
CG1941_in5

chr2R 3598896-3599006 +

TCGTTAAAATGGCCATTAGGACAGGGTAGGTTGAAATCGGATACAACTAAAAGTTATTTTTAATTGTATCCGGTCTTCATTTTAGGTCTTCGATTGTTCCCACGTTTTCC
..........................((((.(((((((((((((((.(((((.....))))).))))))))))).)))).))))..........................
Plus strand

                                                                                                              Size Blast Total
Norm

# of
libraries

..............................................................ATTGTATCCGGTCTTCATTTTAG......................... 23 1 16.00 11

..............................................................ATTGTATCCGGTCTTCATTT............................ 20 1 6.00 3

..............................................................ATTGTATCCGGTCTTCATTTT........................... 21 1 5.00 4

.........................GTAGGTTGAAATCGGATACAACTA............................................................. 24 1 4.00 4

...........................................................TTAATTGTATCCGGTCTTCAT.............................. 21 1 2.00 1

.........................GTAGGTTGAAATCGGATACAACT.............................................................. 23 1 2.00 2

...........................AGGTTGAAATCGGATACAACT.............................................................. 21 1 1.00 1

..............................................................ATTGTATCCGGTCTTCATTTTA.......................... 22 1 1.00 1

..........................TAGGTTGAAATCGGATACAACT.............................................................. 22 1 1.00 1

...............................................................TTGTATCCGGTCTTCATTTTAG......................... 22 1 1.00 1

............................GGTTGAAATCGGATACAACTA............................................................. 21 1 1.00 1

...................................................................ATCCGGTCTTCATTTTAGG........................ 19 1 1.00 1



CG15539_in3

chr3R 26332525-26332634 +

TTCGTCGAGATTCAAGATGAACTTGGTAGGATTTTAAGCATTAAGCATGTATATAGTTTTTGCTGTGCTCATAAAGTTCTATAGGTTCTCGATACTTGGCCATGAGTGA
.........................((((((((((((((((..((((...((...))...)))))))))..)))))))))))...........................
Plus strand

                                                                                                             Size Blast Total
Norm

# of
libraries

..............................................................CTGTGCTCATAAAGTTCTATAG......................... 22 1 3.00 3

.........................GTAGGATTTTAAGCATTAAGCA.............................................................. 22 1 1.00 1

.....................................................TAGTTTTTGCTGTGCTCATAAAGT................................ 24 1 1.00 1

...............................................................TGTGCTCATAAAGTTCTATAG......................... 21 1 1.00 1



Cyp4aa1_in3

chr2R 11833366-11833476 +

AACTGTGTACTGGACATACTAAATGGTGAGTCTCTAGGGGATTAGCAAGCTATAATTTCTCACTTAATCCCTGAACGACTTGCAGAGGCCGTTTTGGGTGTGCCGATCAA
.........................(((((((....(((((((((..................)))))))))....)))))))...........................
Plus strand

                                                                                                              Size Blast Total
Norm

# of
libraries

.........................GTGAGTCTCTAGGGGATTAGC................................................................ 21 1 282.00 27

................................................................TAATCCCTGAACGACTTGCAG......................... 21 1 201.00 54

................................................................TAATCCCTGAACGACTTGCAGA........................ 22 1 36.00 21

................................................................TAATCCCTGAACGACTTGCA.......................... 20 1 30.00 15

.........................GTGAGTCTCTAGGGGATTA.................................................................. 19 1 23.00 11

.........................GTGAGTCTCTAGGGGATTAG................................................................. 20 1 22.00 12

.........................GTGAGTCTCTAGGGGATT................................................................... 18 1 9.00 4

.........................GTGAGTCTCTAGGGGATTAGCA............................................................... 22 1 8.00 5

.................................................................AATCCCTGAACGACTTGCAGA........................ 21 1 6.00 5

.................................................................AATCCCTGAACGACTTGCAG......................... 20 1 5.00 5

................................................................TAATCCCTGAACGACTTGC........................... 19 1 2.00 2

.............................................................ACTTAATCCCTGAACGACTTG............................ 21 1 2.00 1

..................................................................ATCCCTGAACGACTTGCAG......................... 19 1 2.00 2

.........................GTGAGTCTCTAGGGGATTAGCAA.............................................................. 23 1 2.00 2

..............................................................CTTAATCCCTGAACGACTTG............................ 20 1 1.00 1

............................................GCAAGCTATAATTTCTCACTTAATCCC....................................... 27 1 1.00 1

...........................GAGTCTCTAGGGGATTAGC................................................................ 19 1 1.00 1

................................................................TAATCCCTGAACGACTTGCAGAG....................... 23 1 1.00 1

.............................GTCTCTAGGGGATTAGCA............................................................... 18 1 1.00 1

...........................GAGTCTCTAGGGGATTAGCAAGCT........................................................... 24 1 1.00 1

........................................................TTCTCACTTAATCCCTGAACGACTTGC........................... 27 1 1.00 1

...............................................................TTAATCCCTGAACGACTTGCA.......................... 21 1 1.00 1

..........................................................CTCACTTAATCCCTGAACGA................................ 20 1 1.00 1

............................AGTCTCTAGGGGATTAGC................................................................ 18 1 1.00 1

.............................GTCTCTAGGGGATTAGCAAG............................................................. 20 1 1.00 1



tex_in1

chr3R 4134127-4134232 -

CGAGCAGCGGTCGCACATGTCTAAGGTGAGCACGATGGCCACATTTATTGGGCAACCAATGAATTCCCGCCTGCCCACAGGTTCACTCGGTCTGCTGGAATGCCG
.........................(((.(((....(((...(((((((((....)))))))))....)))))).)))...........................
Plus strand

                                                                                                         Size Blast Total
Norm

# of
libraries

.........................GTGAGCACGATGGCCACATTTATT........................................................ 24 1 42.00 17

...........................................................TGAATTCCCGCCTGCCCACAG......................... 21 1 12.00 9

...........................................................TGAATTCCCGCCTGCCCACA.......................... 20 1 7.00 5

.........................GTGAGCACGATGGCCACA.............................................................. 18 1 4.00 4

.........................GTGAGCACGATGGCCACATTTATTGGG..................................................... 27 1 4.00 3

.........................GTGAGCACGATGGCCACATTTAT......................................................... 23 1 3.00 2

..........................TGAGCACGATGGCCACATTTATTGGG..................................................... 26 1 2.00 2

.....................................................................................CTCGGTCTGCTGGAATGCC. 19 1 2.00 1

...........................................................TGAATTCCCGCCTGCCCAC........................... 19 1 2.00 2

.........................GTGAGCACGATGGCCACATTTA.......................................................... 22 1 2.00 2

.......................................................CCAATGAATTCCCGCCTGCCC............................. 21 1 1.00 1

..........................TGAGCACGATGGCCACAT............................................................. 18 1 1.00 1

.........................GTGAGCACGATGGCCACATTTATTGG...................................................... 26 1 1.00 1

...................................................................................CACTCGGTCTGCTGGAATGCC. 21 1 1.00 1

.........................GTGAGCACGATGGCCACATTTATTG....................................................... 25 1 1.00 1

..............................................................ATTCCCGCCTGCCCACAG......................... 18 1 1.00 1



yl_in5

chrX 14093552-14093679 +

ATTGCTTCTCGAGAGCCCCAGCAGAGTGAGTAGCGATGGGGGTCAGATGGCCGTGGAAGATATGTGACGATTGCCCCCTTACTACTATCGTCTGCTCAACAGGAAAGCAAACTACATGCGCTGGACG
..........................(((((((((((((.(((.((..(((..((............))...)))..)).))).)))))).))))))).............................
Plus strand

                                                                                                                               Size Blast Total
Norm

# of
libraries

...............................................................................TACTACTATCGTCTGCTCAACA.......................... 22 1 48.00 23

.........................GTGAGTAGCGATGGGGGTCAGATGG............................................................................. 25 1 47.00 10

.........................GTGAGTAGCGATGGGGGTCAGATG.............................................................................. 24 1 39.00 15

..............................................................................TTACTACTATCGTCTGCTCAAC........................... 22 1 39.00 17

...............................................................................TACTACTATCGTCTGCTCAAC........................... 21 1 23.00 13

..............................................................................TTACTACTATCGTCTGCTCAA............................ 21 1 19.00 4

..............................................................................TTACTACTATCGTCTGCTCAACA.......................... 23 1 19.00 13

.........................GTGAGTAGCGATGGGGGTCAG................................................................................. 21 1 18.00 9

.........................GTGAGTAGCGATGGGGGTCA.................................................................................. 20 1 15.00 5

.........................GTGAGTAGCGATGGGGGTCAGA................................................................................ 22 1 12.00 7

.........................GTGAGTAGCGATGGGGGTCAGATGGC............................................................................ 26 1 10.00 7

...............................................................................TACTACTATCGTCTGCTCAACAG......................... 23 1 9.00 7

.........................GTGAGTAGCGATGGGGGTC................................................................................... 19 1 6.00 5

.........................GTGAGTAGCGATGGGGGTCAGAT............................................................................... 23 1 6.00 4

................................................................................ACTACTATCGTCTGCTCAAC........................... 20 1 5.00 3

.........................GTGAGTAGCGATGGGGGT.................................................................................... 18 1 5.00 4

..............................................................................TTACTACTATCGTCTGCTCAACAG......................... 24 1 4.00 4

...................................................CGTGGAAGATATGTGACGATTGC..................................................... 23 1 4.00 3

...................................................CGTGGAAGATATGTGACGATTGCCC................................................... 25 1 4.00 4

...............................................TGGCCGTGGAAGATATGTGACGAT........................................................ 24 1 4.00 2

..................................................................................TACTATCGTCTGCTCAACAG......................... 20 1 3.00 2

........................................................................................................AAGCAAACTACATGCGCTGG... 20 1 3.00 1

.....................................................................ATTGCCCCCTTACTACTATCGT.................................... 22 1 3.00 2

.........................GTGAGTAGCGATGGGGGTCAGATGGCC........................................................................... 27 1 3.00 2

...............................................................................TACTACTATCGTCTGCTCAA............................ 20 1 3.00 3

..............................TAGCGATGGGGGTCAGAT............................................................................... 18 1 3.00 1

....................................................GTGGAAGATATGTGACGATTGCCCCC................................................. 26 1 3.00 3

........TCGAGAGCCCCAGCAGAGTGAGTAGC............................................................................................. 26 1 2.00 1

.................................CGATGGGGGTCAGATGGCCGTG........................................................................ 22 1 2.00 1

..............................TAGCGATGGGGGTCAGATGGCC........................................................................... 22 1 2.00 1

.......................................................GAAGATATGTGACGATTGCCCCCTTA.............................................. 26 1 2.00 2

.................................CGATGGGGGTCAGATGGCCGTGGA...................................................................... 24 1 2.00 1

....................................TGGGGGTCAGATGGCCGTGGAAGATA................................................................. 26 1 2.00 1

.................................................GCCGTGGAAGATATGTGACGATTGCC.................................................... 26 1 2.00 2

............................................AGATGGCCGTGGAAGATAT................................................................ 19 1 2.00 1

yl_in5

chrX 14093552-14093679 +

ATTGCTTCTCGAGAGCCCCAGCAGAGTGAGTAGCGATGGGGGTCAGATGGCCGTGGAAGATATGTGACGATTGCCCCCTTACTACTATCGTCTGCTCAACAGGAAAGCAAACTACATGCGCTGGACG
..........................(((((((((((((.(((.((..(((..((............))...)))..)).))).)))))).))))))).............................
Plus strand

                                                                                                                               Size Blast Total
Norm

# of
libraries

...............................................................................TACTACTATCGTCTGCTCAACA.......................... 22 1 48.00 23

.........................GTGAGTAGCGATGGGGGTCAGATGG............................................................................. 25 1 47.00 10

.........................GTGAGTAGCGATGGGGGTCAGATG.............................................................................. 24 1 39.00 15

..............................................................................TTACTACTATCGTCTGCTCAAC........................... 22 1 39.00 17

...............................................................................TACTACTATCGTCTGCTCAAC........................... 21 1 23.00 13

..............................................................................TTACTACTATCGTCTGCTCAA............................ 21 1 19.00 4

..............................................................................TTACTACTATCGTCTGCTCAACA.......................... 23 1 19.00 13

.........................GTGAGTAGCGATGGGGGTCAG................................................................................. 21 1 18.00 9

.........................GTGAGTAGCGATGGGGGTCA.................................................................................. 20 1 15.00 5

.........................GTGAGTAGCGATGGGGGTCAGA................................................................................ 22 1 12.00 7

.........................GTGAGTAGCGATGGGGGTCAGATGGC............................................................................ 26 1 10.00 7

...............................................................................TACTACTATCGTCTGCTCAACAG......................... 23 1 9.00 7

.........................GTGAGTAGCGATGGGGGTC................................................................................... 19 1 6.00 5

.........................GTGAGTAGCGATGGGGGTCAGAT............................................................................... 23 1 6.00 4

................................................................................ACTACTATCGTCTGCTCAAC........................... 20 1 5.00 3

.........................GTGAGTAGCGATGGGGGT.................................................................................... 18 1 5.00 4

..............................................................................TTACTACTATCGTCTGCTCAACAG......................... 24 1 4.00 4

...................................................CGTGGAAGATATGTGACGATTGC..................................................... 23 1 4.00 3

...................................................CGTGGAAGATATGTGACGATTGCCC................................................... 25 1 4.00 4

...............................................TGGCCGTGGAAGATATGTGACGAT........................................................ 24 1 4.00 2

..................................................................................TACTATCGTCTGCTCAACAG......................... 20 1 3.00 2

........................................................................................................AAGCAAACTACATGCGCTGG... 20 1 3.00 1

.....................................................................ATTGCCCCCTTACTACTATCGT.................................... 22 1 3.00 2

.........................GTGAGTAGCGATGGGGGTCAGATGGCC........................................................................... 27 1 3.00 2

...............................................................................TACTACTATCGTCTGCTCAA............................ 20 1 3.00 3

..............................TAGCGATGGGGGTCAGAT............................................................................... 18 1 3.00 1

....................................................GTGGAAGATATGTGACGATTGCCCCC................................................. 26 1 3.00 3

........TCGAGAGCCCCAGCAGAGTGAGTAGC............................................................................................. 26 1 2.00 1

.................................CGATGGGGGTCAGATGGCCGTG........................................................................ 22 1 2.00 1

..............................TAGCGATGGGGGTCAGATGGCC........................................................................... 22 1 2.00 1

.......................................................GAAGATATGTGACGATTGCCCCCTTA.............................................. 26 1 2.00 2

.................................CGATGGGGGTCAGATGGCCGTGGA...................................................................... 24 1 2.00 1

....................................TGGGGGTCAGATGGCCGTGGAAGATA................................................................. 26 1 2.00 1

.................................................GCCGTGGAAGATATGTGACGATTGCC.................................................... 26 1 2.00 2

............................................AGATGGCCGTGGAAGATAT................................................................ 19 1 2.00 1                                                                                                                               Size Blast Total
Norm

# of
libraries

.TTGCTTCTCGAGAGCCCCAGCAGA...................................................................................................... 24 1 2.00 2

...................................................CGTGGAAGATATGTGACGATTGCC.................................................... 24 1 2.00 2

....................................................GTGGAAGATATGTGACGATTGC..................................................... 22 1 2.00 1

..............................................ATGGCCGTGGAAGATATGTGACGAT........................................................ 25 1 1.00 1

..................................................CCGTGGAAGATATGTGACGATTGCCC................................................... 26 1 1.00 1

.....................................................................ATTGCCCCCTTACTACTATCG..................................... 21 1 1.00 1

..................................................................................................ACAGGAAAGCAAACTACAT.......... 19 1 1.00 1

............................................AGATGGCCGTGGAAGATATG............................................................... 20 1 1.00 1

....................................TGGGGGTCAGATGGCCGTGGAAGA................................................................... 24 1 1.00 1

.......................GAGTGAGTAGCGATGGGG...................................................................................... 18 1 1.00 1

..........................................TCAGATGGCCGTGGAAGATATGTGA............................................................ 25 1 1.00 1

..................................GATGGGGGTCAGATGGCC........................................................................... 18 1 1.00 1

........................................................................GCCCCCTTACTACTATCGTCTGCTCA............................. 26 1 1.00 1

.................................................................................CTACTATCGTCTGCTCAAC........................... 19 1 1.00 1

......................................................................................................GAAAGCAAACTACATGCGCTGGA.. 23 1 1.00 1

...................................................CGTGGAAGATATGTGACGATTGCCCC.................................................. 26 1 1.00 1

.....TTCTCGAGAGCCCCAGCAGAGTGAGT................................................................................................ 26 1 1.00 1

..............................................................................TTACTACTATCGTCTGCTC.............................. 19 1 1.00 1

.......................................................GAAGATATGTGACGATTGCCCCCTT............................................... 25 1 1.00 1

....................................TGGGGGTCAGATGGCCGTGGAA..................................................................... 22 1 1.00 1

....................................................GTGGAAGATATGTGACGATTGCCCCCT................................................ 27 1 1.00 1

.....TTCTCGAGAGCCCCAGCAGAG..................................................................................................... 21 1 1.00 1

.......CTCGAGAGCCCCAGCAGA...................................................................................................... 18 1 1.00 1

............................................................TATGTGACGATTGCCCCCTTACTA........................................... 24 1 1.00 1

................................................................................ACTACTATCGTCTGCTCAACA.......................... 21 1 1.00 1

.........................GTGAGTAGCGATGGGGGTCAGATGGCCG.......................................................................... 28 1 1.00 1

...GCTTCTCGAGAGCCCCAGCA........................................................................................................ 20 1 1.00 1

...............................................................................TACTACTATCGTCTGCTCAACAGG........................ 24 1 1.00 1

..............GCCCCAGCAGAGTGAGTAGCGATGGG....................................................................................... 26 1 1.00 1

..................................GATGGGGGTCAGATGGCCGTGGAA..................................................................... 24 1 1.00 1

...........................................................................................................CAAACTACATGCGCTGGA.. 18 1 1.00 1

.................CCAGCAGAGTGAGTAGCGATG......................................................................................... 21 1 1.00 1

.................................................GCCGTGGAAGATATGTGACGATTGC..................................................... 25 1 1.00 1

..................................GATGGGGGTCAGATGGCCGTG........................................................................ 21 1 1.00 1

...............................................TGGCCGTGGAAGATATGTG............................................................. 19 1 1.00 1

.......................................................GAAGATATGTGACGATTGCC.................................................... 20 1 1.00 1

.........................................................................CCCCCTTACTACTATCGTCTGC................................ 22 1 1.00 1

.................................CGATGGGGGTCAGATGGC............................................................................ 18 1 1.00 1

.....................................................TGGAAGATATGTGACGATTGCCC................................................... 23 1 1.00 1

..............................................................................TTACTACTATCGTCTGCTCA............................. 20 1 1.00 1

.........................................GTCAGATGGCCGTGGAAGAT.................................................................. 20 1 1.00 1

...GCTTCTCGAGAGCCCCAGC......................................................................................................... 19 1 1.00 1

...................AGCAGAGTGAGTAGCGATG......................................................................................... 19 1 1.00 1

.....................................................................ATTGCCCCCTTACTACTATC...................................... 20 1 1.00 1

..........................................................GATATGTGACGATTGCCCCCTTAC............................................. 24 1 1.00 1

....................................................................................CTATCGTCTGCTCAACAG......................... 18 1 1.00 1

.............................................................................CTTACTACTATCGTCTGCTCAAC........................... 23 1 1.00 1

......................................................................................ATCGTCTGCTCAACAGGAAAGCAAA................ 25 1 1.00 1

....CTTCTCGAGAGCCCCAGCAG....................................................................................................... 20 1 1.00 1

.............................................................................CTTACTACTATCGTCTGCT............................... 19 1 1.00 1

..........................................................................CCCCTTACTACTATCGTCTGCTCAACA.......................... 27 1 1.00 1

..........................TGAGTAGCGATGGGGGTCAGATGG............................................................................. 24 1 1.00 1

.........................................................AGATATGTGACGATTGCCC................................................... 19 1 1.00 1

................................GCGATGGGGGTCAGATGGCCGTGGAAG.................................................................... 27 1 1.00 1

.......................................................................TGCCCCCTTACTACTATCGTCTGCTC.............................. 26 1 1.00 1



CG1718_in2

chrX 21169276-21169397 -

TTATCCCTGCACGTACATCACTAAGGTAAGTGACTATGCCGGGATTGTGGTTATTGAACTTAGCGTCTCCACTCACGGCATTTCATTCACTTGCAGTACATCACCGCCGAGAAGGAGAAAC
.........................((((((((..((((((.....((((.....((........)).))))...)))))).....))))))))...........................
Plus strand

                                                                                                                         Size Blast Total
Norm

# of
libraries

......................................................................ACTCACGGCATTTCATTCACTT............................. 22 1 954.00 67

......................................................................ACTCACGGCATTTCATTCACT.............................. 21 1 463.00 64

......................................................................ACTCACGGCATTTCATTCACTTGCAG......................... 26 1 434.00 67

......................................................................ACTCACGGCATTTCATTCACTTGCA.......................... 25 1 428.00 59

......................................................................ACTCACGGCATTTCATTCACTTGC........................... 24 1 276.00 48

......................................................................ACTCACGGCATTTCATTCACTTG............................ 23 1 258.00 39

......................................................................ACTCACGGCATTTCATTCACTTGCAGT........................ 27 1 115.00 44

.........................GTAAGTGACTATGCCGGGATTGTGG....................................................................... 25 1 53.00 28

.........................GTAAGTGACTATGCCGGGATTGTG........................................................................ 24 1 52.00 21

.........................GTAAGTGACTATGCCGGGATTG.......................................................................... 22 1 50.00 18

........................................................................TCACGGCATTTCATTCACTTGCA.......................... 23 1 43.00 24

........................................................................TCACGGCATTTCATTCACTTGCAGT........................ 25 1 41.00 28

........................................................................TCACGGCATTTCATTCACTTGCAG......................... 24 1 29.00 16

.........................GTAAGTGACTATGCCGGGATTGT......................................................................... 23 1 28.00 20

......................................................................ACTCACGGCATTTCATTCA................................ 19 1 28.00 14

.......................................................................CTCACGGCATTTCATTCACTTGCA.......................... 24 1 19.00 12

........................................................................TCACGGCATTTCATTCACTTGC........................... 22 1 14.00 9

.......................................................................CTCACGGCATTTCATTCACTTGCAGT........................ 26 1 14.00 12

..................................................TTATTGAACTTAGCGTCTCC................................................... 20 1 14.00 8

......................................................................ACTCACGGCATTTCATTCAC............................... 20 1 12.00 8

.......................................................................CTCACGGCATTTCATTCACTTGCAG......................... 25 1 12.00 11

.........................GTAAGTGACTATGCCGGGAT............................................................................ 20 1 10.00 5

........................................................................TCACGGCATTTCATTCACTT............................. 20 1 9.00 2

..........................TAAGTGACTATGCCGGGATTGT......................................................................... 22 1 8.00 6

......................................................................ACTCACGGCATTTCATTC................................. 18 1 8.00 2

.........................GTAAGTGACTATGCCGGGATT........................................................................... 21 1 8.00 8

......................................................................ACTCACGGCATTTCATTCACTTGCAGTA....................... 28 1 8.00 2

.........................GTAAGTGACTATGCCGGGA............................................................................. 19 1 8.00 8

.......................................................................CTCACGGCATTTCATTCACTTGC........................... 23 1 7.00 7

..........................TAAGTGACTATGCCGGGATTGTG........................................................................ 23 1 6.00 6

.......................................................................CTCACGGCATTTCATTCACTT............................. 21 1 5.00 3

CG1718_in2

chrX 21169276-21169397 -

TTATCCCTGCACGTACATCACTAAGGTAAGTGACTATGCCGGGATTGTGGTTATTGAACTTAGCGTCTCCACTCACGGCATTTCATTCACTTGCAGTACATCACCGCCGAGAAGGAGAAAC
.........................((((((((..((((((.....((((.....((........)).))))...)))))).....))))))))...........................
Plus strand

                                                                                                                         Size Blast Total
Norm

# of
libraries

......................................................................ACTCACGGCATTTCATTCACTT............................. 22 1 954.00 67

......................................................................ACTCACGGCATTTCATTCACT.............................. 21 1 463.00 64

......................................................................ACTCACGGCATTTCATTCACTTGCAG......................... 26 1 434.00 67

......................................................................ACTCACGGCATTTCATTCACTTGCA.......................... 25 1 428.00 59

......................................................................ACTCACGGCATTTCATTCACTTGC........................... 24 1 276.00 48

......................................................................ACTCACGGCATTTCATTCACTTG............................ 23 1 258.00 39

......................................................................ACTCACGGCATTTCATTCACTTGCAGT........................ 27 1 115.00 44

.........................GTAAGTGACTATGCCGGGATTGTGG....................................................................... 25 1 53.00 28

.........................GTAAGTGACTATGCCGGGATTGTG........................................................................ 24 1 52.00 21

.........................GTAAGTGACTATGCCGGGATTG.......................................................................... 22 1 50.00 18

........................................................................TCACGGCATTTCATTCACTTGCA.......................... 23 1 43.00 24

........................................................................TCACGGCATTTCATTCACTTGCAGT........................ 25 1 41.00 28

........................................................................TCACGGCATTTCATTCACTTGCAG......................... 24 1 29.00 16

.........................GTAAGTGACTATGCCGGGATTGT......................................................................... 23 1 28.00 20

......................................................................ACTCACGGCATTTCATTCA................................ 19 1 28.00 14

.......................................................................CTCACGGCATTTCATTCACTTGCA.......................... 24 1 19.00 12

........................................................................TCACGGCATTTCATTCACTTGC........................... 22 1 14.00 9

.......................................................................CTCACGGCATTTCATTCACTTGCAGT........................ 26 1 14.00 12

..................................................TTATTGAACTTAGCGTCTCC................................................... 20 1 14.00 8

......................................................................ACTCACGGCATTTCATTCAC............................... 20 1 12.00 8

.......................................................................CTCACGGCATTTCATTCACTTGCAG......................... 25 1 12.00 11

.........................GTAAGTGACTATGCCGGGAT............................................................................ 20 1 10.00 5

........................................................................TCACGGCATTTCATTCACTT............................. 20 1 9.00 2

..........................TAAGTGACTATGCCGGGATTGT......................................................................... 22 1 8.00 6

......................................................................ACTCACGGCATTTCATTC................................. 18 1 8.00 2

.........................GTAAGTGACTATGCCGGGATT........................................................................... 21 1 8.00 8

......................................................................ACTCACGGCATTTCATTCACTTGCAGTA....................... 28 1 8.00 2

.........................GTAAGTGACTATGCCGGGA............................................................................. 19 1 8.00 8

.......................................................................CTCACGGCATTTCATTCACTTGC........................... 23 1 7.00 7

..........................TAAGTGACTATGCCGGGATTGTG........................................................................ 23 1 6.00 6

.......................................................................CTCACGGCATTTCATTCACTT............................. 21 1 5.00 3

CG1718_in2

chrX 21169276-21169397 -

TTATCCCTGCACGTACATCACTAAGGTAAGTGACTATGCCGGGATTGTGGTTATTGAACTTAGCGTCTCCACTCACGGCATTTCATTCACTTGCAGTACATCACCGCCGAGAAGGAGAAAC
.........................((((((((..((((((.....((((.....((........)).))))...)))))).....))))))))...........................
Plus strand

                                                                                                                         Size Blast Total
Norm

# of
libraries

......................................................................ACTCACGGCATTTCATTCACTT............................. 22 1 954.00 67

......................................................................ACTCACGGCATTTCATTCACT.............................. 21 1 463.00 64

......................................................................ACTCACGGCATTTCATTCACTTGCAG......................... 26 1 434.00 67

......................................................................ACTCACGGCATTTCATTCACTTGCA.......................... 25 1 428.00 59

......................................................................ACTCACGGCATTTCATTCACTTGC........................... 24 1 276.00 48

......................................................................ACTCACGGCATTTCATTCACTTG............................ 23 1 258.00 39

......................................................................ACTCACGGCATTTCATTCACTTGCAGT........................ 27 1 115.00 44

.........................GTAAGTGACTATGCCGGGATTGTGG....................................................................... 25 1 53.00 28

.........................GTAAGTGACTATGCCGGGATTGTG........................................................................ 24 1 52.00 21

.........................GTAAGTGACTATGCCGGGATTG.......................................................................... 22 1 50.00 18

........................................................................TCACGGCATTTCATTCACTTGCA.......................... 23 1 43.00 24

........................................................................TCACGGCATTTCATTCACTTGCAGT........................ 25 1 41.00 28

........................................................................TCACGGCATTTCATTCACTTGCAG......................... 24 1 29.00 16

.........................GTAAGTGACTATGCCGGGATTGT......................................................................... 23 1 28.00 20

......................................................................ACTCACGGCATTTCATTCA................................ 19 1 28.00 14

.......................................................................CTCACGGCATTTCATTCACTTGCA.......................... 24 1 19.00 12

........................................................................TCACGGCATTTCATTCACTTGC........................... 22 1 14.00 9

.......................................................................CTCACGGCATTTCATTCACTTGCAGT........................ 26 1 14.00 12

..................................................TTATTGAACTTAGCGTCTCC................................................... 20 1 14.00 8

......................................................................ACTCACGGCATTTCATTCAC............................... 20 1 12.00 8

.......................................................................CTCACGGCATTTCATTCACTTGCAG......................... 25 1 12.00 11

.........................GTAAGTGACTATGCCGGGAT............................................................................ 20 1 10.00 5

........................................................................TCACGGCATTTCATTCACTT............................. 20 1 9.00 2

..........................TAAGTGACTATGCCGGGATTGT......................................................................... 22 1 8.00 6

......................................................................ACTCACGGCATTTCATTC................................. 18 1 8.00 2

.........................GTAAGTGACTATGCCGGGATT........................................................................... 21 1 8.00 8

......................................................................ACTCACGGCATTTCATTCACTTGCAGTA....................... 28 1 8.00 2

.........................GTAAGTGACTATGCCGGGA............................................................................. 19 1 8.00 8

.......................................................................CTCACGGCATTTCATTCACTTGC........................... 23 1 7.00 7

..........................TAAGTGACTATGCCGGGATTGTG........................................................................ 23 1 6.00 6

.......................................................................CTCACGGCATTTCATTCACTT............................. 21 1 5.00 3

.......................................................................CTCACGGCATTTCATTCACTTG............................ 22 1 4.00 3

.........................GTAAGTGACTATGCCGGGATTGTGGT...................................................................... 26 1 4.00 3

..........................TAAGTGACTATGCCGGGATTG.......................................................................... 21 1 3.00 3                                                                                                                         Size Blast Total
Norm

# of
libraries

..........................TAAGTGACTATGCCGGGATTGTGG....................................................................... 24 1 3.00 3

..............................................................................CATTTCATTCACTTGCAGT........................ 19 1 3.00 2

........................................................................TCACGGCATTTCATTCACTTG............................ 21 1 3.00 3

...................................................TATTGAACTTAGCGTCTCCACTCACGG........................................... 27 1 2.00 2

.........................................................................CACGGCATTTCATTCACTTGCAGT........................ 24 1 2.00 2

.........................GTAAGTGACTATGCCGGG.............................................................................. 18 1 2.00 2

.......................................................................CTCACGGCATTTCATTCACT.............................. 20 1 2.00 2

............................................................TAGCGTCTCCACTCACGGCATTTCAT................................... 26 1 2.00 1

.............................GTGACTATGCCGGGATTGTG........................................................................ 20 1 2.00 2

...................................................TATTGAACTTAGCGTCTCCACTCAC............................................. 25 1 2.00 2

..........................................................................ACGGCATTTCATTCACTT............................. 18 1 1.00 1

...............................GACTATGCCGGGATTGTGGTT..................................................................... 21 1 1.00 1

.......................................................GAACTTAGCGTCTCCACTCACGGCATT....................................... 27 1 1.00 1

...............................GACTATGCCGGGATTGTG........................................................................ 18 1 1.00 1

...................................................TATTGAACTTAGCGTCTCCACTCACG............................................ 26 1 1.00 1

.....................................................................CACTCACGGCATTTCATTCACTTGCA.......................... 26 1 1.00 1

.................................................................TCTCCACTCACGGCATTTCATTCACTTGCA.......................... 30 1 1.00 1

...................................ATGCCGGGATTGTGGTTATTGAACT............................................................. 25 1 1.00 1

...............................................................................ATTTCATTCACTTGCAGT........................ 18 1 1.00 1

.....................................GCCGGGATTGTGGTTATTG................................................................. 19 1 1.00 1

...........................................................TTAGCGTCTCCACTCACGGC.......................................... 20 1 1.00 1

.............................GTGACTATGCCGGGATTGTGGTT..................................................................... 23 1 1.00 1

...............................................................CGTCTCCACTCACGGCATTTCATT.................................. 24 1 1.00 1

...................................................................TCCACTCACGGCATTTCATTCACTTGCAG......................... 29 1 1.00 1

.................................................................TCTCCACTCACGGCATTT...................................... 18 1 1.00 1

......................................................TGAACTTAGCGTCTCCACTCACGGC.......................................... 25 1 1.00 1

......................................................TGAACTTAGCGTCTCCACTCACGGCA......................................... 26 1 1.00 1

...................................................TATTGAACTTAGCGTCTCC................................................... 19 1 1.00 1

......CTGCACGTACATCACTAAG................................................................................................ 19 1 1.00 1

..............................TGACTATGCCGGGATTGTGGT...................................................................... 21 1 1.00 1

..................................................TTATTGAACTTAGCGTCTC.................................................... 19 1 1.00 1

...........................................................TTAGCGTCTCCACTCACGGCATTTCA.................................... 26 1 1.00 1

..........................................................CTTAGCGTCTCCACTCACGGCATTT...................................... 25 1 1.00 1

............................................................TAGCGTCTCCACTCACGGC.......................................... 19 1 1.00 1

.......................................................................CTCACGGCATTTCATTCACTTGCAGTA....................... 27 1 1.00 1

................................ACTATGCCGGGATTGTGGTTATT.................................................................. 23 1 1.00 1

............................................................TAGCGTCTCCACTCACGGCAT........................................ 21 1 1.00 1

.........................GTAAGTGACTATGCCGGGATTGTGGTT..................................................................... 27 1 1.00 1

............................................................TAGCGTCTCCACTCACGGCA......................................... 20 1 1.00 1

.........................................................................CACGGCATTTCATTCACTTGCA.......................... 22 1 1.00 1

..................................................................CTCCACTCACGGCATTTCATTCA................................ 23 1 1.00 1

..ATCCCTGCACGTACATCA..................................................................................................... 18 1 1.00 1

........................................................................TCACGGCATTTCATTCACTTGCAGTACATC................... 30 1 1.00 1

....................................................................CCACTCACGGCATTTCATTCACTTGCAGT........................ 29 1 1.00 1

.....................................................TTGAACTTAGCGTCTCCACTCACGGCA......................................... 27 1 1.00 1

...................................................TATTGAACTTAGCGTCTCCACTCA.............................................. 24 1 1.00 1

...................................................TATTGAACTTAGCGTCTCCACT................................................ 22 1 1.00 1

.........................................................................CACGGCATTTCATTCACTT............................. 19 1 1.00 1

......................................................................ACTCACGGCATTTCATTCACTTGCAGTACAT.................... 31 1 1.00 1

................................................................................................TACATCACCGCCGAGAAGGAGAA.. 23 1 1.00 1

.........................GTAAGTGACTATGCCGGGATTGTGGTTATT.................................................................. 30 1 1.00 1

....................................................ATTGAACTTAGCGTCTCC................................................... 18 1 1.00 1

...............................GACTATGCCGGGATTGTGGTTA.................................................................... 22 1 1.00 1

.....................................................................CACTCACGGCATTTCATTCAC............................... 21 1 1.00 1

........................................................................TCACGGCATTTCATTCACTTGCAGTAC...................... 27 1 1.00 1

..................................................TTATTGAACTTAGCGTCTCCAC................................................. 22 1 1.00 1

...................................................................TCCACTCACGGCATTTCATTCA................................ 22 1 1.00 1



CG32704_in1

chrX 9130467-9130576 -

GCTGGCTCGGAAGTACTCAAGATAAGTGGGTGTTCTTGGAAATTCGCCTCGATCGGTAGCTAAATTTCTGATTACTCCTAAAAGCCTTTTGGATTGAGCCTGTTCAACG
..........................((((.((..(((((((((.(((......))).....)))))))))..)).)))).............................
Plus strand

                                                                                                             Size Blast Total
Norm

# of
libraries

.............................................................AAATTTCTGATTACTCCTAAAA.......................... 22 1 9.00 5

.............................................................AAATTTCTGATTACTCCTAA............................ 20 1 7.00 3

.........................GTGGGTGTTCTTGGAAATTCGC.............................................................. 22 1 5.00 5

.............................................................AAATTTCTGATTACTCCTAAA........................... 21 1 4.00 3

.............................................................AAATTTCTGATTACTCCTAAAAG......................... 23 1 2.00 2

....................................................................................CCTTTTGGATTGAGCCTG....... 18 1 2.00 2

.........................GTGGGTGTTCTTGGAAATTCG............................................................... 21 1 1.00 1

.........................GTGGGTGTTCTTGGAAATTC................................................................ 20 1 1.00 1



RhoGAP1A_in3

chrX 29746-29914 +

AGGCCAAGAAGAAAATGCCACCCAGGTGAGAAAAAGTAGTAAATTAAGCATATCACGCAAGGACAAACATTAAGTTAAGGCCTAGTTCCTATTATACTAGGAATACTCAATCCTACTTATGCCTCTTATTCTTCTTTTCTCAGACCTCCGCCAAAGAATATTCGGCGA
..........................((((((((((.(((((.....(((((.......((((......((.(((.....((((((.........))))))...))).))))))...)))))...)))))))..))))))))..........................
Plus strand

                                                                                                                                                                        Size Blast Total
Norm

# of
libraries

.........................GTGAGAAAAAGTAGTAAATTAAGCA...................................................................................................................... 25 1 23.00 10

.........................GTGAGAAAAAGTAGTAAATTAAG........................................................................................................................ 23 1 10.00 6

.........................GTGAGAAAAAGTAGTAAATT........................................................................................................................... 20 1 4.00 4

.........................GTGAGAAAAAGTAGTAAATTAAGC....................................................................................................................... 24 1 3.00 3

.........................................................................................................................CCTCTTATTCTTCTTTTCTCAG......................... 22 1 2.00 2

..................................................TATCACGCAAGGACAAACATTAAGT............................................................................................. 25 1 2.00 1

..................................................................................................................ACTTATGCCTCTTATTCTTCTTTTCTCAG......................... 29 1 1.00 1

.........................GTGAGAAAAAGTAGTAAATTA.......................................................................................................................... 21 1 1.00 1

.........................GTGAGAAAAAGTAGTAAATTAA......................................................................................................................... 22 1 1.00 1

...............................................................................................................CCTACTTATGCCTCTTATTCTTCTTTTCTCAGACC...................... 35 1 1.00 1

.........................GTGAGAAAAAGTAGTAAATTAAGCATA.................................................................................................................... 27 1 1.00 1

........................................................................................................ACTCAATCCTACTTATGCCTCTT......................................... 23 1 1.00 1



CG31689_in4

chr2L 2737542-2737686 +

TGCTATTTTTAGACGAGCCCACAACGTGAGTGAGAGCGAGTTCCAATGTGGTCCTCGAAACCAGTTGTGCTTCGATCAGATTCCAAAATTGACACATTCCGACCTTGAATCACCCACAGCGGATTGGACAGCTCCTCCTCCTTC
.........................(((.((((...((((.((.((((((...........(((((.((..((.....))...)).))))).))))))..)).))))..)))).)))...........................
Plus strand

                                                                                                                                                Size Blast Total
Norm

# of
libraries

.........................GTGAGTGAGAGCGAGTTCCAATGTGG............................................................................................. 26 1 18.00 11

.........................GTGAGTGAGAGCGAGTTCCAATGTG.............................................................................................. 25 1 9.00 7

.........................GTGAGTGAGAGCGAGTTCCAATG................................................................................................ 23 1 8.00 6

................................................................................................TTCCGACCTTGAATCACCCACAG......................... 23 1 8.00 6

.........................GTGAGTGAGAGCGAGTTCCAATGTGGTC........................................................................................... 28 1 3.00 1

................................................................................................TTCCGACCTTGAATCACCCACA.......................... 22 1 3.00 3

.........................GTGAGTGAGAGCGAGTTCCAAT................................................................................................. 22 1 3.00 3

....................................................................................................GACCTTGAATCACCCACA.......................... 18 1 2.00 1

.........................GTGAGTGAGAGCGAGTTCCAA.................................................................................................. 21 1 2.00 2

...............................GAGAGCGAGTTCCAATGTGGTCCTCGAA..................................................................................... 28 1 2.00 1

.........................GTGAGTGAGAGCGAGTTCCAATGT............................................................................................... 24 1 2.00 2

....................................................CCTCGAAACCAGTTGTGCTTCGATCAGA................................................................ 28 1 2.00 1

.........................GTGAGTGAGAGCGAGTTCC.................................................................................................... 19 1 2.00 2

.....................................GAGTTCCAATGTGGTCCTCG....................................................................................... 20 1 1.00 1

.............................GTGAGAGCGAGTTCCAATGTG.............................................................................................. 21 1 1.00 1

.........................GTGAGTGAGAGCGAGTTC..................................................................................................... 18 1 1.00 1

.........................GTGAGTGAGAGCGAGTTCCAATGTGGT............................................................................................ 27 1 1.00 1

............................................................................CAGATTCCAAAATTGACACATTCCGAC......................................... 27 1 1.00 1

........................................................GAAACCAGTTGTGCTTCGATCAGAT............................................................... 25 1 1.00 1

...................................................TCCTCGAAACCAGTTGTGCTTCGATCA.................................................................. 27 1 1.00 1

.........................GTGAGTGAGAGCGAGTTCCA................................................................................................... 20 1 1.00 1

................................................................................................TTCCGACCTTGAATCACCCAC........................... 21 1 1.00 1

.......................................GTTCCAATGTGGTCCTCGA...................................................................................... 19 1 1.00 1

.........................................................AAACCAGTTGTGCTTCGATC................................................................... 20 1 1.00 1



CG17352_in5

chr3L 8347258-8347366 -

GTCTACAGCGTGTTCAACTACTTGAGTGAGTTCGATTGGAAAATTTAAATTTAATGTTTAATTAACCAATTCGAATTGCTTAGATTGCTATATTGGCTCGGAGTTTCT
..........................(((((((((((((.....((((((.....))))))....)))).))))...)))))..........................
Plus strand

                                                                                                            Size Blast Total
Norm

# of
libraries

............................................................ATTAACCAATTCGAATTGCTTAG......................... 23 1 153.00 58

............................................................ATTAACCAATTCGAATTGCTTA.......................... 22 1 76.00 33

............................................................ATTAACCAATTCGAATTGCTT........................... 21 1 76.00 36

.........................GTGAGTTCGATTGGAAAATTTAAATT......................................................... 26 1 27.00 12

.............................................................TTAACCAATTCGAATTGCTTAG......................... 22 1 19.00 10

.........................GTGAGTTCGATTGGAAAATTTAAA........................................................... 24 1 10.00 4

.........................GTGAGTTCGATTGGAAAATTTAAAT.......................................................... 25 1 10.00 4

............................................................ATTAACCAATTCGAATTGCT............................ 20 1 7.00 4

.........................GTGAGTTCGATTGGAAAA................................................................. 18 1 5.00 3

.........................GTGAGTTCGATTGGAAAATTTAA............................................................ 23 1 5.00 5

..........................TGAGTTCGATTGGAAAATTTAA............................................................ 22 1 4.00 3

.........................GTGAGTTCGATTGGAAAATTTA............................................................. 22 1 4.00 3

.........................GTGAGTTCGATTGGAAAATTT.............................................................. 21 1 3.00 3

.........................GTGAGTTCGATTGGAAAATT............................................................... 20 1 3.00 2

.............................................................TTAACCAATTCGAATTGCTTAGA........................ 23 1 3.00 3

...........................................................AATTAACCAATTCGAATTGCTT........................... 22 1 3.00 3

..........................TGAGTTCGATTGGAAAATTTA............................................................. 21 1 2.00 2

.........................GTGAGTTCGATTGGAAAAT................................................................ 19 1 2.00 2

.......GCGTGTTCAACTACTTGA................................................................................... 18 1 2.00 2

............................................................ATTAACCAATTCGAATTGC............................. 19 1 2.00 1

............................................................ATTAACCAATTCGAATTGCTTAGA........................ 24 1 2.00 2

..........................TGAGTTCGATTGGAAAATTT.............................................................. 20 1 2.00 2

........................................................TTTAATTAACCAATTCGAATTGCT............................ 24 1 2.00 2

.........................GTGAGTTCGATTGGAAAATTTAAATTT........................................................ 27 1 2.00 1

...........................................................AATTAACCAATTCGAATTGC............................. 20 1 1.00 1

...........................................TTTAAATTTAATGTTTAATTAAC.......................................... 23 1 1.00 1

...........................................TTTAAATTTAATGTTTAATT............................................. 20 1 1.00 1

.............................................................TTAACCAATTCGAATTGCTTA.......................... 21 1 1.00 1

........................................................TTTAATTAACCAATTCGAATTGCTT........................... 25 1 1.00 1

                                                                                                            Size Blast Total
Norm

# of
libraries

...................................................TAATGTTTAATTAACCAATTCG................................... 22 1 1.00 1

....................................................AATGTTTAATTAACCAATTCGA.................................. 22 1 1.00 1

.........................................................TTAATTAACCAATTCGAATTGCTTAG......................... 26 1 1.00 1

.............................................................TTAACCAATTCGAATTGCTT........................... 20 1 1.00 1

........................................................TTTAATTAACCAATTCGAATTGCTTA.......................... 26 1 1.00 1

...........................................................AATTAACCAATTCGAATTGCT............................ 21 1 1.00 1

...........................................................AATTAACCAATTCGAATTGCTTA.......................... 23 1 1.00 1



CG2976_in2

chr2L 4829954-4830064 -

GCCAGTGGGCCATTCGCAGCTTTAAGTGAGTAGTCGTATGTTTATTAAGATTTACTTTCTATAAATTAATGTCCACTACTTTTAGTCTCTATGACGATGAACTTAGCTTT
...........................((((((((((..((((((.(((.....)))...))))))..)))...))))))).............................
Plus strand

                                                                                                              Size Blast Total
Norm

# of
libraries

.........................GTGAGTAGTCGTATGTTTATTAA.............................................................. 23 1 26.00 8

.........................GTGAGTAGTCGTATGTTTATT................................................................ 21 1 10.00 8

.........................GTGAGTAGTCGTATGTTTATTA............................................................... 22 1 6.00 5

...............................................................AATTAATGTCCACTACTTTTAG......................... 22 1 4.00 3

.........................GTGAGTAGTCGTATGTTTATTAAGA............................................................ 25 1 3.00 3

...........................................................TATAAATTAATGTCCACTACTTTTAG......................... 26 1 1.00 1

.........................GTGAGTAGTCGTATGTTTAT................................................................. 20 1 1.00 1



ND23_in2

chr3R 11661983-11662101 -

GTGCATCTACTGCGGATTCTGTCAGGTGAGGAGGAGCAAAGTGGCGCCACAATTTACTAGAAACTAATTGCATCTTTTTGTCCCCCCGCGTAGGAAGCCTGTCCCGTGGACGCCATCG
.........................(((.((.((.((((((.((.((...((((...........)))))).)).)))))).))))))).............................
Plus strand

                                                                                                                      Size Blast Total
Norm

# of
libraries

.......................................................................ATCTTTTTGTCCCCCCGCGTAG......................... 22 1 38.00 14

.........................GTGAGGAGGAGCAAAGTGGCGC....................................................................... 22 1 13.00 5

...........................................................................................AGGAAGCCTGTCCCGTGGACG...... 21 1 9.00 1

.......................................................................ATCTTTTTGTCCCCCCGCGTA.......................... 21 1 7.00 4

.........................GTGAGGAGGAGCAAAGTGGCGCC...................................................................... 23 1 5.00 3

.............................................................................................GAAGCCTGTCCCGTGGACGCCA... 22 1 3.00 3

.........................GTGAGGAGGAGCAAAGTGGCGCCA..................................................................... 24 1 3.00 2

....ATCTACTGCGGATTCTGTCAG............................................................................................. 21 1 3.00 3

...........................................................................................AGGAAGCCTGTCCCGTGGACGCC.... 23 1 2.00 2

.......................................................................ATCTTTTTGTCCCCCCGCGT........................... 20 1 2.00 1

..............................................................................................AAGCCTGTCCCGTGGACGCCA... 21 1 2.00 1

...................................................................................................TGTCCCGTGGACGCCATC. 18 1 2.00 1

.........................GTGAGGAGGAGCAAAGTGGCGCCAC.................................................................... 25 1 1.00 1

.........................GTGAGGAGGAGCAAAGTGG.......................................................................... 19 1 1.00 1

...............................................................................................AGCCTGTCCCGTGGACGCCA... 20 1 1.00 1

..GCATCTACTGCGGATTCTGTCAGG............................................................................................ 24 1 1.00 1

..........................TGAGGAGGAGCAAAGTGGCG........................................................................ 20 1 1.00 1

............................................................................................GGAAGCCTGTCCCGTGGACGCCATC. 25 1 1.00 1

..........................TGAGGAGGAGCAAAGTGGCGCC...................................................................... 22 1 1.00 1

.........................GTGAGGAGGAGCAAAGTG........................................................................... 18 1 1.00 1

...........................................................................TTTTGTCCCCCCGCGTAG......................... 18 1 1.00 1

.TGCATCTACTGCGGATTC................................................................................................... 18 1 1.00 1

............................................................................................GGAAGCCTGTCCCGTGGACGCCA... 23 1 1.00 1

.............................................................................................GAAGCCTGTCCCGTGGACGCCATC. 24 1 1.00 1

..............................................................................................AAGCCTGTCCCGTGGACGCC.... 20 1 1.00 1

....................................................TTTACTAGAAACTAATTGCATCT........................................... 23 1 1.00 1
GTGCATCTACTGCGGATTCTGTCAGGTGAGGAG..................................................................................... 33 1 1.00 1
.........................GTGAGGAGGAGCAAAGTGGCGCCACA................................................................... 26 1 1.00 1
................................................................................................GCCTGTCCCGTGGACGCC.... 18 1 1.00 1
.........................GTGAGGAGGAGCAAAGTGGCG........................................................................ 21 1 1.00 1
.TGCATCTACTGCGGATTCTGTCAGG............................................................................................ 25 1 1.00 1                                                                                                                      Size Blast Total

Norm
# of
libraries

...............................................................................................AGCCTGTCCCGTGGACGCC.... 19 1 1.00 1

........ACTGCGGATTCTGTCAGG............................................................................................ 18 2 0.50 1



CG3225_in2

chr2L 4817790-4817906 -

TCATACTAGTGGGTGAAACAGGCAGGTTTGTATGGAATTCCATGAGCTTCAAAGTAATGCTTCTAACTCTGTGGTTTTTCATATTTCCCAGTGGCAAGAGCACCCAGGTGCCACAG
.............................((((((((..(((((((.((..((((...))))..))))).))))..))))))))................................
Plus strand

                                                                                                                    Size Blast Total
Norm

# of
libraries

.........................GTTTGTATGGAATTCCATGAG...................................................................... 21 1 535.00 74

.........................GTTTGTATGGAATTCCATGA....................................................................... 20 1 33.00 20

.........................GTTTGTATGGAATTCCATG........................................................................ 19 1 13.00 9

.........................GTTTGTATGGAATTCCATGAGCTTC.................................................................. 25 1 9.00 6

......................................................................GTGGTTTTTCATATTTCCCAG......................... 21 1 7.00 1

.........................GTTTGTATGGAATTCCATGAGCTTCA................................................................. 26 1 6.00 5

.........................GTTTGTATGGAATTCCATGAGCT.................................................................... 23 1 6.00 4

...........................TTGTATGGAATTCCATGAGCTT................................................................... 22 1 6.00 5

.........................GTTTGTATGGAATTCCATGAGC..................................................................... 22 1 4.00 4

...........................TTGTATGGAATTCCATGAGC..................................................................... 20 1 3.00 3

..........................TTTGTATGGAATTCCATGAGC..................................................................... 21 1 2.00 2

..................................................AAAGTAATGCTTCTAACTCTGT............................................ 22 1 2.00 1

..........................TTTGTATGGAATTCCATGAG...................................................................... 20 1 2.00 2

.........................................................................................AGTGGCAAGAGCACCCAGGTGCCACA. 26 1 1.00 1

...........................TTGTATGGAATTCCATGAG...................................................................... 19 1 1.00 1

..............................................CTTCAAAGTAATGCTTCTAACTCT.............................................. 24 1 1.00 1

....................................................................CTGTGGTTTTTCATATTTCCCA.......................... 22 1 1.00 1

.........................GTTTGTATGGAATTCCATGAGCTTCAAAG.............................................................. 29 1 1.00 1

............................TGTATGGAATTCCATGAGCTT................................................................... 21 1 1.00 1

..........................TTTGTATGGAATTCCATGAGCTTCAAAGT............................................................. 29 1 1.00 1

..................................................................CTCTGTGGTTTTTCATATTTCC............................ 22 1 1.00 1

..........................TTTGTATGGAATTCCATGAGCTTCAAAG.............................................................. 28 1 1.00 1

.................................................CAAAGTAATGCTTCTAACTCTGTGG.......................................... 25 1 1.00 1


