCGGCU. .. .. ...... 21 39
................................................. UCAUUGCGAUUUUGUUCGGCUC. .. ....... 22 116
................................................. UCAUUGCGAUUUUGUUCGGCUCAU. ....... 24 10
Shared 3" Terminus

...................................................... GCGAUUUUGUUCGGCUCA. ........ 18 3
.................................................... UUGCGAUUUUGUUCGGCUCA. ........ 20 4
................................................... AUUGCGAUUUUGUUCGGCUCA. . ....... 21 11
.................................................. CAUUGCGAUUUUGUUCGGCUCA. .. ...... 22 3
................................................ CUCAUUGCGAUUUUGUUCGGCUCA. ... ..... 24 442
Subsequence

Others

........... AGGCGAACAGUGUGCAAUUCGA . - . e i i e i e e dcaecacacacaacaecaaaaaanaa. 22 16
........... AGGCGAACAGUGUGCAAUUCGAG - -« o i e e it e e e e e e e e e cea e e caeaaaaaaea. 23 16
........... AGGCGAACAGUGUGCAAUUCGAGU. - - o e e i e e i e e eeccccceeccaaaceacaaaaaaaaaaa 24 949
........... AGGCGAACAGUGUGCAAUUCGAGUU. - - o e e i i i e i i cceecccccecccacaacaaaaaaaaaaa. 25 92
................................................ CUCAUUGCGAUUUUGUUCGGC. . ..o oo 21 6
................................................ CUCAUUGCGAUUUUGUUCGGCU . . ... ...... 22 14
................................................ CUCAUUGCGAUUUUGUUCGGCUC. . ........ 23 14
#asu-miR-5354

CUUCAACCGAGCGGGUAUGGUUGUGUUCCAAAGCCGGUAGUGAUAGCGACACUUUGGCACAAUCACACCUGCUCAGGCGGAAU
- (CC- - (OO OOl - Q- C-C--=-22-20--0000000000022-00900032-)) - D)) -
Total sRNA: 19450 shared 5% end with miRNA: 689 shared 3" end with miRNA: 1880
miRNA

.......... GCGGGUAUGGUUGUGUUCCAAAGC - - e e i e e e e e eecc e ceecacccecccacaecaaaaeaaaan.. 24
Shared 5" Terminus

.......... GCGGGUAUGGUUGUGUUC . . . o o i i e i i e i e dceeccacaecccacacaaacaecaaaaaaeaaana.. 18
.......... GCGGGUAUGGUUGUGUUCC - - - - o e e it e e et e e e e e e ceee e e ceeeeeaeeeaeaa2 19
.......... GCGGGUAUGGUUGUGUUCCA. « - o o i e e e e e e ceecccacecccacaecaaaaeaaaaaaa 20
.......... GCGGGUAUGGUUGUGUUCCAA . - - o e e i et e e e e ceecacaceeccacaeaaaaaaeaeaaaa 21
.......... GCGGGUAUGGUUGUGUUCCAAA . o e i et e e e e c e e ccaecacaaaaaaaaaaaaa. 22
.......... GCGGGUAUGGUUGUGUUCCAAAG - - - i i it i e e e e d e e e e e e caeee e aceaaaaaa. 23
.......... GCGGGUAUGGUUGUGUUCCAAAGCC . v o i e e i e ce e ceecccccecccacaecaaaaaaaaaa.. 25
Shared 3" Terminus

................ AUGGUUGUGUUCCAAAGC . - - - e e e i i e e i e dcaecaacceccacaecaaaaaaaaaaaaaa- 18
............ GGGUAUGGUUGUGUUCCAAAGC - - - o e e o e e e e e e e e e e e e e e e ea e 22
........... CGGGUAUGGUUGUGUUCCAAAGC . - - e e i i i i i e e e e ceecccccecccacaacaaaaaaaaaa2 23
......... AGCGGGUAUGGUUGUGUUCCAAAGC. - - - e e i i e e eecc e e cecccccaecaaacaaaaaaasaaaaaana" 25
Subsequence

........... CGGGUAUGGUUGUGUUCCAAAG - - - o e o e e e e e e e e e e e e e e e e e aceaaaa 22
Others

........................... CCAAAGCCGGUAGUGAUAGCGA . - - e e i i e e e ceec e e cceeaaaaana. 22
............................. AAAGCCGGUAGUGAUAGCGACA . - i i e e e e e e e eaaaaaaan 22
______________________________ AAGCCGGUAGUGAUAGCGACA . - - i i i i e e ceieeeeeeeeeaaa 21
.................................. CGGUAGUGAUAGCGACAC . - v i i i e iec e e ceecceccecaeaaaa.. 18
........................................... UAGCGACACUUUGGCACAAUCA. - - o e i e eeeeaaa 22
................................................... CUUUGGCACAAUCACACCUGCU . . .o c oo 22
................................................... CUUUGGCACAAUCACACCUGCUC. . ... .... 23
.................................................... UUUGGCACAAUCACACCU. .. .......... 18
.................................................... UUUGGCACAAUCACACCUG. .. ......... 19
.................................................... UUUGGCACAAUCACACCUGC. ... ....... 20
.................................................... UUUGGCACAAUCACACCUGCU. . ... ..... 21
.................................................... UUUGGCACAAUCACACCUGCUC. .. ...... 22
.................................................... UUUGGCACAAUCACACCUGCUCA. ....... 23
..................................................... UUGGCACAAUCACACCUGCU. .. ....... 20



#asu-miR-5355
CACCGAUUCUGAACACCUCAAGAGAUACAACGCUGUUAUUGGUAACGGUGUGCCCCUUGAGGUGUUUAGAAUGAUGGUGUA
(@ ((CCCECCEETT)MEESIIIIIIINIIIIIEISII D) I
Total sRNA: 8080 shared 5" end with miRNA: 403 shared 3" end with miRNA: 162
miRNA

......... UGAACACCUCAAGAGAUACAACG . - - e e e e i e e e e e d e aeccacaecaaaaacaaaaaeaaaaaaaas 23
Shared 5" Terminus

......... UGAACACCUCAAGAGAUA . -« it e e e e e eeeccaceecccaceccaaacaeaaaaaaa-. 18
......... UGAACACCUCAAGAGAUAC . - - e e i i i et i e e a e e eecccacaecaaacaaaaaaaeaaaaaaaa- 19
......... UGAACACCUCAAGAGAUACA . - . i oo e e e e e e e dc e e e ceeaeacaaaaaaaaa 20
_________ UGAACACCUCAAGAGAUACAA - . . oo e e e e e e e e e e e e e eeeeaaeae 2
......... UGAACACCUCAAGAGAUACAAC . - - o e e e e e e e e e e e e e e e e e acaeaaaaaaaa. 22
......... UGAACACCUCAAGAGAUACAACGC . - - - e e e i e e e e e ceeccccceecaacaeaaaaaaa.. 24
Shared 3" Terminus

.............. ACCUCAAGAGAUACAACG . - - - o et it e e i e dd e e daeeaeacaeaaaaaaaaaaaaa-- 18
............. CACCUCAAGAGAUACAACG - v i i e e e e e e e e ceceeceecceaceeaaaaaeaaeaaaa 19
............ ACACCUCAAGAGAUACAACG . - - e i i c e e ceeccaceecccacaecaaaaaaaaaaaaaaaaa 20
........... AACACCUCAAGAGAUACAACG . - - e e i e c e e caecacacaecaaaaacaaaaaaaaaaaaaaaaa 21
........ CUGAACACCUCAAGAGAUACAACG - - e e o e e e e e e e e e e e e d e e e caaaaaaaaaaaaa. 24
Subsequence

Others

........ CUGAACACCUCAAGAGAUACA - - o e e e e e e e e e caeae e acaea e aaaaaaaaaaeaaaaas 21
________ CUGAACACCUCAAGAGAUACAA . - o e e e e e e e e e e e e e e e e eceaaaaaa. 22
........ CUGAACACCUCAAGAGAUACAAC . - - i i et e e e e e e e ceeccaceecaaaaaaaaaa.. 23
.......... GAACACCUCAAGAGAUACAACGC . - - i e i i e e ceece e e aecccaceecaaacaeaaaaaaeaaaa 23
........... AACACCUCAAGAGAUACAACGC - - e e e i e et e e e e dc e e e ccaea e aaaaaaaaaanas 22
............................................... GUGUGCCCCUUGAGGUGUUUAG . . . ..o oo o.. 22
............................................... GUGUGCCCCUUGAGGUGUUUAGA . .. ........ 23
............................................... GUGUGCCCCUUGAGGUGUUUAGAA. .. ....... 24
................................................ UGUGCCCCUUGAGGUGUUUAGA. . . . ... .... 22
#asu-miR-5356a
UUGCACUUCUUCCCGCCCACGUCGUAAUUAACUGAGAGUAAGGUUCGUCUGUUACUUCCGAGGUGGGAGGAAAGACGUAAAA
<o (OO CC- - - - - - - - - - 2)):2)-333)-22-232-500))-))-00))-))- - - -

Total sRNA: 10740 shared 5" end with miRNA: 2144 shared 3" end with miRNA: 324
miRNA

................................................. UGUUACUUCCGAGGUGGGAGGAA. . ... ..... 23
Shared 5" Terminus

................................................. UGUUACUUCCGAGGUGGG. - - - e e e e aaoan-. 18
................................................. UGUUACUUCCGAGGUGGGA . . ... ..o .... 19
................................................. UGUUACUUCCGAGGUGGGAG. - e e e caawa-- 20
................................................. UGUUACUUCCGAGGUGGGAGG - -« oo oo oo 21
................................................. UGUUACUUCCGAGGUGGGAGGA. . .. ... ... 22
................................................. UGUUACUUCCGAGGUGGGAGGAAA. . ....... 24
................................................. UGUUACUUCCGAGGUGGGAGGAAAG. .. ..... 25
................................................. UGUUACUUCCGAGGUGGGAGGAAAGA. . ... .. 26
Shared 3" Terminus

...................................................... CUUCCGAGGUGGGAGGAA. ... ...... 18
..................................................... ACUUCCGAGGUGGGAGGAA. ... ...... 19
.................................................... UACUUCCGAGGUGGGAGGAA. ... ...... 20
................................................ CUGUUACUUCCGAGGUGGGAGGAA. . ........ 24
Subsequence

.................................................... UACUUCCGAGGUGGGAGGA. . ... ...... 19
Others

............ CCGCCCACGUCGUAAUUAA - < e e e e e e ceeccccceccaaacaeaaaaaaaa 19
............ CCGCCCACGUCGUAAUUAACU. o i et e e e e e e e caec e acaaaaaaeaaaaaaaa 21
............ CCGCCCACGUCGUAAUUAACUG - - - o et e e e e e e e e e e e e e e cea e e ceaaaaaaan. 22
____________ CCGCCCACGUCGUAAUUAACUGA . - - e i e e e e e e e e e e eeecacaceeaaaaaea-. 23
............. CGCCCACGUCGUAAUUAACUG. - - o e e i i e e e e e e e mecccacaecaaaaaaaeaaaaa 21
............. CGCCCACGUCGUAAUUAACUGA . - i e i e e e e e e e eecceaceecaaaceaaaaaaaa. 22
................. CACGUCGUAAUUAACUGA . - . i i e i e e ccaecccacaccaaaaaaaaaaaaaaaaa 18
...................................................... CUUCCGAGGUGGGAGGAAA. . .. ..... 19
#asu-miR-5356b
GCAUUUCUUUUCGUUCACCUCGGAAAUAGUGGAGAAAGUAAAAUUUUUAUCUACUAUUUCCGAGGUGGAAGGGAAGACGUGC
(@U@ o> 22))-33333313)3333111))))-)--33))-))))

Total sRNA: 119818 shared 5" end with miRNA: 4914 shared 3" end with miRNA: 10824
miRNA

7108

215

66

10

85260



Shared 5" Terminus

.......... UCGUUCACCUCGGAAAUA . L L it et d e e e e ceecccacaecaaacacaaaaaaaaaaaaa-. 18
.......... UCGUUCACCUCGGAAAUAG - - - e i i i e e e et e e e e e e e e e e dceee e e caaaa e e 19
.......... UCGUUCACCUCGGAAAUAGU . - o e i i e it i e e e e e eeccccceeccaeaceaaaaaaaaaaaaaaa 20
.......... UCGUUCACCUCGGAAAUAGUG. -« o i e e i e e e e e eeeccacaeccaaceecaaacaeaaaaaaaa. 21
.......... UCGUUCACCUCGGAAAUAGUGG . « - - e e e e e e e e e d e e acae e acaeeaaaaaaaaaaans 22
.......... UCGUUCACCUCGGAAAUAGUGGAG - - - o e oo e e e e e e e e e e e e e e eaaaaaaaae 24
.......... UCGUUCACCUCGGAAAUAGUGGAGA . . - s i i e i i e eecccaceeccacacecaaacaeaaaaaaaa. 25
.......... UCGUUCACCUCGGAAAUAGUGGAGAA . - oo i i i e e eecccacaecccacaacaaaaaaaaaaaaaa. 26
Shared 3" Terminus

_______________ CACCUCGGAAAUAGUGGA . - . o ot e e oo e e e e eeeccaceecaaaceaaa-2.. 18
.............. UCACCUCGGAAAUAGUGGA . - - e i e i i e e eece e ceecccccecaeacaaaaaaaeaaaa2 19
............. UUCACCUCGGAAAUAGUGGA . - . i i e e e e e ceecccccecccacaacaaaaeaaeaaaaa 20
............ GUUCACCUCGGAAAUAGUGGA. - - - e e e e e e e e eecccacaecacacaaaaaaaeaaaaaaaa 21
........... CGUUCACCUCGGAAAUAGUGGA . - - o it i e e d e e e e e e e e d e e e e e aaaaaas 22
......... UUCGUUCACCUCGGAAAUAGUGGA . - - - e i i i et e e e e e eecc e ceecaaccecaaaaaaaaaa. 24
Subsequence

........... CGUUCACCUCGGAAAUAGU - -« o i i e i e e i e e ceeccacaecccacaecaaaaaeaaaaaaaaaaa 19
........... CGUUCACCUCGGAAAUAGUG. - - - i e et e i e e caec e e e aeea e a e aaaaaaaaaaaeaa 20
........... CGUUCACCUCGGAAAUAGUGG . - - - o e e e e e e e e e e eeccceceeceacceaaaaaaaaaa 21
Others

........... CGUUCACCUCGGAAAUAGUGGAG - - - e e e i eec i e dceeca e caeacacaecaaaaaaaaaaaaaaaa 23
........... CGUUCACCUCGGAAAUAGUGGAGA - - - i oo i e e e e e e e e ea e e e eeaaaacaa 24
................................................. UCUACUAUUUCCGAGGUGGAAGGG. ... ..... 24
................................................... UACUAUUUCCGAGGUGGAAG. . . ... ..... 20
................................................... UACUAUUUCCGAGGUGGAAGG. . . oo oo o.. 21
................................................... UACUAUUUCCGAGGUGGAAGGG. . - . oo ... 22
................................................... UACUAUUUCCGAGGUGGAAGGGA. .. ..... 23
................................................... UACUAUUUCCGAGGUGGAAGGGAA. . ..... 24
.................................................... ACUAUUUCCGAGGUGGAAGGGA. ... .... 22
....................................................... AUUUCCGAGGUGGAAGGGA. ... .... 19
#asu-miR-5357
UCGACUCCUCACCCGAAUCGUUGUUCAUUUGUAUUGCUUGCCUCAAAUGGACAACGAUUUGGGUGAGGAGUUGAGCAG
[ 2222223333330 - - - -

Total sRNA: 304076 shared 5" end with miRNA: 6613 shared 3" end with miRNA: 2119

miRNA

_____________________________________________ AAUGGACAACGAUUUGGGUGAG. . . oo .. ... 22 2434
Shared 5" Terminus

............................................. AAUGGACAACGAUUUGGGU. . . ..o ooo.. 19 797
............................................. AAUGGACAACGAUUUGGGUG. . ... ... ..... 20 179
............................................. AAUGGACAACGAUUUGGGUGA . . ... .. ..... 21 3779
............................................. AAUGGACAACGAUUUGGGUGAGG. ... ...... 23 1744
............................................. AAUGGACAACGAUUUGGGUGAGGA. . ....... 24 88
Shared 3" Terminus

................................................. GACAACGAUUUGGGUGAG. ... ....... 18 426
................................................ GGACAACGAUUUGGGUGAG. .. ........ 19 653
.............................................. AUGGACAACGAUUUGGGUGAG. . ... ...... 21 597
............................................ AAAUGGACAACGAUUUGGGUGAG. - . . .. .. ... 23 371
Subsequence

Others

........ UCACCCGAAUCGUUGUUCAUUU. . - oo e e it i e i e ceecccacaeccaaacacaaacaeaaaaaaa 22 135
........ UCACCCGAAUCGUUGUUCAUUUG . - - o e e it i i i i e d e e acaecacacaacaaaaaaaaaaaan 23 2879
......... CACCCGAAUCGUUGUUCAU - - - o o e i i e e et e d e i e e e ceea e aceaaaaaawe- 19 157
......... CACCCGAAUCGUUGUUCAUU. - - - oo i i i i i e e e ceeccccceccaaacaeaaaaaaaa. 20 274
......... CACCCGAAUCGUUGUUCAUUU . « - o et i e i i e e eecc e e ceeccacaecaaaaaeaaaaaaaa 21 1041
......... CACCCGAAUCGUUGUUCAUUUG . - - - e e i et e e e e e e e ceem e acaeaaeacaeaaaaaaa 22 4439
_________ CACCCGAAUCGUUGUUCAUUUGU . . - s o i e e i e e e e e e eecccaceeceaaaaaa. 23 2274
.......... ACCCGAAUCGUUGUUCAUUUG . - - o s i i i i i e eecceeceeccccceccacacaecaaaaaaaa. 21 235
.............................................. AUGGACAACGAUUUGGGUGAGG. ... ...... 22 136
#asu-miR-5358a
GGUGUGGGAGGCGGUUAUGGUAUUGCGCUGGUAUGUUGAUUCUGUGUUCAUACCCGUAAUUGCCAUGACUGUUUCCCGCUCC
(S (CCCCOrrrmm— 2)23333331)-3131311111111)1113)) -))
Total sRNA: 462035 shared 5" end with miRNA: 46123 shared 3" end with miRNA: 2015
miRNA

.................................................. UACCCGUAAUUGCCAUGACUGUU. . ....... 23
Shared 5% Terminus

.................................................. UACCCGUAAUUGCCAUGA. . . .. ......... 18

181

3417

48

5

403107

2728



.................................................. UACCCGUAAUUGCCAUGAC. . .. caacaa2 19
.................................................. UACCCGUAAUUGCCAUGACU. . .. ... 20
.................................................. UACCCGUAAUUGCCAUGACUG. . ..o oo 21
.................................................. UACCCGUAAUUGCCAUGACUGU . . .. .. ... 22
.................................................. UACCCGUAAUUGCCAUGACUGUUU. .. ..... 24
Shared 3" Terminus

....................................................... GUAAUUGCCAUGACUGUU. . ....... 18
...................................................... CGUAAUUGCCAUGACUGUU. . .. ..... 19
..................................................... CCGUAAUUGCCAUGACUGUU. .. ...... 20
.................................................... CCCGUAAUUGCCAUGACUGUU. .. ...... 21
................................................... ACCCGUAAUUGCCAUGACUGUU. . ... ... 22
................................................. AUACCCGUAAUUGCCAUGACUGUU. .. ...... 24
Subsequence

Others

........... CGGUUAUGGUAUUGCGCUGG . - - - e ee o i e e eecccaceecamcaeeaeacaeaaaaaacaaaaaaeaa-a 20
........... CGGUUAUGGUAUUGCGCUGGU . - o o i i e e e e i i e e e i e aececacacacacacaeaaaaaaaaaaa 21
........... CGGUUAUGGUAUUGCGCUGGUA . - o e i i i i e e mecacam e e e e e aaaaaaaaaa 22
........... CGGUUAUGGUAUUGCGCUGGUAU . - - e e i e i i i e ceecccceecccacaacaaaaaaaaaaaaaaaa 23
........... CGGUUAUGGUAUUGCGCUGGUAUG . - v o e i e e it e i e e e eec e e d e e acaeaaaaaaaaaa. 24
........... CGGUUAUGGUAUUGCGCUGGUAUGU . - - e e i i i i i i i e i e iececacacacacaaaaaaaaaa- 25
#asu-miR-5358b

UGUCGGCAACCAUGUUGGUGCGUCGUGGUAUGCUGAUGGUGUAUUCAUACCCGUAAUGCCAACAUGCAUGCUUGCAC
(CC- Q- - (Ol - - - @ C=--2200000020---0000000 9000 D)) -
Total sRNA: 9181 shared 5" end with miRNA: 273 shared 3* end with miRNA: 82
miRNA

............................................... UACCCGUAAUGCCAACAUGCAU. ....... 22 3706
Shared 5" Terminus

............................................... UACCCGUAAUGCCAACAU. .. ......... 18 3
............................................... UACCCGUAAUGCCAACAUG. .. ........ 19 13
............................................... UACCCGUAAUGCCAACAUGC. ......... 20 60
............................................... UACCCGUAAUGCCAACAUGCA. ... ..... 21 188
............................................... UACCCGUAAUGCCAACAUGCAUG. ...... 23 9
Shared 3" Terminus

................................................... CGUAAUGCCAACAUGCAU........ 18 4
.................................................. CCGUAAUGCCAACAUGCAU. ....... 19 2
................................................. CCCGUAAUGCCAACAUGCAU. ....... 20 2
................................................ ACCCGUAAUGCCAACAUGCAU. ....... 21 18
.............................................. AUACCCGUAAUGCCAACAUGCAU........ 23 56
Subsequence

Others

........ ACCAUGUUGGUGCGUCGUGGUAU . - . o o oo e i e e e e e e e e e eca e acseaaaeae 23 12
........ ACCAUGUUGGUGCGUCGUGGUAUG. .« - - - e e i i i e e i e ceecceccecccacaecaaaaaeaaa-2 243
......... CCAUGUUGGUGCGUCGUG. - v e i e i i e e ecccaceeccccceccacacaecaaaaaeaaaaaaa" 18 13
......... CCAUGUUGGUGCGUCGUGG - - v - - e e e e i e dceecccccecccacaecaaacacaaaaaaaaaaaaa 196
......... CCAUGUUGGUGCGUCGUGGU. - - - - e e e e e e e eeecceaacaaaaaaaaaaaaaaanananaaaa 20 14
......... CCAUGUUGGUGCGUCGUGGUA . - - - e e i i e i i e e e e eeccccceeccaacaeaaeaaaaa 2131
......... CCAUGUUGGUGCGUCGUGGUAU . . - - e e e i i i e e e ceecccaceecaaaaeaaaaaaaa 22 1400
......... CCAUGUUGGUGCGUCGUGGUAUG . - - e e i e e i i e e ceec e cceecccaaaccaaaaeaaaaaaa 23 2568
......... CCAUGUUGGUGCGUCGUGGUAUGC . - - o o i e i i e i i e dc e e e c e e acaaaaaaaa. 24 743
......... CCAUGUUGGUGCGUCGUGGUAUGCU. - o e i e e i i i i e cccccceecccccacccaaaaeaaa-a.2255
......... CCAUGUUGGUGCGUCGUGGUAUGCUGAUGGUGUAUUCA. . . . i i i i i i i i e cicccacaeeaa--.. 38 6
.......... CAUGUUGGUGCGUCGUGGUAU . - - o e e e i e eec e e e e e ccaacaaaaeeaeaaaa 21 4
.......... CAUGUUGGUGCGUCGUGGUAUG - - - - ot e e e e e i i e e cei e aaaaaaaaaa. 22 4
.......... CAUGUUGGUGCGUCGUGGUAUGC . - - e e i i i i i e e cceecccaceacaaaaeaaeaa.a 235
........... AUGUUGGUGCGUCGUGGUAU . - - - e e i i i i e e i ccceecccccaccaaaaaaaaaanaa 207
........... AUGUUGGUGCGUCGUGGUAUG . - - o e it it i i e i e e e eecc e aceeaeacaeaaaaaaa 2118
___________ AUGUUGGUGCGUCGUGGUAUGC . - - e o e i e i e i eee e e ceecceccecccacaeaaaaaa. 22 196
........... AUGUUGGUGCGUCGUGGUAUGCU . .« o o e i i i e cec e e ceecccaceecaaaaaaaaaaaaa 2319
............ UGUUGGUGCGUCGUGGUAUG. - .« e e i i i e iicccceecccccaccacaacaaaaaaaaa 206
.............................................. AUACCCGUAAUGCCAACAUG. .. ........ 20 2
.............................................. AUACCCGUAAUGCCAACAUGC. ... ...... 21 22
.............................................. AUACCCGUAAUGCCAACAUGCA. ........ 22 7
#asu-miR-5359
ACAAUGUGUGGUCUGGGAUUGUCUAUAUUGGUAAAAGUGAAUGCAUACCAAUAUCCACAAUCCUUGAGCAGGCAAAUGUC
N (A (O (A (O @ 1)) E 00000 ) 15D 19 ) 1D ) ) IRy

Total sRNA: 229103 shared 5" end with miRNA: 40968 shared 3" end with miRNA: 576
miRNA

436
1129
2811
26350
12655

280
976
171
105
364
118

108
118
184
178
9019
411



........... UCUGGGAUUGUCUAUAUUGGUA. - - i e e e e e e e e e e aecccacaecaaaaaaaaaaaas 22
Shared 5% Terminus

........... UCUGGGAUUGUCUAUAUU . - L it it it et e i e e e eeee e caaaaaaceeaaa.. 18
........... UCUGGGAUUGUCUAUAUUG. . - i i e i i i e e e ceecccccecccacaecaaaaeaaeaaaa 19
........... UCUGGGAUUGUCUAUAUUGG . - o e e e e i e e cecc e ceecccccecccacaacaaaaaaaaaaaaa 20
........... UCUGGGAUUGUCUAUAUUGGU - -« o i e e e i e i e e c e c e ceemcacaeeaaaaaenaaaas 21
........... UCUGGGAUUGUCUAUAUUGGUAA -« - i e e e e e e dciea e e aceaaa e 23
........... UCUGGGAUUGUCUAUAUUGGUAAA . - o e e e e e aceecaaaceaaeaaa. 24
........... UCUGGGAUUGUCUAUAUUGGUAAAA .« - i e e e cceeccacaecaaaaaaaaaaaaa 2B
Shared 3" Terminus

............. UGGGAUUGUCUAUAUUGGUA . - . i e e i i e e ciea e e cseaaaacee-2 20
............ CUGGGAUUGUCUAUAUUGGUA. - - o e e e e i e e e e ceecccaceeceaaaeaaaaaa 21
Subsequence

............ CUGGGAUUGUCUAUAUUGGU. « - - i e e i i i e e e i e e e ccaecccacaacaaaaaaaeaaaa 20
Others

.............................................. ACCAAUAUCCACAAUCCUUGAGC. .. ... ..... 23
............................................... CCAAUAUCCACAAUCCUUGAG. - - e e e 21
............................................... CCAAUAUCCACAAUCCUUGAGC . . o e e aaaaa 22
................................................ CAAUAUCCACAAUCCUUGAGC. . ..o e 21
#asu-miR-5360
GGUGCCAAAGAACGAAUCGUCGAAUCGGAUGUCUGUGCAUUGUGCGAGAAAUUCGAAUCGACAUUCGACCUGUGGCCAUC
- CCCC- CC- - Q- - - cec-cec-- - - - 22222)-333332-50I000333)--20-))))) - - -
Total sRNA: 488338 shared 5" end with miRNA: 12133 shared 3" end with miRNA: 1316
miRNA

___________ ACGAAUCGUCGAAUCGGAUGUCU - v e i e e i i e e ceecceceeccccceccacacaacaaaaeaaaaa 23
Shared 5" Terminus

........... ACGAAUCGUCGAAUCGGA. - - - i i e e e e e e ceeccacaeccacacaeaaaaaaaaaaaaaaaa- 18
........... ACGAAUCGUCGAAUCGGAU - - - o et i e edcec e acaeccacaeaaaaaaaaaaaenaaa 19
........... ACGAAUCGUCGAAUCGGAUG - - - o i i it et et e e e i e aceea e e caeaaaacaee-2 20
........... ACGAAUCGUCGAAUCGGAUGU . - - e e e i i e e e ceeccccceecaacceaaaaaaeaaaa 21
........... ACGAAUCGUCGAAUCGGAUGUC . - e i i e e i i e e e ceecccccaeccacaaaaaaaaaaaas 22
Shared 3" Terminus

................ UCGUCGAAUCGGAUGUCU - - - o ittt id e ii e e cecaaaceeaaaaa.-- 18
............... AUCGUCGAAUCGGAUGUCU. - - - i et i et i i e ecceceecccaceecaaaaeaaaaaaa 19
.............. AAUCGUCGAAUCGGAUGUCU . - - o i e it i i it i i eecccceeccccceecaaaaaeaaaaaaa 20
............. GAAUCGUCGAAUCGGAUGUCU . - - o e e i i i i i e ceeccccceccacaecaaaaaaeaaaaaa 21
............ CGAAUCGUCGAAUCGGAUGUCU - - o o et e e e i e e e e c e c e c e e e caaaaaaaa. 22
Subsequence

Others

................................................ AAAUUCGAAUCGACAUUCGACC . o e c o e aa. 22
#asu-miR-5361
GCUCGAAUUUGGGAUAUCUUGGAAGGUUUCUCGGUUUUUAUGGGCGGAAAGCUUCCAUUUUGUCCCUGAUUCUAU

e (CCCC- - - - - - - - - - 2)-I2032)-593)0)--II0))ID))- - -

Total sRNA: 4284371 shared 5" end with miRNA: 125304 shared 3" end with miRNA: 9254
miRNA

......... UGGGAUAUCUUGGAAGGUUUCU. -« o e e e i i e i e e e ceecccacaecaaaaeaaaaaana 22 41470
Shared 5" Terminus

......... UGGGAUAUCUUGGAAGGU . - - e e i i i i i e eeeccccaeccccacaeccacaaceacaaana-a--- 18 20088
......... UGGGAUAUCUUGGAAGGUU . - - e e i e it i e e ccceecccacaecaaaaaeaaaaana"- 19 11985
......... UGGGAUAUCUUGGAAGGUUU . - . e o e i i i i iic e e cceccacaecaaaaaeaaaaaaa-- 20 39670
......... UGGGAUAUCUUGGAAGGUUUC - - . o i e i i i e e i e e i e e aacaeeece e e e aeaaaa2- 21 52596
......... UGGGAUAUCUUGGAAGGUUUCUC. - - o e et i i i i i e e ceeccaceecccacaacaaaaaaa.. 23 872
Shared 3" Terminus

............. AUAUCUUGGAAGGUUUCU. - - o i it i it i e e e e dcecaeacaeaaaaaeaa-- 18 4731
............ GAUAUCUUGGAAGGUUUCU - - - oo i e i i i it i i i iii e e eeeca e aeeeaaaaawo- 19 2330
........... GGAUAUCUUGGAAGGUUUCU. . - - e i i i e iii i e e cecccccaecccacaaaaaaaaa-- 20 436
.......... GGGAUAUCUUGGAAGGUUUCU. . - o e it i e i i e e ecccceeccaaceeaeaaaeaaa- 21 1267
........ UUGGGAUAUCUUGGAAGGUUUCU . - o e e i i it i e ceeccccaecccaaaacaaaaaaaaaa. 23 488
Subsequence

Others

............................................... AAAGCUUCCAUUUUGUCCCUGA. ..... 22 2433
#asu-miR-5362
UGUGCAGUUAAAUCUCGUCCGGUAGUAUAUGCGAGUUGAAAAGCAUUGCAACCGGUGGAGAUUCCACUGACUUCUCU
(R (OO 0000190000 F9))))) FED))) ) ) FErns

Total sRNA: 129020 shared 5" end with miRNA: 8839 shared 3" end with miRNA: 894

181013

478
187
224
36219
3334
439
70

179
317

68

214
182
5712
179

474752

799
567
1395
4629
4712

187
322
493
120
132

40

17



......... AAAUCUCGUCCGGUAGUAUAUGC - -« o i e e e i e e e ccaeccacaecaaaaeaaaaaaanaa 23 117257
Shared 5" Terminus

......... AAAUCUCGUCCGGUAGUA. « - o i e i i e eeccaceecccccecccacaeaaaaaaaa--18 90
......... AAAUCUCGUCCGGUAGUAU . - - o e e i i i i e e eeccccceeccacaecaaacaeaaaaaaaa- 19 103
......... AAAUCUCGUCCGGUAGUAUA . - it it i i e cccaceeccaacacaaacaaaaaaaaan- 20 252
......... AAAUCUCGUCCGGUAGUAUAU - - - i i it ed e i e e deeca e aceeaaaaaaa-- 21 628
......... AAAUCUCGUCCGGUAGUAUAUG. - . o o i e i e e e e e e eecccccecccacaecaaaaeaaa. 22 7731
Shared 3" Terminus

.............. UCGUCCGGUAGUAUAUGC - - - i i i et i e e ei e e e aecaeaceaeaaaeaaa.. 18 132
............. CUCGUCCGGUAGUAUAUGC - - - o o it it it e it it e e e iec e e e ceeaaaaae-- 19 371
............ UCUCGUCCGGUAGUAUAUGC . - . e o e i i e e e e e ceeccccceccacacaeaaaaaaa 2071
........... AUCUCGUCCGGUAGUAUAUGC . - - o e et i i e e e ceecccccaecaaacaeaaeaaaaaa 21 65
.......... AAUCUCGUCCGGUAGUAUAUGC . - e o i i e e i e e e e e e eeccccceeaeacaaaaaaaaaa. 22 112
........ UAAAUCUCGUCCGGUAGUAUAUGC - - - o et i e e e e e e e e d e e a e aaaeaaaaaa. 24 143
Subsequence

Others

............................................ AUUGCAACCGGUGGAGAUUCC . . .. ..o oo.. 21 112
............................................ AUUGCAACCGGUGGAGAUUCCA. ... ....... 22 1848
#asu-miR-5363
UCGUACGCUGAUGGGCAAAGUUUCUGAACCGUGUUGUGUUCAAGGCUAAACGGUUUGGCACUUGCCCAGCACUGUAUGAC
CCCCCCC- CC- - CC- - - - - - - e e e - 2)---32)33)--)-323333113)-3)-0))))) -

Total sRNA: 2478826 shared 5" end with miRNA: 241482 shared 3" end with miRNA: 37205
miRNA

__________ AUGGGCAAAGUUUCUGAACCGUGU . ¢« o i e e e i e e e e e e e e ceeccccceacaaaaaeaaaaa 24 2198129
Shared 5" Terminus

.......... AUGGGCAAAGUUUCUGAA. - o o e i e e deeeccccaeccacacecaaacaecaaaaaeaaa-2. 18 3246
.......... AUGGGCAAAGUUUCUGAAC . - - o e e i i i e e e e ccaeccaaaecaaaaaaaaaaaaaaaaa. 19 3066
.......... AUGGGCAAAGUUUCUGAACC - - - o it i i et i et f e e e eei e e caaaaaceaaaaaaaa--- 20 15443
.......... AUGGGCAAAGUUUCUGAACCG . - - e e it e i eei i e e ceecccceeccacaccecaaacaecaaaaaeeaa-2. 21 6338
.......... AUGGGCAAAGUUUCUGAACCGU . - o e i e e i i e e eecc e e ceeccacaacaaaaaaaaaaaeanaaa 22 50075
.......... AUGGGCAAAGUUUCUGAACCGUG . - v o i e e i et e e i e ddeeca e acaeaeaaaaaaaaaaeaa-- 23 141587
__________ AUGGGCAAAGUUUCUGAACCGUGUU. - - - e e i i i i i i e iceeceecccaceccacaaaaeaa--- 25 20259
.......... AUGGGCAAAGUUUCUGAACCGUGUUG . - - - o e it i i i i i e ceecccceecccacaacaaaaaeaa--- 26 436
.......... AUGGGCAAAGUUUCUGAACCGUGUUGU . - - e i i i i i it i e ciicccceecccccaaccaaaaeaa--- 27 686
.......... AUGGGCAAAGUUUCUGAACCGUGUUGUGU . - o e i i e e i i e cec i e ceecccacaacaaaaaaaaa 29 220
Shared 3" Terminus

................ AAAGUUUCUGAACCGUGU. « o - e i i i eic i e eeecccaceeccaacceaaaaaaeaa--- 18 14091
............... CAAAGUUUCUGAACCGUGU - e i i e i i e iice e e eeeccccaeccaaacaaaaaaaeaa-- 19 1769
.............. GCAAAGUUUCUGAACCGUGU. - i e e i i i i cc e e ceeccacaecaaacaeaaaaaeanaaa. 20 4517
............. GGCAAAGUUUCUGAACCGUGU . - o o it i et e it e e cee e e e ceea e e eeeaaaao. 21 1697
........... UGGGCAAAGUUUCUGAACCGUGU. - - o o i it i i i i i e e e ceeccccceeccaacaaaaaaa". 23 15065
Subsequence

........... UGGGCAAAGUUUCUGAACCGU - o o i e e i e i e i e e c e ccaecacaaaaaaeaaaaaaa 21 261
........... UGGGCAAAGUUUCUGAACCGUG. - - o oo e et e e e it i e e e e e e eci e dcaea e aaaeaaaaa.. 22 463
............. GGCAAAGUUUCUGAACCGU . v e i e e i i i iii e e e eceeccccceecaacaeaaaaaaa 19 139
.............. GCAAAGUUUCUGAACCGU . - e e i i i e i i i e eeecceeeecccccaeccaaaceeaaaaaea---- 18 138
Others

........... UGGGCAAAGUUUCUGAACCGUGUU . - - it it it i e et i e i eca e aceaaacaaaaaaaa. 24 152
................ AAAGUUUCUGAACCGUGUU. - - o i e it i i i i i e e eecccaceeccaccceeaaaaaaeaaa-- 19 363
................................................. ACGGUUUGGCACUUGCCCAGCA. ........ 22 16
#asu-miR-5364
UGAACUCAGCUAAUGGACUUUACUUCCUCUGCUUAAUUUUUCUGCAGAGGUAUUGUUUAUUGGCUAAGAUCAAAGCUCGAGC

[ (A (O (O ((CCCCCmma— 220)II220-90000003)-))0)) - -

Total sRNA: 553346 shared 5" end with miRNA: 30396 shared 3" end with miRNA: 2129
miRNA

............................................. AGAGGUAUUGUUUAUUGGCUAA . . ..o oo o e 22
Shared 5% Terminus

............................................. AGAGGUAUUGUUUAUUGG. - - - - e e e e e e eeeao- 2 18
............................................. AGAGGUAUUGUUUAUUGGC. - - - e e e e e a2 19
............................................. AGAGGUAUUGUUUAUUGGCU . . .. e e e eeeeaaaa2 20
............................................. AGAGGUAUUGUUUAUUGGCUA . . . .. ..o 21
............................................. AGAGGUAUUGUUUAUUGGCUAAG. . . .. .. -...... 23
Shared 3" Terminus

................................................. GUAUUGUUUAUUGGCUAA. . . ... ......... 18
................................................ GGUAUUGUUUAUUGGCUAA. . . ..o oo 19

520637

3377
340
14155
11761
740

395
572
740



............................................ CAGAGGUAUUGUUUAUUGGCUAA . . . ... ..o o..... 23 277
Subsequence

Others

....... AGCUAAUGGACUUUACUUCCUCUGC . - - - e e e i i e e eeccccceecccacaccaaaaacaaaaaaaaaaaeaas 2567
#asu-miR-5365a
UCAGCUAGAUCAGCUGUUCCAUCUUAAUCAUAAAAUCUAAUUCAGGAUGAUUAAGAAGGAACAACUGAUUUUACUGAGUGC

[((EER (O @EaEQQU@@Earmm e 22)222333533)-I9I330-90I003)--))))- - - -

Total sRNA: 101089 shared 5" end with miRNA: 31057 shared 3" end with miRNA: 673
miRNA

............................................... UGAUUAAGAAGGAACAACUGAU. . . ... ...... 22 64267
Shared 5" Terminus

_______________________________________________ UGAUUAAGAAGGAACAAC. . . e e eeeeee----. 18 126
............................................... UGAUUAAGAAGGAACAACU. ... ........... 19 576
............................................... UGAUUAAGAAGGAACAACUG. . ... ......... 20 763
............................................... UGAUUAAGAAGGAACAACUGA. .. ... ....... 21 7669
............................................... UGAUUAAGAAGGAACAACUGAUU. ... ....... 23 21820
............................................... UGAUUAAGAAGGAACAACUGAUUU. .. ....... 24 102
Shared 3" Terminus

................................................... UAAGAAGGAACAACUGAU. .. ......... 18 53
__________________________________________________ UUAAGAAGGAACAACUGAU. ... ........ 19 62
................................................. AUUAAGAAGGAACAACUGAU. ........... 20 258
................................................ GAUUAAGAAGGAACAACUGAU. .. ......... 21 208
.............................................. AUGAUUAAGAAGGAACAACUGAU. .. ......... 23 88
Subsequence

................................................. AUUAAGAAGGAACAACUGA. ... ......... 19 35
Others

.......... CAGCUGUUCCAUCUUAAUCA. - - o e e e i e i e e c e e acaecaaaaacaaaaaaeaaaaaaaaa- 20 40
__________ CAGCUGUUCCAUCUUAAUCAU . - - o e e i e et e e e e e e e e eeeaeecaeaaaaaeaaaa 21 422
.......... CAGCUGUUCCAUCUUAAUCAUA .« - it i e e e e e aecccacecccacaecaaaaaeaaa-. 22 218
............................................. GAUGAUUAAGAAGGAACAACUGA. . ... ........ 23 75
________________________________________________ GAUUAAGAAGGAACAACUGAUU. .. ........ 22 97
_________________________________________________ AUUAAGAAGGAACAACUGAUU. .. ........ 21 2172
................................................. AUUAAGAAGGAACAACUGAUUU. ... ...... 22 306
.................................................. UUAAGAAGGAACAACUGAUU. .. ........ 20 41
.................................................. UUAAGAAGGAACAACUGAUUU. . ... ..... 21 32
................................................... UAAGAAGGAACAACUGAUU. .. ........ 19 38
.................................................... AAGAAGGAACAACUGAUU. .......... 18 35
#asu-miR-5365b
AAGCAUCAGCUAGAUCAGCUGUUCCAUCUUAAUCAUAAAAUUCAAUUCAGGAUGAUUAAGAAGAAACAACUGAUUUACUGAGUGCAU
N (O (O (M O (U Orrrra—— 2)231)3)))-):-3))-20))))0)))))-))) - -

Total sRNA: 189766 shared 5" end with miRNA: 51790 shared 3" end with miRNA: 562
miRNA

.................................................... UGAUUAAGAAGAAACAACUGAU. - o oo ceeaa oo 2 22
Shared 5" Terminus

.................................................... UGAUUAAGAAGAAACAAC . . .o ee e e eeeeaa.2 18
____________________________________________________ UGAUUAAGAAGAAACAACU. . .. eceeeeeeaa-2 19
.................................................... UGAUUAAGAAGAAACAACUG. .. ..o 20
.................................................... UGAUUAAGAAGAAACAACUGA. .. ..o oo 21
.................................................... UGAUUAAGAAGAAACAACUGAUU. ... ........ 23
____________________________________________________ UGAUUAAGAAGAAACAACUGAUUU. .. ........ 24
Shared 3" Terminus

........................................................ UAAGAAGAAACAACUGAU. . ... ........ 18
_______________________________________________________ UUAAGAAGAAACAACUGAU. . . ..o oo 19
______________________________________________________ AUUAAGAAGAAACAACUGAU . ... ......... 20
..................................................... GAUUAAGAAGAAACAACUGAU. ... ......... 21
Subsequence

Others

............... CAGCUGUUCCAUCUUAAUCAU . - o e e e e e e e e e e e e e e c e e acaeaaaaaaaaa 21
............... CAGCUGUUCCAUCUUAAUCAUA . - o e e e e e e e e e e e e ceeaaaaaaaaaas 22
..................................................... GAUUAAGAAGAAACAACUGAUU . .. ... ..... 22
...................................................... AUUAAGAAGAAACAACUGAUU. .. ... ..... 21
______________________________________________________ AUUAAGAAGAAACAACUGAUUU. .. ........ 22
....................................................... UUAAGAAGAAACAACUGAUU. . .......... 20

130245

427
1815
1311
9335
38842
59

152
138
185
59

422
218
52
4383
329
53
64



#asu-miR-5366
CACGAGCACGUAAAUGCACUGUGUUGCUAAUUUGGCUCAUCGAAAAUUAGCAGCAUGGCGCAUUUGCGCGCCAAUGGCCAAAU
N O (O (O @@ )230032)333)0019))533) )0 15 )) FFnN—.
Total sRNA: 31514 shared 5" end with miRNA: 1174 shared 3" end with miRNA: 147
miRNA

.......... UAAAUGCACUGUGUUGCUAAUU. - - o e e e e et e e e e e e caecmaacaccaaaaacaaaaaaaaaas 22
Shared 5" Terminus

.......... UAAAUGCACUGUGUUGCU . - - e e e i i e i e e e e ceeccacaecccaceecaaaaeaaaaaaeaa-- 18
.......... UAAAUGCACUGUGUUGCUA . - - o i e i e ic e e ceeccacaecccacaecaaaaaeaaaaaaeaaaa 19
.......... UAAAUGCACUGUGUUGCUAA - - . o oo i e e e e e e c e e a e e acaaaaaaaaeaa 20
__________ UAAAUGCACUGUGUUGCUAAU . .« o o e et e e e e e e e e e e e e e eeeeeeaeeeaa 21
.......... UAAAUGCACUGUGUUGCUAAUUU . . - o i e i e e e e ceeccccceeccaacaeaaaaaaaaa-a 23
Shared 3" Terminus

........... AAAUGCACUGUGUUGCUAAUU . - - ot i i e e e e e ceeccaccecccacaecaaaaaaaaaaas 21
Subsequence

Others

........ CGUAAAUGCACUGUGUUGCUAAU . - - e e i i i e e e e ceecccccecccacaecaaaaaaaaaaaana. 23
................................. GGCUCAUCGAAAAUUAGCAGCA . - - e e i e e ee e e cceaeaaann. 22
................................. GGCUCAUCGAAAAUUAGCAGCAU . - - e i i i e ciei e e cceeaeaeee- 23
......................................... GAAAAUUAGCAGCAUGGCGCAU . - - o e e e i e eeeeeaaaan 22
............................................. AUUAGCAGCAUGGCGCAUUUGCG. - . e o e eeeeeaaa . 23
.............................................. UUAGCAGCAUGGCGCAUU . . - - e e i i e eeeaaaoa. 18
.............................................. UUAGCAGCAUGGCGCAUUU . . - ..o oo ooecooooo. 19
.............................................. UUAGCAGCAUGGCGCAUUUG. - . oo oo eeeaaao. 20
.............................................. UUAGCAGCAUGGCGCAUUUGC - . v oo e e eeeaeaaan 21
.............................................. UUAGCAGCAUGGCGCAUUUGCG . « - e e e e e e eaaan 22
#asu-miR-5367
AAGGCCAAAGCGGCCUCAGAUCUUGCCAAUUUUUCAAUGCGGUUAAAUUGGCACCUCUUAGACCGGCUUGGAGCG

A (@@ O )--0I233))--22)-2)-2)-))))-)-))-

Total sRNA: 150897 shared 5" end with miRNA: 2910 shared 3" end with miRNA: 2025

miRNA

.............................................. AUUGGCACCUCUUAGACCGGCU. ... ... 22 145824
Shared 5" Terminus

.............................................. AUUGGCACCUCUUAGACCG. ......... 19 60
.............................................. AUUGGCACCUCUUAGACCGG. . ....... 20 221
.............................................. AUUGGCACCUCUUAGACCGGC. . ...... 21 1378
______________________________________________ AUUGGCACCUCUUAGACCGGCUU. .. ... 23 1209
Shared 3" Terminus

............................................... UUGGCACCUCUUAGACCGGCU. ...... 21 1252
............................................. AAUUGGCACCUCUUAGACCGGCU....... 23 709
Subsequence

Others

............................................... UUGGCACCUCUUAGACCGGCUU...... 22 54

......... GCGGCCUCAGAUCUUGCCAAUUU. . . e e e e i iiee e e iieeeeememeee e 23 23

17553

91
40
216
474
334

109

44
227
165
106
195
58
82
519
1395
8315
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Read Frequency

Wang et al.
Supplementary Figure 6B
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Wang et al.

Ascaris polycistronic miRNAs

Testis
ACCCGUA AGGCACL
Cluster9 - - AS,scff1d20351 (8261 bp)
asu—miR-100d (1837.4K) asu—miR-5345%a (96,2K)
Zygote/Embryo
CACCGGG UGCUCUC UUGGCAC CACCGGG
Clusteri - - - | - A5,.scff1d28223 (5157 bp)
asu—miR-36¢c (641.6K) asu—-miR-5349 (530,7K) asu—miR-5350a (174,4K) asu-miR-36d (1110,9K)
AUCACAG UGCACAL CUGGALG
Cluster3 | | | AS, contigd54190 (3779 bp)
asu—miR-43d (549, 2K) asu—miRB-5352 (300,6K) asu—miE-44bk {70, 7K)
UUGGCAC CACCGGG UUGGCAC
Clusterb - - | - AS.scffl1d13354 (12524 bp)
asu—miR-5350c (26,1K)} asu—miR-36Ff {(73.1K)} asu—miR-5350bL (638.8K)
UUGGCAC CACCGGG
Clusters - - AS.scff1doasod (16587 bp)
asu—miR-5350d {65,9K) asu—miR-5348 (80.7K)
UUGGCAC UUGGCAC
Clusterio - - AS.scffld17452 (31985 bp)
asu—miR-5367 (145,8K) asu—miR-5351 (7.9K)
EmbryosLarvae
CGGGUAL GACUAGA AUCACAG CACCGGG
Cluster2 - - | - - | AS.contip0A1209 (3198 bp)
asu—miR-5354 (7,1K) asu—miR—44a {691,6K) asu—miR—-43a (93,0K) asu—miR-36b (14, 9K)
GACUAGA AUCACAG AUCACAG
Clusterd - - - A5.scffP1d26842 (62093 bp)
asu—miR-279a (5436 ,2K) asu—miR-250 {10, 0K) asu—miR—2b (1600, 4K)
GUUACUL CGUUCAC
Clusteril | | B AS,contigld7764 (5330 bp)
asu—miR-5356a (8.0K) asu—-miR-5356b (85,3K)
ACCCGUA GAGGUAG
Cluster1? | I | (M ] AS.scff1d19362 (6241 bp)
asu—miR—-100a-2 {(13669,5K) asu-let—7 (87.4K)
AGUGGAG CAGALICL
Clusteri4d - | - AS.scfF1d02159 (8975 bp)
asu—miR-1175 {(7,0K) asu-miR-750 (56,8K)
AUCACAG GAAAGAC
Clusterg - - AS,.scfPF1do0353 (23340 bp)
agsu—miR-2a (83,0K) asu—miR-71 (2241,9K)
Larvase/Germl ine
AAUALICAH AALUCUCG
Clusterl: - - AS.scffl1doz663 (15665 bp)
asu—miR-5343 {1,8K) asu—miR-5362 {(117,3K)

O bp 100 bp 200 bp 300 bp 400 bp 200 bp 600 bp 700 bp 800 bp 900 bp 1000 bp 1100 bp 1200 bp 1300 bp
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Wang et al. Supplementary Figure 8

asu-miR-9 --G-CAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAG-UAAUGGCCGCU

b P rerrr el Il b | e e
asu-miR-79 UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGU-GAGC-CAUA-ACAUCAUARAGCUAGGUUACCARAGCUAA-GCACAAU

#asu-miR-9 C
GCAAUUUCUUUGGUUAUCUAGCUGUAUGAGUACCGCGUUUAGUCGUCAUAAAGCUGGACGACCGAAGUAAUGGCCGCY
O G O O G G O O O O G G O G O G O O X O (P QPP 1)) )N N )) .. oy
Total sRNA: 605982 shared 5' end with miRNA: 234930 shared 3' end with miRNA: 1974 GF/ \U/w
miRNA & /J\
...... UCUUUGGUUAUCUAGCUGUAUGA . . . .+ v v v v s sssseeeeeeeeeeeeeeeeeeeo... 23 343507 Ne-g
Shared 5' Terminus e
...... UCUUUGGUUAUCUAGCUG . -+ « .« v et te et tee e eee e e ee et eee e eeaeeenaeenneeennee... 18 430 b &
...... UCUUUGGUUAUCUAGCUGU. . . . .« e et eeeennenneneeeeeeeeeeannnnnnnnnnnnnnnn... 19 3810 A-
...... UCUUUGGUUAUCUAGCUGUA. . . . .ottt ittt ittt iii i eieinenenneen.a... 20 2709 T
...... UCUUUGGUUAUCUAGCUGUAU . . . . ottt ettt teeeeeeeaeeaeenaeenneeennee... 21 22201 A-
...... UCUUUGGUUAUCUAGCUGUAUG. - . « -« s e ettt ttee e e et iae e eae e iea e eaeeenneeen.. 22 204274 )
...... UCUUUGGUUAUCUAGCUGUAUGAG . - - .+« « e e e tee e e e iaeieaeeaaeeunaeenneen... 24 1354 i
Shared 3' Terminus a
.......... UGGUUAUCUAGCUGUAUGRA. . .« .ttt eeetee e eee e eaaeenaeennaeennneen.. 19 190 ¢
......... UUGGUUAUCUAGCUGUAUGA . . . .+« ettt ee e e e iee e eeaeeeeaaeaaaaeanaenn... 20 555 20—
........ UUUGGUUAUCUAGCUGUAUGA . . . . .o e ettt eets e et s e e e eeie e anne.... 21 331 i
....... CUUUGGUUAUCUAGCUGUAUGR . . .+ ¢ ettt ettt tae e ee e eiaeeneennneennee.. 22 230 4
..... UUCUUUGGUUAUCUAGCUGUAUGRA. . « . .ot ettt ttee e et eaeeaeenaeennaeenneenn.. 24 616 A
Subsequence e
....... CUUUGGUUAUCUAGCUGUAUG . . . .+« et ettt e eee e e e iaeeiiaeenaeenneeennae.. 21 131 g-¢
........ UUUGGUUAUCUAGCUGUAUG . .« . .« et vttt eete e eee e e e eaeennaeenneeennee.. 20 195 6-¢
......... UUGGUUAUCUAGCUGUAUG . . .« .+ e ettt tee e eeee e tee e ieeeeeaaeeaaennneee. .. 19 318 A
.......... UGGUUAUCUAGCUGUAUG . . .« - . o+ttt e ttae e iee e ee e iee e eeaeaeeaaeenaeen. .. 18 135 b-
Others ¢-
..... UUCUUUGGUUAUCUAGCUGUAUG.. . « « . o et te et te e eae e eeeieeeeaeennneennneenn... 23 1324 i
............................................... AUAAAGCUGGACGACCGAAG. .......... 20 101 beh o
............................................... AUAAAGCUGGACGACCGAAGU. ......... 21 1184 A-
............................................... AUAAAGCUGGACGACCGAAGUA. ........ 22 3550 T
............................................... AUAAAGCUGGACGACCGAAGUAA. . ...... 23 16125 o bt
............................................... AUAAAGCUGGACGACCGAAGUAAU. . ..... 24 139 \;
................................................ UAAAGCUGGACGACCGAAGUA. ........ 21 196 P
................................................ UAAAGCUGGACGACCGAAGUAA. ....... 22 1557 >
#asu-miR-79 c—c "
UUGUCUUUCCCUUUGGUUAUCUGGCUGUAUGAGUGAGCCAUAACAUCAUAAAGCUAGGUUACCAAAGCUAAGCACAAU A
COCOCCC - OO e Ceeeee e ))))))):))0)))))))))))))-))))))) . & A
Total sRNA: 316210 shared 5' end with miRNA: 6335 shared 3' end with miRNA: 1262 é::@
miRNA A
............................................... AUAAAGCUAGGUUACCARAGCU. .. ...... 22 304277 gg
Shared 5' Terminus 30 —U-
............................................... AUAAAGCUAGGUUACCAA............. 18 456 A-
............................................... AUAAAGCUAGGUUACCARA. ........... 19 635 o
............................................... AUAAAGCUAGGUUACCAAAG. .......... 20 1328 o-
............................................... AUAAAGCUAGGUUACCAAAGC. ......... 21 3254 -6
............................................... AUAAAGCUAGGUUACCAAAGCUA. ....... 23 575 i
Shared 3' Terminus -
................................................ UAAAGCUAGGUUACCAAAGCU. . ....... 21 927 -
.............................................. CAUAAAGCUAGGUUACCAAAGCU. ........ 23 162 T
Subsequence — 60
Others L
......... CCUUUGGUUAUCUGGCUGUAUG . . .+« « ettt tee e te et ee e aeeiaeeunaeenneenn... 22 288 L
......... CCUUUGGUUAUCUGGCUGUAUGA . . .« e .ot e teeeae e eeeieeeaneenneennneenn.. 23 1072 -
.......... CUUUGGUUAUCUGGCUGUAUGA . . . .+« o et te e eee e eae e eea e iaeeeaaeenne... 22 1205 i
........... UUUGGUUAUCUGGCUGUAUGA . . . .« e ettt e e iee e e eeaeeeiaeenneenn.... 21 1424 PN
§
“U-a"70
U-a
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Supplementary Figure 11

Wang et al.
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#UP14

Wang et al.

Supplementary Figure 12

AAACGACGAGCAGGGAUAGGUCCGCUGAGAGACGGUUAUCACAGAGAUUUGUCGUUGUCCCUUCACCCGCCUCUCGACCUAUGACCGUCCCUUUUGGCUU

Perfectly

match

cAGGGAUAGGUCCGCUGAGA . ¢ ettt e e eeeeooocecccsososossccscsososssscscscssssssscscssssssscsssssssscsssscsscssss

et e eecceseeceseesssesssesescsscsesscsscsssssscsccscssscscssssscccss  ACCCGCCUCUCGACCUAUGACCGUCCCU. v e eeenn

Perfectly

#UP2a

antisense match

CGCAUCUACAAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCUUCGAAUCCGGAUACCGACCGAUGACCGCUCAUUAUUUUCGCUUU

Perfectly

match

......... AAGGCAGGUCCGAAGGAAUCCG. e e e e e eeeeann

ceeeeeees s AGGCAGGUCCGAAGGAAUCCGGUU . s v vttt st eeeeeccoososscsssosssscssssossssssssssscassscssss

AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGU. ..
AGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUC. .

22
24
25
35
18
19
20
21
22
23
24
31
32
33
34

15702
11346
16582
14035
28173
28015
30318
53303
32933
37305
41828
18454
14562
11952
18704

19
21
23
24
25
26
27
33
34
35
36
37
39
25
30
28
29
30
28

11046
14711
121147
11201
47403
1062100
30354
12652
21545
45875
22111
34000
20894
11337
19962
18477
92321
16035
15777
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c et eeeccesccsceceesssecssssscsccsesssscsssssscscssssssces s UACCGACCGAUGACCGCUCA. .t ennns

......................................................... CCGACCGAUGACCGCUCA. . v eeeenn

Perfectly antisense match

#UP2c
ACGCAUUUGAAAGGCAGGUCCGAAGGAAUCCGGUUAUCAUGUCCUUCGAAUCCGGAUACCGACCGAUGACCGCUCGUUAUUUUC
Perfectly match

.......... AAGGCAGGUCCGAAGGAAUCC G e ¢ ¢ e e s e oo e oseesecssossosssossscsscsscsscsscsscsscscsess

ceeeeeeeee s AGGCAGGUCCGAAGGAAU . ¢ ¢ttt s seseesssosossessssossssssssssscsssssssssssssssccssss
........... AGGCAGGUCCGAAGGAAUC . ¢ e e et e eeeeeooccseccsososscsacscssscsscssssssssscsasssssccsocs

ettt eeeteceeteetentetecssecensesacnsssasnsssessss  AAUCCGGAUACCGACCGAUGACCGCUCG. . v s ee.
Perfectly antisense match

#UP5a

22
24
25
35
18
19
20
21
22
23
24
31
32
33
34
29
28

33
32
31
30
29
28
27
24
23
22
21
20
18

15702
11346
16582
14035
28173
28015
30318
53303
32933
37305
41828
18454
14562
11952
18704
13311
27731

AGGAACUGAUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAACUCGAUCCAUGACCGUCACUUUUUUC

Perfectly match

ceeeeeeees e GACAGGUCCGUUGAGAUG . ¢ ¢« et e s e e seeooooossccscososssssssssscssssssssssssssscsssssssscssssssss

13569
32405
44109
49662
59460
236230
51842
12236
18791
20577
27896
15286
56397

18

16428
38785
65296
76568



........... GACAGGUCCGUUGAGAUGCGGU . ¢ ¢t ettt et eeeeeeeoosososssscsccccscscassssssssssssssssssssscssssscae 22 179915

........... GACAGGUCCGUUGAGAUGCGGUU . « ¢ttt c e e e eeeeeccccooooccccsccsccscccccssssssssscsssssassssssscssee 23 66307
........... GACAGGUCCGUUGAGAUGCGGUUA .. ¢ ¢ttt ettt eeeeoossssssssssssssssssssssssssssssssssssssssssssees 24 11140
........... GACAGGUCCGUUGAGAUGCGGUUAUCA . ¢ ¢ttt et e eeeeeooooocccccccscccssssssssssssssscsssssssssssccee 27 27767
........... GACAGGUCCGUUGAGAUGCGGUUAUCAG . ¢ ¢ ¢ e s e o eeeessssssssssssssssssssssssssssssssssssssssssses 28 55837
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGA . ¢ttt e et eeeosoooscccescscssssssssssssssssssssssssssssscsce 29 73856
ceeeeeeess . GACAGGUCCGUUGAGAUGCGGUUAUCAGAA. t vttt et eeeessssosssesessssssssssnssssssssseanssssnssssnss 30 258715
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU . ¢ ¢ttt et eeeooooccccccccccssssssssssssssssssssssssssssas 31 153185
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU. ¢ ¢ttt eeeeeeocccccccccasssssssssssssssssssssssscsscss 32 169246
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG . ¢ ¢ e e e s s seeeeeseesssssssssssssssssssssssssssssssssss 33 206728
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA. ¢« ettt eeeeeeeecccccssssscssssssssssssssssssssssss 34 44979
ceeeeeees. . GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU . ¢ v vttt veeeeeocesaoscessnscscsosnsssasssssnsssanss 38 28927
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU . e e et ettt teeeeeassececesssossnsossssscssssasssssaece 39 13896
........... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU .« e e e ettt eeeeeeeeesecccsccccooccsssssssssassss 40 17056
........................................................ GCCCCACCCCGCAACUCGAUCCAUGACCGUCAC...v... 33 16253
.......................................................... CCCACCCCGCAACUCGAUCCAUGACCGUCAC....... 31 34199
........................................................... CCACCCCGCAACUCGAUCCAUGACCGUCAC....... 30 61668
............................................................ CACCCCGCAACUCGAUCCAUGACCGUCA........ 28 33875
ettt eeeeteceeteeeteeeetetecacsesacscesssssassssassssessssss CACCCCGCAACUCGAUCCAUGACCGUCAC.. ... ... 29 205012
............................................................ CACCCCGCAACUCGAUCCAUGACCGUCACU...... 30 14984
............................................................. ACCCCGCAACUCGAUCCAUGACCGUC..ceee... 26 13495
............................................................. ACCCCGCAACUCGAUCCAUGACCGUCA........ 27 254293
............................................................. ACCCCGCAACUCGAUCCAUGACCGUCAC....... 28 1635380
et et eeeeeeeeecceetecaeteteentsescsesaccsssasessssssssssnssssss  ACCCCGCAACUCGAUCCAUGACCGUCACU...... 29 137408
.............................................................. CCCCGCAACUCGAUCCAUGACCGUCAC. ... ... 27 38575
............................................................... CCCGCAACUCGAUCCAUGACCGUCAC....... 26 15136
................................................................ CCGCAACUCGAUCCAUGACCGUCAC....... 25 10652
.................................................................. GCAACUCGAUCCAUGACCGUCAC....... 23 17511
................................................................... CAACUCGAUCCAUGACCGUCAC...evs. 22 10421
.................................................................... AACUCGAUCCAUGACCGUCAC....... 21 18488
C ettt eeeteeceeeeeee e eenase e esec e sensseessssesesscnssacnsssesssses ACUCGAUCCAUGACCGUCAC....... 20 17885
...................................................................... CUCGAUCCAUGACCGUCAC....... 19 10182
....................................................................... UCGAUCCAUGACCGUCAC....... 18 16452

Perfectly antisense match

#UP5b
ACGCACAAGCUGGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUGAAGACCCGCUUCUCGCGAACACGACCGUCAUUUUUUGCA
Perfectly match

........... GGACAGGUCCGAUGAGAUG . ¢ ¢ e e st e eeeeeeoooocsccsoscsosscscscssossssscssssssesascssssccsscsss 19 56359
........... GGACAGGUCCGAUGAGAUGC . ¢ ¢ e e e oo eeeeeecscocecsocssosscssosssssscscscsosssssssscsscsscscccsses 20 38013
........... GGACAGGUCCGAUGAGAUGCG . ¢ e e e oo eeeeeoocescccsosososssaccssoscssssccssoscssscsscssosssscccscscses 21 112748
ceeeeeeees s GGACAGGUCCGAUGAGAUG CGA . t sttt ettt eeseasososossssssssssscssssossssssssssscssascssss 22 71613
........... GGACAGGUCCGAUGAGAUGCGAU . ¢ ¢t e s e et eeeoscsocssossosscsssssossscsscsssssossscsscssssscscscsss 23 119205
........... GGACAGGUCCGAUGAGAUGCGAUU . ¢t e et e e e eeeeeeesoooossccscssosososscscsscsosssscssosssccnscsses 24 217472

........... GGACAGGUCCGAUGAGAUGCGAUUA. ¢ttt e e e e eeeoeecscscsosscssscsscsscsscsssssossssscssscscscscsss 25 36302



26452
153851
35130
30043
120964
85529
227465
58316
12555
10133
12196
10715
15672
22395
13869
20110
12435
29028
14597
17298
28185

16428
38785
65296
76568
179915
66307

........... GGACAGGUCCGAUGAGAUGCGAUUAU . 4 e e st v s eseeessssosssssssssosssssossssssssssssssssssss 26
........... GGACAGGUCCGAUGAGAUGCGAUUAUC . « et t vt s teeeosesosssssssssessssesssssssssssasssnsss 27
........... GGACAGGUCCGAUGAGAUGCGAUUAUCG . ¢ ¢ s e s e s oo ececececscscscscsscsoscsssosssssssssssssssssssccss 28
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGA . ¢+ vttt e veetesossssssssssosssssssssssssssssssssnsss 29
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUA . ¢ttt et s et etesesesssossoscsoscsossosssssssssssssssssess 31
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACU . ¢ ¢ttt e et eseosseossssosscsoscssssosssssssssssssnses 33
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU . ¢ ¢ e e s et e s esesesosossossosscssssssssssssssscsess 34
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUG . ¢ e« e et et e eeeeeosccscscsccsscssssssssssscscscsccss 35
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGA . t ¢t s et tsseoesososscscsscsssscsscsssssssosssssss 36
........... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUG . ¢ ¢ « e et et e e eeoeocoscoscssssssscscsocscsess 39
............ GACAGGUCCGAUGAGAUGCG .. ¢ e s et e sssssoosssessssssssssssssosssssssssssssssssssssssss 20
ceeeeeeeeee  GACAGGUCCGAUGAGAUGCGA .ttt vttt evooeeenccessssassscssssssesssssssnssssnscsnnssns 21
............ GACAGGUCCGAUGAGAUGCGAU . « ¢ v vt et seeesssescssssssssssssossssssssssssssssssssnnsss 22
............ GACAGGUCCGAUGAGAUGCGAUU . ¢ ¢t ettt e eoeesescsasnassssssssosnsssssssssssssssnnscsnsss 23
............ GACAGGUCCGAUGAGAUGCGAUUAUC . ¢ ¢ et e e o eoeeececcccscscscssssssssssssssssssscsscsscssccsscs 26
............ GACAGGUCCGAUGAGAUGCGAUUAUCGAUA . ¢ ¢ttt e et eseoscosssssssossssssssssssssssssssssssss 30
............ GACAGGUCCGAUGAGAUGCGAUUAUCGAUACU . ¢ ¢ e e e e e eeeeecosossossssssssssssssssssssccccsscs 32
............ GACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU . « ¢t e e e et eseoseosssosscsosscsssssssosssscsscscscss 33
et et ceeeeceeteeeentetaentaseecssssencsacnssssssssss s AAGACCCGCUUCUCGCGAACACGACCGUCAU. v venn 31
.................................................... GACCCGCUUCUCGCGAACACGACCGUCA. . v e v 28
.................................................... GACCCGCUUCUCGCGAACACGACCGUCAU. « v v ev® 29
Perfectly antisense match

#UP5c

AUAUAUCGGGCAGGUCCGAUGAGAUGUGGUUAUCGACUUUGAAUUGACUACCCGCUUCUCGCAAGCUCGACCGUCCUUUUUU

Perfectly match

....... GGGCAGGUCCGAUGAGAUGUGGUUAUCGACUU. vttt v vt eeencsssossssssssssssssssssssnssnsns 32 14932
«eeeess.GGGCAGGUCCGAUGAGAUGUGGUUAUCGACUUU. ettt v e e vns e ettecet e e eceeceea 33 11356
.............................................. ACUACCCGCUUCUCGCAAGCUCGACCGUCCU..... 31 25500
et eeaaean ettt ett e ettt CUACCCGCUUCUCGCAAGCUCGACCGUCCU. .... 30 36774
................................................ UACCCGCUUCUCGCAAGCUCGACCGUCCU. .. .. 29 283606
................................................. ACCCGCUUCUCGCAAGCUCGACCGUCCU..... 28 42010
Perfectly antisense match

#UP5d
AGUGUUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAACUCGAUCCAUGACCGUCCUUUUAGU
Perfectly match

....... GACAGGUCCGUUGAGAUG. « ¢+ ¢+ v s st s vesssescsssssssssssssssssssssssssssssssssssssssssssssssss 18
....... GACAGGUCCGUUGAGAUGC e ¢ ¢ e st e e eoesssceoossssccsssssssesssssssscsssssssssssssscsssssssssssld
....... GACAGGUCCGUUGAGAUGCG .. ¢ v s st e v eesssecsssosssssessssssssssosssssssssssssssssssssssssssssesll
eeeeeeGACAGGUCCGUUGAGAUGCGG . s ettt st eeeoeeeescssescssesnssssossossssnssssssssssnssssnssssnsssses2l
....... GACAGGUCCGUUGAGAUGCGGU. ¢ ¢ e et o e esseeeesescsocessssssesssssssssssssssscsssssscsssssssscesl2
....... GACAGGUCCGUUGAGAUGCGGUU . ¢ ¢t st v veeeeseocsesossssssssssssssossssssssssosssssssssssnsssell
....... GACAGGUCCGUUGAGAUGCGGUUA . t t et et s e eeeessssccessssscssssssssscsssssscsssssssscssssssssces 4

11140



....... GACAGGUCCGUUGAGAUGCGGUUAUCAG . ¢ ¢ ¢ e e e e eeeeeecccooocccccscsccscscccsssssssssscscssssssssssss 28
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGA . ¢ ¢ttt et eeeeosssssssssssssssssssssssssssssssssssssssses2d
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAA .. ¢ ¢ttt c et eeeeeccoocccccccscssscsssssssssssssssssssssssss 30
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU . ¢ ¢ttt e e eeeeooosssssssssssssssssssssssssssssssssssssss 3l
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU . ¢ttt t et eeeeoooocccecceccscsssscssssssssssssssssssss 32
eeeee. . GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG . ¢ ¢ sttt e s eeeenceesncscsenscsesnsssssssssnsscsnssesnss 33
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA. ¢ ¢ttt e e eeeeeoceceecccsssssssssssssssssssssscsssss 34
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU .ttt et e eeeeeeeeeeccccccsssescsssssssnsossssassss 38
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU . t v ettt s eeeeeesssssssssssssssssssssssssssssss 39
....... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU . « e ettt e eeeeeeecccecasscccsnnssssssssssessss 40
C et eeeececeeteetenteeeensececssesesssssssssssssscssssess s CACCCCGCAACUCGAUCCAUGACCGUCCU...... 29
......................................................... ACCCCGCAACUCGAUCCAUGACCGUC........ 26
......................................................... ACCCCGCAACUCGAUCCAUGACCGUCCU...... 28

Perfectly antisense match

#UP5e

27767
55837
73856

258715
153185
169246
206728

44979
28927
13896
17056
10599
13495
76867

CAGCAGAAAGUACUCGACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUUCGUUCGCCCCACCCCGCAUCUCGAUCCAUGACCGUCACUUUUGUC

Perfectly match

............... GACAGGUCCGUUGAGAUG . ¢ e e e e oo s eeossccsosoosscssosossscscsosssssssssssssscsssssscssssss
............... GACAGGUCCGUUGAGAUGC ¢ ¢ ¢ e e e e e oeeeeecccecocscsosscssoccscssssssssscsscssscssccssssssscssses
............... GACAGGUCCGUUGAGAUGCG . ¢ e e e e s e eseeccocosseccscsossssscsosososssessscssssccssssssscsssscs
ceceecccccceaoe s GACAGGUCCGUUGAGAUGCGG . ¢ ¢ttt s s eeeecooososscssssssscssssossssssssssssssssssscssssns
............... GACAGGUCCGUUGAGAUGCGGU .« ¢ e e st e eeeeeooceeaccoosocecccsosososcssscsssssssccsssssssssssss
............... GACAGGUCCGUUGAGAUGCGGUU . ¢ et e e e e e eeoesecccoosossccscsosssssssossssscscssssscssssss
............... GACAGGUCCGUUGAGAUGCGGUUA . ¢ ¢t t ettt e eeeecescosscscssosssosscssssscsscssscscssossssscsscaes
............... GACAGGUCCGUUGAGAUGCGGUUAUCA . ¢ttt et s e eeeecccosocossccssosossscscscssoscsssscssssssccsnsscs
............... GACAGGUCCGUUGAGAUGCGGUUAUCAG . ¢ ¢ e e e e e e e eeesecocecscscscsscscsossscscsscccscsssscsccscss
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGA . ¢ ¢ttt t s e eeeeecososcsscccsososcssacsosssssscsassosssssccsscs
ceeesecetcenens GACAGGUCCGUUGAGAUGCGGUUAUCAGAA. ¢ttt et eeessosnssscnsns cecesececcetnanns cecesecane
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAU e ¢ e e e et e s o eseosscscssosscssscscsscssscssccscsscscssss
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUU . ¢t c e e eeeeeeosececcscocsscsssossssccsnscssssccsscscs
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUG .. ¢ ¢ ¢ e e e e e s o oeeooscscsscscscsscscssscosccsssscsscscses
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGA . t ¢ttt e et eeeeeeccsososcscscssoscsssscsosscssscsssscs
cececcccesseses . GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGU . ¢ttt s s eeseesoosossscascsssossassssosssssssns
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUU . ¢ttt e e e eeeeocceaccooscccsccosccsscsanans
............... GACAGGUCCGUUGAGAUGCGGUUAUCAGAAUUGAACGUUU . ¢t e e e e eeeeeeosccccocossccscccsscanscscs
.............................................................. CCCACCCCGCAUCUCGAUCCAUGACCGUCAC
............................................................... CCACCCCGCAUCUCGAUCCAUGACCGUCAC
................................................................ CACCCCGCAUCUCGAUCCAUGACCGUCA.
................................................................ CACCCCGCAUCUCGAUCCAUGACCGUCAC
e e e e eeceecseceesseecssessesesssssesssssesscsscsssssscsssssssccsssss s ACCCCGCAUCUCGAUCCAUGACCGUCA.
................................................................. ACCCCGCAUCUCGAUCCAUGACCGUCAC

18
19
20
21
22
23
24
27
28
29
30
31
32
33
34
38
39
40
31
30
28
29
27
28
29
27

16428
38785
65296
76568
179915
66307
11140
27767
55837
73856
258715
153185
169246
206728
44979
28927
13896
17056
10343
19778
19464
82721
133127
610639
37121
20257



.......................................................................... CUCGAUCCAUGACCGUCAC.......
........................................................................... UCGAUCCAUGACCGUCAC.......

Perfectly antisense match

#UPSE
ACAAGCUGGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCUUUUU
Perfectly match

....... GGACAGGUCCGAUGAGAUG . ¢ ¢ e e e e e eeeecooooscccsosososssscssosssscsssosssssssssssscsssscs
....... GGACAGGUCCGAUGAGAUGC . ¢ ¢ e e e oo eeeeecescoccscscsosscsosssscsscsscssoccscsssscssscscss
....... GGACAGGUCCGAUGAGAUGCG . ¢ e e e e e eeeeoocseccoososcsscscssosssscscsscssscsssssssssesscs
eee000.GGACAGGUCCGAUGAGAUGCGA . ¢ttt vt eteeessosessasssossscssssssscssssssssssssssssss
....... GGACAGGUCCGAUGAGAUGCGAU . ¢ e e e e e e eeoeeecccososcesccscssoscsasccssosssssscssssssssenscs
....... GGACAGGUCCGAUGAGAUGCGAUU . ¢t ettt et eeeeccsoocsscscsossssscssossssscssssssssssss
....... GGACAGGUCCGAUGAGAUGCGAUUA . ¢ttt e e e eseoecscssosscsosscssossscsscssossscsssscssscscass
....... GGACAGGUCCGAUGAGAUGCGAUUAU . ¢ ¢ e e et e eseeecoccsscscsososscccsossssssssssssccsnscs
....... GGACAGGUCCGAUGAGAUGCGAUUAUC . ¢ ¢ e e e e e e eeeeocscscscsosscscsscscsscccscsscsscssscscass
....... GGACAGGUCCGAUGAGAUGCGAUUAUCG . ¢ e e s e e e eeeooocescccsoscscccsscssssscssssssssenscs
eeeeee . GGACAGGUCCGAUGAGAUGCGAUUAUCGA . ¢ttt st s eseesooosssssssosssscascssosscssssssssss
....... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUA . ¢t et et eesessoscsscscssosscssocssosssosscsscscss
....... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACU . « t c e et e e eeeeccccossccssossossccssssssscnsscs
....... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU e ¢ ¢ e e e e e e e eseoeccosscscsccsoccccsscsccscscss
....... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUG. ¢ c e e e e e eeeeeocoscccacsoscsosscacsccscsscccasoes
eeeee0..GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGA . ¢t c ettt sesecsssossscasssossscsssanssseas
....... GGACAGGUCCGAUGAGAUGCGAUUAUCGAUACUUGAUUG. ¢ e e e e e e e voeeeccoosccccccosccsacanscs
eeeees..GACAGGUCCGAUGAGAUGCG. . ... ettt ecceceeeeenas ceetecscssersseenas ceeesecsccans
........ GACAGGUCCGAUGAGAUGCGA . ¢t ¢ e e et e eeeeeoscosccsocscsoscssossscscscsscscsscssssscscscsscs
........ GACAGGUCCGAUGAGAUGCGAU . ¢t t e e e eeeeoeescecsosccssccscsosossssccsssssssssscssssss
........ GACAGGUCCGAUGAGAUGCGAUU . ¢ ¢ e e e et eeeeeeoecccscscscsoscscscscscsscscscsscsssscscscsscs
........ GACAGGUCCGAUGAGAUGCGAUUAUC . ¢ ¢t e et v eeeeeecoocsscccsoscssscccsososcsssccancssssss
eeeeees . GACAGGUCCGAUGAGAUGCGAUUAUCGAUA. ¢ttt e e e eesooossssssosssscascssossscsssascssss
........ GACAGGUCCGAUGAGAUGCGAUUAUCGAUACU . e e e e s e e s essosesssscscscsscscsscsssscncscsscs
........ GACAGGUCCGAUGAGAUGCGAUUAUCGAUACUU . ¢ttt e et e eeeeeccosoosscccsoscosscssccssssss
..................................... ACUUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUC. . e ™
....................................... UUGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
ceesescascs o ceecsssesccsnsene «eeee...UGAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
......................................... GAUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU....
.......................................... AUUGAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
........................................... UUGAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
............................................ UGAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
............................................. GAAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
.............................................. AAGACCCGCUUCUCGCAAACACGACCGUCCU. ...
et eecccesccsccscesscscsscssssccscssssssssssssss s  AGACCCGCUUCUCGCAAACACGACCGUCCU....
................................................ GACCCGCUUCUCGCAAACACGACCGUCCU. ...
................................................. ACCCGCUUCUCGCAAACACGACCGUCCU. ...

.................................................... CGCUUCUCGCAAACACGACCGUCCU. ...

19
20
21
22
23
24
25
26
27
28
29
31
33
34
35
36
39
20
21
22
23
26
30
32
33
38
38
37
36
35
34
33
32
31
30
29
28
25

56359
38013
112748
71613
119205
217472
36302
26452
153851
35130
30043
120964
85529
227465
58316
12555
10133
12196
10715
15672
22395
13869
20110
12435
29028
10436
11106
13968
28767
31682
32994
46060
68415
123707
42046
196006
64241
12312

19
18

10182
16452



........................................................ UCUCGCAAACACGACCGUCCU.
......................................................... CUCGCAAACACGACCGUcCCU.
.......................................................... UCGCAAACACGACCGUCCU.

Perfectly antisense match

CGCAAACACGACCGUCCU.

21
20
19
18

25013
10389
11325
17687
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