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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4

A

H2A PrEC

—— Highly Methylated Genes n=383
= Lowly Methylated Genes n=3329

0.2

0.0

H2A Signal

-0.2

-0.4

1 1 1
-4000 —-2000 0 2000

Position relative to TSS

T
-6000

H2A LNCaP

—— Highly Methylated Genes n=1277
— Lowly Methylated Genes n=2265

0.1

0.0

-0.1

H2A Signal

-0.2

-0.3

-0.4

T T i
-4000  -2000 0 2000
Position relative to TSS

T
-6000

B
H2A LNCaP-PrEC
—— Hypermethylated in cancer n=3150
—— Hypomethylated in cancer n=225
0.1
0.0
©
c
2
(%]
< -0.1]
]
T
-0.2]
—-0.3]
i 1 1 T T
-6000 -4000 -2000 0 2000
Position relative to TSS
C
H2A LNCaP-PreC
—— Hypermethylated and down-regulated in cancer n=903
— Hypomethylated and up-regulated in cancer n=75
0.2
0.1
— I
©
g’ 0.0
n |
A
§ M
-0.1]
-0.2]
-0.3]

T T T T T

-6000 -4000 -2000 0 2000
Position relative to TSS

Valdés-Mora et. al.



Supplementary Figure 5
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Supplementary Figure 6
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