YPS128 DBVPG6044
Mat a, hoA, ura3A, LYS2 Mat o, hoA, ura3A, lys2::URA3

. . URA3
Haploid parental strains L2 ——
¢ Cross in complete media
LYs2
LYS2 ‘
—S —_ <
Mix of Fn Hybrids and s
haploid parents Lys2
URA3
—
URA3
¢ Selection in
minimal media
Lys2 Ly
Fn Hybrids —— BT S
URA3 —— —
URA3 URA3

<«

Mass sporulation
on KAc plates

Lys2
Mix of sporulated cells — g Fu_rther rounds
and Fn hybrids URA3 i of intercross

Kill unsporulated cells
(ether treatment) and
digest ascus wall

(zymolase)
Sporulated cells
Plating in
¢ complete media
Fn+1 haploid
recombinant URAS e
segreants —
LYS2
I
LYS2
I
High density plating
: and random mating

\ 4

URA3

Lane i URA3
. (B = =)
Large pool of haploid LYS2 or
or diploid heteozygqus Lys? Lvsz
seg!'egants with fine — ;
mosaic chromosomes URA3 URA3

Supplementary Figure 1



WA Allele freq.

1.0

08 £ |
0.6 p
| | ) 4 I
0.4 1Y . ( _ : ‘ , . I\ # A
0.2 r (I | 49
0ol [ |
Vi Vil Vi IX X Xi Xl Xl XV XV XVI

Supplementary Figure 2

[== Mock = Heat =— Paraquat |




Relative abundance

HKR1
1.0 -
09 L
Q<
2
T 0.8 |
©
L 07 ¢
(]
c
g o6}
Y
o
05 |
04 L L L L I

20 -10 0 10 20
Distance from QTL (kb)

Supplementary Figure 3

Relative abundance

of beneficial allele

1.0

0.9

0.8

0.7

0.6

0.5

0.4

IRA1

—F1
— F6
— F12
—— F18

20 -10 0 10 20
Distance from QTL (kb)



D_H_m_mvﬁ
|VE§

osas
|v_“_wmﬁ
Sw_h__hmw—
-
KQ“__mmur
D______vwmﬂ
LA_.TmNF

A“ ZETL

DBVPG 6044

9.306x104

YPS128

S. paradoxus

S288c¢

Supplementary Figure 4



Log, doubling time (hrs)

Parental strains IRA1 IRA2
~ 40°C = ~ o
g 32 41°C 8 32 40°C g2 40°C
< 45C Ny > 41°C = 41°C
Z £ 2
§ os . § o8 nsc 508 415
S 40°C 5 <
5 02 4“C 4 o2 4°c T 02 42c
2 415°C g 2
£ 42°C o &
0.05 0.05 0.05
0 20 40 60 80 0 20 40 60 80 0 20 40 60 80
Time (hrs) Time (hrs) Time (hrs)
b Rate Efficiency
40°C 40°C 40°C 40°C
15 9 2
5 1.25 2 15
A 1
0
3 14 1 1
2
2 0.75 -3 0.5
1 -4
0 05 - 5 0
41°C 41°C 41°C 41°C
2 .
5 175 - 2 05 4
4 1
3 15 0 o
-1
—_~
2 125 - o o5 4
7 e .
= 0 1 ~ 1
< [0}
° 2
£ 41.5°C . 41.5°C Fd 41.5°C 05 41.5°C
o s S
£ ] P .
'g 3 25 2 _2 -15 7
(@] N % 2
© 2.25 -3 2
o 0 2 4 (@] -5 2.5 =
| —
42°C 42°C 42°C 42°C
35 9 -2
s 325 - 2 25 -
4 1
0
3 34 N 3
2 -2
i 2.75 4 3 35 -
-4
0 Q N 25 4 -5 Q by 4
F & XS I T IR F & o XL LE S RIS
F PV RN WO N N0 N LN N NEESERN S
&P R LR XX & O XX SRR X
© 0@ KL K X X L O FLLL LSS X X &
T e LLE L LEELEL Ve L LKL L ELEEL
C
Caffeine Paraquat Ethanol DTT Tunicamycin

3.5 3.5
3 3
25 25
2 2
1.5 1.5
1 1
0.5 0.5
0 0

WA 101 102 103 104

Supplementary Figure 5

WA 101 102 103 104

35 35 .
3 3 3
25 25 25
2 2 2
5 15 15
! 1 1
0.5 05 05
0 0 0

WA 101 102 103 104

WA 101 102 103 104

3.5

WA 101 102 103 104

Legend:

YCC22F F1 hybrid
YCC23F F1 hybrid
YPS128 NA parent
DBVPG6044 WA parent

Reciprocal hemizygous:
YFCRH101 IRA1 na/WA
YFCRH102 IRA1 NA/wa
YFCRH103 IRA2 na/WA
YFCRH104 IRA2 NA/wa




1.8 =

=

o 16 1

=

[@)]

£ 14 -

e}

=)

@]

[m)

i . l
[@)]

: -

—

1 T T 7
117 IRA1/2  1181RA1/2  1191RA1/2 120 IRA1/2
WA/W A WA/NA NA/NA NA/W A

g 0.5 =
©
Q 04 -

(0]
©

o 03 -
£ '

()]
£ 0.2 -
O

)

o
(@] 0.1 -
g .

(@]

S Il
- 0 1 : . ;

117 1IRA1/2 118 1RA1/2 120 IRA1/2  Multiplicative
WA/W A WA/NA NA/WA  expectation

Supplementary Figure 6



Density

Density

Density

Density

15

10

12

10

AF differences

I T T T 1
-0.4 -0.2 0.0 0.2 0.4

Mock T2 - TO

AF differences

Heat T1 — Mock T2

AF differences

A

-04 -0.2 0.0 0.2 0.4

Heat T2 - Heat T1

AF differences

A

-0.4 -0.2 0.0 0.2 0.4

Heat T3 - Heat T2

Supplementary Figure 7

Mock T2

Heat T1

Heat T2

Heat T3

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

0.0

0.2

0.4

TO

0.0

0.2

0.4

Mock T2

0.6

0.8

Heat T1

0.6

0.2

T
04

Heat T2

T
0.6

Density

Density

Density

Density

0.3

0.2

0.0

0.05 0.10 0.15 0.20 0.25

0.00

0.05 0.10 0.15 0.20 0.25

030 035 0.00

000 005 010 015 020 025

AF differences in SDs

r T T T T T 1
-30 -20 -10 0 10 20 30

( Mock T2 - T0 )/(SD( T0 ) + SD( Mock T2 ))

AF differences in SDs

r T T T T T 1
-30 -20 -10 0 10 20 30

( Heat T1 — Mock T2 )/(SD( Mock T2 ) + SD( Heat T1))

AF differences in SDs

T T T T T T 1
-30 -20 -10 0 10 20 30

(Heat T2 - Heat T1 )/(SD( Heat T1 ) + SD( Heat T2 ))

AF differences in SDs

I T T T T T 1
-30 -20 -10 0 10 20 30

(Heat T3 - Heat T2 )/(SD( Heat T2 ) + SD( Heat T3 ))



1.0 T T T - T |
e e R1T3.5 (96 segregants) °
e o R2T2.5 (960 segregants) . 4
7
0.8f Ve
[}
fg o® ’
E’ 0.6} ¥ e
8 e 00
2 P ® °
2 0.4} s
(G] %
7 0
7
0.2} P s
[}
7
7
%0 o.'
7
B . . . .
0-3% 0.2 0.4 0.6 0.8

Inferred (sequencing T2 pool)

Supplementary Figure 8

1.0



Normal Q-Q Plot Control AF differences

° ° _
s | * |
o M
o _ , ‘
3V}
[Te)
o -
S
0
® w |
o -
c
&) >
2 3
T 9 S
5 S 3 o
£ -
[e}
o
3 ©
S 4
I
o o -
T T T T T I T T T 1
-4 -2 0 2 4 -0.10 —-0.05 0.00 0.05 0.10
Theoretical Quantiles F(TO) - F(T2)

Supplementary Figure 9



fg=0.99
wp=4.8 cM
fg=0.90
wp=6.6 cM
fg=0.80
wp=8.4 cM
fq=0.65
wp=12.8 cM

—
o

©
©

o
o)

o
\1

Inferred NA allele frequency
o
[e)]

o
U

80 cM 20 cM QTL 20 cM 80 cM
Genetic distance to QTL

Supplementary Figure 10



>
(6]
[
(0]
=}
(o
(0]
P
=
Q@
Q@
<
0.0
0 20 40 60 80 100 120 140 160
Generation
>
(8]
[
(0]
=}
o
(0]
S
E
Q@
@
<
0.2
0.0
0 20 40 60 80 100 120 140 160

Generation

Supplementary Figure 11



	Figure S1 copy
	Figure S2 copy
	Figure S3 copy
	Figure S4 copy
	Figure S5 copy
	Figure S6 copy
	Figure S7 copy
	Figure S8 copy
	Figure S9
	Figure S10 copy
	Figure S11 copy

