Bonferroni-

Sense Gene Antisense Gene Spearm_an P-val adjusted
Correlation P-val

ENSG00000138496 ENSG00000163840 0.95 1.53E-90 1.97E-88
ENSG00000188747 ENSG00000188833 0.82 7.85E-44 1.01E-41
ENSG00000113460 ENSG00000113456 0.81 1.39E-41 1.80E-39
ENSG00000006634 ENSG00000075303 0.79 3.23E-38 4.16E-36
ENSG00000134255 ENSG00000156171 0.77 2.79E-36 3.60E-34
ENSG00000112984 ENSG00000094880 0.73 6.32E-31 8.16E-29
ENSG00000116750 ENSG00000116747 0.73 1.28E-30 1.65E-28
ENSG00000116062 ENSG00000138081 0.70 8.92E-27 1.15E-24
ENSG00000028116 ENSG00000115392 0.67 3.96E-24 5.10E-22
ENSG00000119446 ENSG00000148187 0.67 3.97E-24 5.12E-22
ENSG00000118454 ENSG00000116754 0.67 7.02E-24 9.05E-22
ENSG00000124733 ENSG00000112640 0.66 4.45E-23 5.74E-21
ENSG00000159140 ENSG00000159147 0.66 5.72E-23 7.38E-21
ENSG00000134824 ENSG00000149485 0.65 9.85E-23 1.27E-20
ENSG00000126804 ENSG00000089775 0.65 1.06E-22 1.37E-20
ENSG00000107404 ENSG00000169962 0.65 3.14E-22 4.05E-20
ENSG00000149483 ENSG00000162144 0.63 1.26E-20 1.62E-18
ENSG00000145782 ENSG00000177879 0.62 3.87E-20 4.99E-18
ENSG00000163781 ENSG00000091527 0.61 3.52E-19 4.54E-17
ENSG00000164933 ENSG00000164934 0.61 3.54E-19 4.57E-17
ENSG00000103148 ENSG00000103152 0.60 8.60E-19 1.11E-16
ENSG00000100104 ENSG00000100109 0.60 9.02E-19 1.16E-16
ENSG00000127564 ENSG00000162073 0.60 2.17E-18 2.80E-16
ENSG00000113851 ENSG00000072756 0.60 2.93E-18 3.78E-16
ENSG00000181227 ENSG00000117054 0.59 4.51E-18 5.81E-16
ENSG00000100413 ENSG00000100412 0.57 1.82E-16 2.35E-14
ENSG00000145217 ENSG00000127415 0.56 3.17E-16 4.09E-14
ENSG00000198546 ENSG00000130640 0.56 3.85E-16 4.97E-14
ENSG00000102977 ENSG00000159753 0.56 5.17E-16 6.67E-14
ENSG00000005194 ENSG00000088682 0.56 9.84E-16 1.27E-13
ENSG00000165480 ENSG00000173141 0.56 1.31E-15 1.69E-13
ENSG00000153113 ENSG00000164307 0.53 4.69E-14 6.05E-12
ENSG00000108528 ENSG00000108523 0.53 7.05E-14 9.09E-12
ENSG00000125484 ENSG00000125485 0.52 7.67E-14 9.89E-12
ENSG00000033011 ENSG00000118894 0.52 9.87E-14 1.27E-11
ENSG00000129696 ENSG00000198042 0.52 1.39E-13 1.79E-11
ENSG00000204356 ENSG00000204351 0.52 1.65E-13 2.12E-11
ENSG00000107140 ENSG00000137101 0.52 1.70E-13 2.20E-11
ENSG00000165819 ENSG00000092203 0.50 9.68E-13 1.25E-10
ENSG00000066322 ENSG00000117399 0.50 1.30E-12 1.67E-10
ENSG00000119729 ENSG00000151665 0.49 7.05E-12 9.09E-10
ENSG00000137168 ENSG00000198663 0.48 1.95E-11 2.51E-09
ENSG00000133193 ENSG00000166685 0.47 4.96E-11 6.40E-09
ENSG00000162384 ENSG00000157184 0.47 6.09E-11 7.86E-09
ENSG00000212643 ENSG00000129625 0.46 1.03E-10 1.32E-08
ENSG00000180879 ENSG00000067829 0.46 1.06E-10 1.37E-08
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