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13 Pax6 LE9 Mmus
29 Ins2 C2 Rnov

12 Pax6 Intron7 Mmus
27 OIfm3 Mmus

25 Mmp9 Mmus

26 Maf 3 Mmus

1 Geg G3 Rnov

3 Maf2 Mmus

23 Neurog2 E1.1 Mmus
4 Neurog2 E3.2 Mmus
8 CRYZ Ggal

21 Maf1 Mmus

2 L1cam Mmus

18 Hesx1 Mmus

14 Cryge Mmus

6 Gcg G1 Rnov
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