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dG = -21.3 seq.txt Position

Lerp_in6

chr3R 22687045

22687154 -

GTAARGCCACAAATCCARAAGARCGGTGGGTAGAACTTTGATTAATATTGCTT

AATATTAGTCAAAGATTTTCCCCATAGATTTATCAATTTCGGCAATGTACAR
[ R N )))111))) ) )

Plus strand

Total # of
Norm libraries

16207.00 169
14334.00 162
9972.00 164
1468.00 109
1453.00 131
1089.00 84
658.00 104
638.00 77
250.00 76
232.00 70
100.00 Sil
78.00 29
62.00 19
40.00 21
31.00 18
30.00 15
22.00 15
19.00 18
13.00
10.00
8.00
7.00
6.00
5.00
5.00
4.00
4.00
3.00
3.00
3.00
3.00
3.00
3.00
3.00
3.00
2.00
2.00
2.00
2.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

Size Blast

. TTAGTCARAGATTTTCCCCATAG. . .

®

H R R R RRR R R R B RRRRRRRRRRRRR BB B BB R RRRRRRRRB BB B2 82-2#-2B2 -2+ -2 2 2 2

H R R R R R R R R ENNNRENREN®EWOW W W RS DWW o ®

AGTCAARGATTTTCCCCAT. .




CG17274_in4
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3
dG = -20.3 seq.txt Position

CG17274_in4

chr3R 16679001-16679105 -

AACCATGGACATTCTGACCGTGCACGTGAGTTTTTGAGCCAGGAATATAGTTCTTATTATTGGTTCAAATCGCTCGCAGAATCCACCCTGGCAAATCCTTACCA

......................... N N S N S N A N N S D D D IO D B DR DB I I B I I I
Plus strand

Size Blast LGz

Norm

........................................................ TTATTGGTTCARATCGCTCGCAG. « « v v v v eveeenveenneennn. (23 1 122.00
........................................................ TTATTGGTTCARATCGCTCGCA . - v v v veveeeeneeneaneann.. 22 1 64.00
........................................................ TTATTGGTTCAAATCGCTCGC . « v v v vvveveveennneenneeann. (20 11 20.00
.......................................................... ATTGGTTCAAATCGCTCGCAG. « v v e vveenneennneanne.. 21 1 10.00
........................................................ TTATTGGTTCARATCGCTCG e v v v v eeeeeeeeenneennenann. 200 11 6.00
......................................................... TATTGGTTCARATCGCTCGCAG . -« v v v v eveneeneeneenean.. 22 |1 5.00
......................... GTGAGTTTTTGAGCCAGGAATA . . ¢ ¢« et e e et eaee e aeeeaeeeaeenaneeneeeneennneenn.. 22 1 4.00
.......................................................... ATTGGTTCAAATCGCTCGC . ¢« v v e veeeneennneanne.. 19 1 3.00
.......................................................... ATTGGTTCARATCGCTCGCAGA . « v v v veeeeenennnnnnn.. 22 1 3.00
..................................................... TTATTATTGGTTCARATCGCTCG . « v v v v v v eeeneeneennaneane.. 23 1 2.00
.......................................................... ATTGGTTCAAATCGCTCGCA . « v v evveveeennneennee.n.. 200 1 2.00
......................... GTGAGTTTTTGAGCCAGGAAT . « . ¢ e e e e e e aee e aaee e ateeaeeeaeenaeaaneeanieennneaaa.. 201 2.00
.......................................................... ATTGGTTCARATCGCTCG e v v v v veeeveeeennnennnnnnn.. 18 /1 2.00
............................................................. GGTTCAAATCGCTCGCAG. + « v v vvveeeneeneeneane... 18 11 1.00
......................................................... TATTGGTTCAAATCGCTCGCA . « vt v v veeneeenneennee... 21 1 1.00
........................................................ TTATTGGTTCARATCGCTCGCAGA . « e vv v v eveeeeeeennne.... 24 1 1.00
...................................................... TATTATTGGTTCABATCGCTC . v v v veveeeeeeennnennnnannn.. 21 1 1.00
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dG = -17.4 seq.txt Position

CG18004_in2

chr2R 6773012-6773119 +

GAAGAAGCTGAAGTTCCTCATCTATGTAARATATCTAAAGTTGAACTTGGCCAATGGCAAGTCACAGCTTTTTGTGTTTACAGGAGAACGAGTACTTCCAGGATCTAT

......................... COCCOCCCa COCOEE e (e )N =)D -2))))))))
Plus strand

. Total # of

Siezz | Bl Norm libraries
22 1 6579.00 154
21 1 5859.00 147
21 1 1262.00 111
20 1 958.00 72
18 1 126.00 38
20 1 99.00 36
19 1 63.00 28
20 1 50.00 29
21 1 49.00 19
18 1 37.00 28
22 1 37.00 19
19 1 35.00 27
20 1 32.00 14
23 1 24.00 22
24 1 19.00 2
25 1 16.00 9
19 1 8.00 6
19 1 5.00 3
18 1 3.00 3
26 1 3.00 3

19 1 3.00 2

22 1 3.00 2

23 1 2.00 2

25 1 2.00 1

22 1 1.00 1

25 1 1.00 1

29 1 1.00 1

24 1 1.00 1

18 1 1.00 1

23 1 1.00 1

21 1 1.00 1

23 1 1.00 1

22 1 1.00 1

28 1 1.00 1

20 1 1.00 1

27 1 1.00 1

34 1 1.00 1



. CG2196_in3
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dG = -17.5 seq.txt Position

€G2196_in3

chr3R 27579220-27579338 -

GTGCCCTCGCTGGCCTTTTCTCAAGGTATAATGGAAATAGATTTTAATCGCAGGCGCGTCAGTGGTTGAATTAAAATTCATTTTCATTTGCAGTTACTGGATACAACATTCATCTGAT

......................... COCCCCCOOOCE CeeeeCte e O C0Caea))) =) ) 20000000 ))))))))))))
Plus strand

Size Blast

R e O e e e e e e e R R e e e e R e R e e e e e R R R R i R

Total
Norm

1367.00
382.00
327.00
266.00
248.00
122.00
110.00
42.00
37.00
25.00
14.00
12.00
12.00
8.00
6.00
5.00
4.00
3.00
2.00
2.00
2.00
2.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

# of
libraries

63
31
44
30
27
38
25
19
19
12
6

0o
o

R R R R R R R R R R RPRNNDMNNRENRWWW W



CG6695_in5
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dG = -19.8 seq.txt Position
CG6695_in5
R _20484301-20484407 +
AACTGGCCCTCAAGCTGCGCAGAAGGTGGGTATCT:! TGTGGTTGGCTCTGGCGGTCCTCTCACATTTACATATTCACAGGCGCCGTGAGCTGCGTCAC, TAT
......................... R O R O O D e D B N DR N B B IS B B B B B B B I
Plus strand
. Total # of
Size Blast s
Norm libraries

21199.00 170
18257.00 160

1
1
1 5430.00 136
1 3305.00 105
i 2029.00 122
1 1367.00 73
1 215.00 54
1 184.00 47
1 135.00 38
1 108.00 32
1 78.00 44
i 70.00 37
1 58.00 25
1 50.00 30
i 40.00 17
1 38.00 25
1 26.00 12
1 23.00 20
1 18.00 12
1 16.00 6
1 16.00 14
1 14.00 10
1 14.00 9
1 11.00 8

1 11.00 9

1 8.00 6

1 8.00 1

1 7.00 5

1 7.00 6

1 7.00 4

1 7.00 5

1 6.00 2

1 5.00 4

1 3.00 3

1 3.00 1

1 3.00 1

1 3.00 2

1 3.00 2

1 2.00 2

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 i

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1

1 1.00 1



dG = -17.8 seq.txt

CG31772_inl2

chr2L 3767595-3767713 +

GG CCAGTGGCTGGAC. GGTTGGGGG.

TTGATCTCGGAGACGGCGGTTTAACTGATCCATTCTCTCACATCACTTCCCTCACAGTGCACGGTGCTTGTACCAGAGTCCC

CG31772_in12

5000

4000 |

3000

2000

1000

ense
— Antisense

Plus strand

COCCCa w000

Ce OO0 00

(.

o)) ea)))

Position

S

120

Blast

PR R R R R R R RER R R R R R R BB R R RBRRRRRRRRRRBRR B B B B B 92 3

Total
Norm

3715.00
788.00
416.00
389.00
334.00
70.00
68.00
39.00
35.00
33.00
21.00
12.00
12.00
12.00
9.00
6.00
6.00
5.00
5.00
3.00
3.00
3.00
3.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

# of
libraries

69
44
35
43
25
18
23
18

e e e e e e e e e R e R R R R T VU SR VY R R N N ) I N Co B o) BN (o I VY



VhaSFD_in3

chr2L 16724769-16724883 -

......................... L L a1 00D 0D ) w0 D10 ) et

Plus strand

TARATTCGATTTCTTATTCAT.
TAAATTCGATTTCTTATTCATAG
. TARATTCGATTTCTTATTCATA.
TAAATTCGATTTCTTATTCA. .

. TARATTCGATTTCTTATTC.

. .ARATTCGATTTCTTATTCAT,
TTAAATTCGATTTCTTATTCAT,
ARATTCGATTTCTTATTCATAG.

ARATTCGATTTCTTATTCATA
TARATTCGATTTCTTATT. .
TTARATTCGATTICTTATICATA
TTARATTCGATTTCTTATTCA.

 TARATTCGATTTCTTATTCATAGG .
. .ARATTCGATTTCTTATTCA. .

‘GAGTTTGAAATTGAARTGCGTAA.

- TGAGTTTGARATTGARATGCG .

‘GCGTAAATTGTTTGGTACAATT .
TTGTTIGGTACRATTTARATTCGATTTC

GRAATTGARATGCGTARA. .

-
e
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A
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dG = -19 seq.txt
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P u — sense
1400  Ratsense.

o
T
_p o

T
»

1200

—p——C
ca s

1000

9-c-0

o

800

P

P

2
—6-C-0-C__0-P-0-C

600

T q

@-»-0->-0-
?
_o-c

>
o

400 -

—c-»-c”
1

200

]
Y

T
_»-C
°

©—cp->-0
1
o

. 0 2 40 60 80 100
5

dG = -19.3 seq.txt Position

opal-like_in6

chr2R 10120609-10120717 -

TCTTTAAGAACTCCAAGCTTTTCCAGTAAGTAT. TGATTGGTAARTTCCARAGTTCACCTCTCTCCATACTTAGTCGTCGAGGGGTTATCATGCCCCAT
.......................... L O O e N N e B B B e D R B I B B R B I B B B B B e R R
Plus strand

Ske | et LootrarL ﬁbcr";ries
22 1 1014.00 108
21 1 173.00 29
21 1 145.00 46
25 1 144.00 21
24 1 72.00 18
21 1 64.00 35
23 1 48.00 24
22 1 46.00 22
20 1 36.00 17
19 1 25.00 12
26 1 25.00 12
20 1 18.00 8
20 1 12.00

18 1 12.00 8
22 1 11.00 5
19 1 11.00 9
19 1 6.00 5
18 1 5.00 4
24 1 5.00 3
20 1 5.00 4
25 1 5.00 2
27 1 4.00 3
19 1 4.00 4
25 1 4.00 1
22 1 3.00 2
18 1 3.00 3
20 1 2.00 2
18 1 2.00 1
27 1 2.00 1
25 1 2.00 1
23 1 2.00 2
19 1 2.00 2
21 1 2.00 2
23 1 2.00 2
18 1 2.00 2
23 1 1.00 1
24 1 1.00 1
18 1 1.00 1
27 1 1.00 1
25 1 1.00 1
21 1 1.00 1
25 1 1.00 1
28 1 1.00 1
19 1 1.00 1
18 1 1.00 1
22 1 1.00 1




CG1718_in3
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4G = -20 seq.txt Positon
€G1718_in3
chrX 21167 =
CAGGATGACAACGAATCTGTACAGTGE T IGAACTCGATCT TG TTCT TG EACTCTIGATAAGCTCAAT TAACTGTTTGCAGCGGACGGATCTTCTCGGAGRATCS

......................... R O O O P O DD B R S D I B L D B B B B B B B I P
Plus strand

St | Bt L‘;‘ril'n ﬁh?'farie
22 1 1311.00 96
21 1 831.00 72
23 1 654.00 101
20 1 148.00 37
23 1 63.00 33
27 1 26.00 3
18 1 23.00 13
21 1 18.00 10
18 1 18.00 9
19 1 17.00 9
19 1 16.00 10
26 1 12.00 10
20 1 11.00 8
22 1 11.00 10
19 1 9.00 7
25 1 8.00 3
21 1 8.00 5
20 1 8.00 7
22 1 6.00 3
23 1 6.00 5
24 1 5.00 3
22 1 4.00 3
19 1 4.00 2
24 1 3.00 B
21 1 3.00 3
21 1 2.00 1
19 1 2.00 1
25 1 2.00 2
24 1 2.00 2
18 1 2.00 2
28 1 2.00 2
19 1 2.00 2
24 1 2.00 2
18 1 1.00 1
26 1 1.00 1
27 1 1.00 1
18 1 1.00 1
26 1 1.00 1
23 1 1.00 1
22 1 1.00 1
27 1 1.00 1
18 1 1.00 1
20 1 1.00 1
22 1 1.00 1
20 1 1.00 1
19 1 1.00 1
21 1 1.00 i
25 1 1.00 1
22 1 1.00 1
19 1 1.00 1
22 1 1.00 1
29 1 1.00 1
23 1 1.00 1
26 1 1.00 1
20 1 1.00 1
21 1 1.00 1
20 1 1.00 1
20 1 1.00 1
23 1 1.00 1
21 1 1.00 1
30 1 1.00 1
20 1 1.00 1
21 1 1.00 1
24 1 1.00 i
18 1 1.00 1




CG31163_in17

Sense
— Anisense
80000
60000
40000 |
20000
0 L
0 20 40 60 80 100 120
dG = -25.9 seq.txt Position
CG31163_inl7
ACACCTCCGTCTTTGTGCTCAACGGGTAAGTGGTGTAGAT CAAATTTACCAACAATTTTGTTGGATTGTTTCACCTATCGTTCCATTTGCAGCTACGAGGACCTGGAACTGTTCAAG

......................... [ O O R N O A R D R R S R R R R R DRI R R R IS DR B B B B B R R

S | Okt th:rlm ﬁborfaries
........................................................................ 24 1 42126.00 159
........................................................................ 2200 19455.00 152
........................................................................ 23 1 17245.00 157
......................... GTAAGTGGTGTAGATGAAACA 21 1 9449.00 143
........................................................................ 21 1 3751.00 117
. GTAAGTGGTGTAGATGARAC. 20 1 1329.00 102
TTTCACCTATCGTTCCATTTGCAGC 25 1 739.00 81
- . TTCACCTATCGTTCCATTTGCAG. . . 23 1 407.00 75
20 1 330.00 49
18 1 291.00 51
21 1 229.00 47
19 1 221.00 34
- TTCACCTATCGTTCCATTTGCA. 22 1 194.00 64
19 1 147.00 37
22 1 92.00 27
25 1 82.00 27
18 1 58.00 27
20 1 33.00 13
20 1 33.00 16
20 1 29.00 14
21 1 28.00 11
. GTAAGTGGTGTAGATGAAACARATTT 26 1 22.00 17
. .GTAAGTGGTGTAGATGARACARAT. . .. 24 1 21.00 14
22 1 21.00 10
19 1 19.00 6
18 1 18.00 15
21 1 14.00 8
19 1 12.00 7
- TTTCACCTATCGTTCCATTTGCAGCT . 26 1 11.00 7
. TTCACCTATCGTTCCATTTGCAGC 24 |[1 11.00 7
20 1 11.00 7
20 1 9.00 6
23 1 8.00 5
19 1 7.00 5
1 6.00 5
1 6.00 1
. AAGTGGTGTAGATGARACA 1 5.00 4
1 5.00 4
1 5.00 4
1 5.00 4
1 5.00 5
1 4.00 2
1 2.00 2
1 2.00 2
. CCTATCGTTCCATTTGC 1 2.00 1
TAAGTGGTGTAGATGAAACARATT . 1 2.00 2
. GTAAGTGGTGTAGATGAAACARATTTA . 1 2.00 1
1 2.00 2
1 1.00 1
1 1.00 1
1 1.00 1
1 1.00 1
1 1.00 1
1 1.00 1
1 1.00 1
1 1.00 1




CG17560_in3
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dG = -19.6 seq.txt

CG17560_in3

chr3R 12444484-12444606 +

CTGTCCATCTTCCGACCGGCGATCAGTAAGTGCACCAGATTGGGAATAACCTTCAAAAGCTGCAACTTA.

Position

......................... L O O P G e G G G G O

Plus strand

TATTCCCAGTAATGTCCACTTACAAGGAGCCCCTGGTTGGATGGGTGGACA
)11 ea)))))))))

......................... (EAAEECACIEAGAITIEEER 5 500 00060000500050000000060505000000050500000000 000 o oSN
......................................................................... TTCCCAGTAATGTCCACTTACA. ¢ttt v et ienenernanneennnns
........................................................................... CCCAGTAATGTCCACTTACAAG. + v vttt veenernennennnnns
......................................................................... TTCCCAGTAATGTCCACTTACAA . ittt ittt eeeiaiannannnn
......................... [ETAREMECACITAGATTIEEEAETTR ; 6 6 6 6 5066 00000060000000506500000006500006005006 a0 00 R
.......................... TAAGTGCACCAGATTGGGART . . .« o o o e e cccaaaaoaaeaaeasaacancaeaesesassaseaeaoaaeeesasaseaeesssssanananss
........................................................................... CCCAGTAATGTCCACTTACAA. . v ittt it enesaerannannns
.......................................................................... TCCCAGTAATGTCCACTTAC. vt vvi it eeeenernennennnnns
.......................................................................... TCCCAGTAATGTCCACTTACAAGG . « vttt vveeieenenneeennnn
........................................................................... CCCAGTAATGTCCACTTACA. .ttt vttt ienenn e rnnnnaennnns
.......................................................................... TCCCAGTAATGTCCACTTA. « vt veitteeeenernennenannns
......................................................................... TTCCCAGTAATGTCCACTTAC. o vttt ittt tneeteennaanenans
.......................... TAAEMECACITAGATTEEERATTR ; 6 6 0 0 506 60000506000000060650000000000000006006 a0 00 S
........................................................................... CCCAGTAATGTCCACTTACAAGG . « v vt v vveeieeeennenennnn
.......................... TENAEESRACIERCATIIEEIERVA ¢ 5 5 0060050000000 0000060000600600000000000060000c o o (R
.............................................. TAACCTTCAAAAGCTGCAACTTARA . . -t e o aaieeeseeaiosesaiocaaaaessssennsensossesonnsssns
......................................................................... TTCCCAGTAATGTCCACTTACAAG. « e vt e v v e eeaenannnnnnn
......................... [ETAREIECACITAGATTIEG S o 6 0 000000506600 005060000000506500000006500006005006 0000 R
............................................... AACCTTCARAAGCTGCAACT TAARA. & &t v et e v sneaesenansaanaesesonanssenassssnanessns
......................... GTAAGTGCACCAGATTGGG

Size Blast

L R R e e R e e e R e e e e e e e e e e R R R S R S S

Total
Norm

180.00
159.00
129.00
90.00
68.00
17.00
17.00
14.00
12.00
7.00
6.00
6.00
6.00
5.00
3.00
2.00
2.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

# of
libraries

24
31
19
22
16

R R B R R R R B B R B~ NWNDR W WUy uv
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dG = -18.3 seq.txt Position

wts_in6

chr3R 26617332-26617443 -

GACCGAAGCCCACCGTGCTGGAGAGGTGAGTTTCGTACACTTAATTAATAGGATCGGCCGTTAATAAAAGTATGCCGAACTCGCAGGCGACGGATGCGCGATCACCAAAGA

......................... L O e O e N O O G N S O A O D R D D R R DI DR R D B B D B B B B B B R R
Plus strand

Slpz2 | bk -rlx—lc;tranl-l fiebor;ries
21 1 1361.00 129
23 1 1281.00 120
20 1 1048.00 112
22 1 302.00 81
22 1 288.00 74
21 1 69.00 30
20 1 34.00 18
21 1 33.00 20
19 1 25.00 17
21 1 22.00 13
22 1 11.00 8
20 1 6.00

19 1 6.00 5
18 1 6.00 4
22 1 6.00 4
20 1 5.00 5
19 1 4.00 4
18 1 4.00 2
18 1 3.00 3
18 1 3.00 2
20 1 3.00 3
18 1 3.00 3
19 1 2.00 1
27 1 2.00 2
21 1 2.00 1
29 1 2.00 2
20 1 1.00 1
18 1 1.00 1
26 1 1.00 1
21 1 1.00 1
22 1 1.00 1
19 1 1.00 1
24 1 1.00 1
21 1 1.00 1
24 1 1.00 1
18 1 1.00 1




Lu-c., her_in1
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dG = -14.8 seq.txt Position

her_inl

chr2l, 16678224-16678342 +

AGACATCCGGGATAAGCACGTCATCGTAAGCATTGCAAAATGTAGTTGTTAAATTCGCTCTTCAATCATTAACAACATTTACAATGTTTGCAGGCTGTCAACGTTGATGGCCAGTTGC

------------------------- OO O O O O O e O O O O O O O O N G B B R B R D R B B R B I B B B B B B B B I I
Plus strand
......................... GIRAAGECATTGECARRAMGRAGE TG - - o . o e e e e el e e e e e oo e e ole]e c e s e s aeensonannaannaanan
........................................................................ CAACATTTACAATGTTTGCAG. . .t vt vt e et eeeneeeaannnn
................................................................. ACAACATTTACAATGTTTGC. «. « c et vverrensonasanaaanns
........................................................................ CAACATTTACAATGTTTGCA. o o vt ittt eeeeeeeaeenann
........................................................................ CAACATTTACAATGTTTGC . o o v e v v e v eeeeeeeeeeeeeeenn
......................... GTAAGCATTGCARAATGTAGTT G . « « o « o o s s oo oo o onooaaesacssansssasssnssasssansecnanesanssssnseansennsenas
....................................................................... ACAACATTTACAATGTTTGCA. . .ot ittt ittt eeeeannnn
......................... (B R G R G 8 A T (o T NN RE] - « = = < e = covocnoncaancaanan
......................... [CIARCICATTIECARNNVATIETAGTIT 5 6 6 0 00 006666666666000000000000006600500000000 00 RN
....................................................................... ACAACATTTACAATGTTTGCAG. . .ttt iiiinnnnnnnnnnnn
......................... [CIRRETATTIETAAAVATIETAGTITIET s 5 5 5 6666000 000000000000000000000000000000 00 - NN
......................... GTAAGCAT TGCARA AT GTAGT - - <« o e e e oo oeesoneeaaeaaaaeaaseeasssansaaasaaaeeanesanassonseansaanaanan
........................................................................ CAACATTTACAATGTTTGCAGG. .« vttt e e i e eeeeaaanns
....................................................................... ACAACATTTACAATGTTTG. - -l. . -« ccveereonacaaanaaanan
................................................. ARG EEIETMEARMTICATIR 5 6 0 5 0006655000000 000 o
......................... [C RGN THETAVANATIETAGTITHETTZVA 5 6 6 6 6 6 66606 0000000000000000000500000000 0o Y
AGACATCCGGGATAAGCA....... R Rl = - - + - - - >~ ccoooosooonnos
.................................................................................... TGTTTGCAGGCTGTCAACG. v v v v i i aenns
.......................... MEVACCATTICICAVVANINEIACIME s o s o s sooccoccoccooooco000u000c0c0c00ccoocaoo o GGG
.................................................. IHCICICHHCHIMEORVAMHOTMFIEEE L (0 o oo oo oo oo oo o oo o o [
..................... [CRACCATTTIETAANATIHETAGTI TG TVAR ;o 5 5 6 666 cco000000000000000000000000000 0o
........................... AAEEANTIEEANVAINEIVAGINIGEI G 6 0 0 0055 55556666060600000000000000000000000 000 R
.................................................................................... TGTTTGCAGGCTGTCAACGTT. .o v v e nenns
......................... GTAAGCATTGCARAATGTAGT TG T TARAT . . . o - et eeaaeeaoeeaceseneeaaneaaaaaaaeeanesanassnaeansannaasan
......................................................................... AACATTTACAATGTTTGCAG. . v vt ittt e e iieeiaee s
.................................................. AAATTCGCTCTTCAATCATT

Size Blast

e e e e e e e R e R e e e e e e R e e e e R R R

Total
Norm

120.00
85.00
81.00
53.00
50.00
47.00
45.00
41.00
27.00
15.00
6.00
5.00
4.00
4.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

# of
libraries

42
40
17
22
11
13
16
21
19
10

wvi

L R e = B S S R RS il SRR VYR, |
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s A 5000 -|
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43T 4000
i
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5-C
27N 2000
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s g‘cl 0
G-A T T T T T T
o 0 20 40 60 80 100
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dG = -15.5 seq.txt Position

Atet_in4

chr2l, 4343670-4343781 +

GCCATGATGCCCACCATTCTGACCTGTGAGTTGATCGATTTCGAGGTTTTGGCACACGAATATAATCTGGAATCTTTAATTCGCAGTTCCCACCGAAATGTCAGTGTTCGT

------------------------- L O O O e O G O G O S O G G P G G B P DD B D I DI B P I 0 10 B I B0 I
Plus strand

Size Blast vzl #Of '

Norm libraries

............................................................ TCTGGAATCTTTAATTCGCAG . -« e eveeveeenennenne.n.. 21 1 3208.00 118
................................................................. TCTGGAATCTTTAATTCGCAGT « v v evveeeeeeeeanennnn.. 22 1 1270.00 107
................................................................. TCTGGAATCTTTAATTCGCA . « v eveeeeeanennenne.... 20 1 424.00 90
........................ GTGAGTTGATCGATTTCGAGGTT . « -+ e v e ettt ee et et et e e e e e aeneeaeeieeaeeieeneenenne.. 23 1 381.00 52
................................................................. TCTGGAATCTTTAATTCGC - « e e veeveeeeeeaeennenne.n.. 19 1 141.00 34
............................................................. TCTGGAATCTTTAATTCGCAGTT . e ve v eeeeeenennen.. 23 1 113.00 47
......................... GTGAGTTGATCGATTTCGAGGT « « + « « + v e e et et et et et e e e e e e aeeeeeneeeeeeaeae... 221 20.00 12
................................................................ TCTGGAATCTTTAATTCG . v e eveeeeeeeeeeeenenne.... 18 1 19.00 13
................................................................. CTGGAATCTTTAATTCGCAG . « v e vevenenenennenenen.. 20 1 15.00 7
.................................................................. CTGGAATCTTTAATTCGCAGT .« v v oveeveeenennenne... 21 1 5.00 5
......................... GTGAGTTGATCGATTTCGAGGTTT . .« e v e e et et et et et ete et e ateneeneeneeieeieeneeneeenne... 24 1 5.00 3
................................................................ ATCTGGAATCTTTAATTCGCAG : -« e v eeveeeeennennenn.. 22 1 3.00 3
......................... GTGAGTTGATCGATTTCGAGG « -« « « « e et et e e et et et et et et e e a e a e eeieieenennenn.. 201 3.00 3
......................... GTGAGTTGATCGATTTCGA « + + v+ v e e et et et et et et e e e e e e e e eeeeeeeeeeee., 1901 3.00 2
................................................................... TGGAATCTTTAATTCGCAGT .« vvoveeeeeenennenn... 20 1 2.00 2
................................................................. TGGAATCTTTAATTCGCAG. « e veeveeeennenennenn... 19 1 2.00 2
.................................... GATTTCGAGGTTTTGGCACA . + - v+ v v et et et e et et e e e e aeaeeneaeaneeneneen.. 200 1 2.00 1
............................................................. ATCTGGAATCTTTAATTCGCAGT .« e veeveeeeneenennenn.. 23 1 1.00 1
......................... GTGAGTTGATCGATTTCGAGGTTTT « « + - v e v e e et et et e e e e e e e e aeaeaeeaenaneaneaene.. 25 1 1.00 1
................................................................................... TTCCCACCGARATGTCAGTGT.... 21 1 1.00 1
......................... GTGAGTTGATCGATTTCGAG . « « « + « e v e v e eaeaeaeeaet et et eneaeeteneneneneneaeeeenenenenenene.. 20 11 1.00 1
.................................................................... GGAATCTTTAATTCGCAGT -« v oveeveeeeennennen.. 19 1 1.00 1
........................................... GTTTTGGCACACGARTATAR . « ot vte et eeaeeneeneenneneeneeneeneenenne.. 200 1 1.00 1
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dG = -20.4 seq.txt Position

kuz_ind

chr2l 13609962-13610080 +

AAATACATTTAGCAATAAGTTAGACGTGAGTATGGCTATACAAATCATCTGGAACGTAAGTTCTAATGTATGTATTGTATGTTGTATTTGCAGTTTTATGATAGCAAAGGTCCCATTG

......................... COCCOOOCOOE OO0 (O CeOCCCaee))))) ) eeea)))=2)))))))))))))))))
Plus strand

Stee | Blbst thrarL fiebciries
22 1 1381.00 84
21 1 710.00 78
20 1 179.00 37
19 1 28.00 16
28 1 16.00 4
20 1 7.00 6
23 1 6.00 6
18 1 5.00 3
21 1 4.00 4
19 1 4.00 4
19 1 4.00 3
20 1 4.00 2
18 1 3.00 3
20 1 3.00 3
29 1 3.00 2
19 1 3.00 2
24 1 3.00 2
22 1 2.00 2
23 1 2.00 2
19 1 2.00 2
18 1 2.00 2
19 1 2.00 2
24 1 2.00 1
25 1 2.00 2
21 1 2.00 2
27 1 1.00 1
29 1 1.00 1
20 1 1.00 1
28 1 1.00 1
19 1 1.00 1
29 1 1.00 1
28 1 1.00 1
21 1 1.00 1
20 1 1.00 1
18 1 1.00 1
22 1 1.00 1
27 1 1.00 1
28 1 1.00 1
26 1 1.00 1
28 1 1.00 1
24 1 1.00 1



CG3860_in6

P

— Antsense

8000

6000

u 4000
U

2000

: e - T T
N 0 20 40 60 80 100

3
dG = -11.7 seqg.txt Position

CG3860_in6

chr2R 19880551-19880662 -

ATTTCGCAGCCTGTCCATTCAAGACGTAAGTGTAAGACTTTCTTGAGTTACCCGCGATGAGTATCTCAAAAATTGTTACATTTCAGAGCGATAGCTATCCACCTATGGAGC
........................... L O N O O O R R R N B B B B I B I B B B B B B B R
Plus strand

Total # of

Norm libraries
3782.00 88

3164.00 134

1288.00 44

254.00 24

135.00 50

118.00 39

57.00
40.00
38.00
30.00
30.00
26.00
26.00
19.00
17.00
16.00
16.00
12.00
12.00
11.00
8.00
7.00
7.00
7.00
4.00
4.00
3.00
3.00
3.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

Size Blast

B R RO R R R NRE N e
IS N RO R NNN A

L e R e e e e e R e R e e U

B R R R R R R R R R R R RERRERRENWEWW R A0 O N UV O



CG6432_in3
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G-A T T T T
0 20 40 60 80 100
s
dG = -18.7 seq.txt Position

CG6432_in3

chr3R 20164928-20165042 +

GGCTTGCCACTCATGGGCTACGACGGTGAGTGATGCTCCAGTTAGCTTGGCTGAGTGAGGATTTAAGTCCTGGGACATCTCTCTTGCAGTCAAGATCCTGAAAGCGGACGGCAG

------------------------- [ O A N e N N S N A IS D I DD DR S DR DB IR DD D b I B B R
Plus strand
Size Blast Vel #Of .
Norm libraries

................................................................... TCCTGGGACATCTCTCTTGCAG. « v evvevveneennenenn.. 22 1 418.00 37
................................................................... TCCTGGGACATCTCTCTTGCA . « v v eevveeveneeneane.n.. 21 1 133.00 24
.................................................................. TCCTGGGACATCTCTCTTGCAGT v evvevveveeeenenn.. 23 1 64.00 21
......................... GTGAGTGATGCTCCAGTTAGCT « - v+ vt e vt et e et et et ettt e et e et et et e a i, 221 44.00 21
............................................... TGGCTGAGTGAGGATTTAAG -« + + v e e v e eeeeeeeeeeananeaneaneanenneneanean... 20 1 43.00 12
......................... GTGAGTGATGCTCCAGTTAGC - « « -« e vt e vt et e et et et et et et e ettt e e e e eieienieneneeeen. 201 24.00 13
......................... GTGAGTGATGCTCCAGTTAGCTT - -« + vt e ve e ee e ee e et et et e e e et et et e e eeeieaieneneaneae. 231 19.00 9
................................................................. TCCTGGGACATCTCTCTTGC . v e v eeevevvennennene.n.. 20 1 17.00 9
......................... GTGAGTGATGCTCCAGTTAG : - « + -+« « e e ettt e e e et et et e e e et et et e e eiaienieneneeeea. 2001 16.00 7
.................................................................. GTCCTGGGACATCTCTCTTGC . v e v e v eeveneeneeneen... 21 1 15.00 12
......................... GTGAGTGATGCTCCAGTTAGCTTG « « + « v e vt e te et et et et et e et et et e e eienieneneeneeen.. 24 1 9.00 8
................................................................. AGTCCTGGGACATCTCTCTTGC . « v e e eveveveevaeeenneennen. 22 1 9.00 5
................................................................... TCCTGGGACATCTCTCTTG . « v e v eeeeeeveneeneenenn.. 19 1 6.00 6
................................................................... TCCTGGGACATCTCTCTTGCAGTC . v v v veveeeeeeenn.n.. 24 1 4.00 2
......................................................... AGTCCTGGGACATCTCTCTTG . + v e v eeeveenenvenneneene.. 21 1 3.00 2
.................................................................. GTCCTGGGACATCTCTCTTG  « v e e eeveeeaeeneneanenn... 20 1 3.00 2
......................... GTGAGTGATGCTCCAGTTA . « .t e et et et e et e et et et et et e et e et ettt e e e, 191 2.00 2
......................... GTGAGTGATGCTCCAGTT « « + v e et e et et e et e et et et et et e et ettt e a e, 18 1 2.00 1
................................................................. GTCCTGGGACATCTCTCTTGCR . « v eeveeveeeenenenn... 22 1 1.00 1
........................................................................ GGACATCTCTCTTGCAGTCAAGATC. « v vveneene.n... 25 1 1.00 1
444444 CORCTCATGGGCTACGACG A + « + + v e e e e s e e n e a s e e e et e e e e e s e e e e et e e e e e e e e et et a e, 1911 1.00 1
............................................................. TCCTGGGACATCTCTCTT e v eveeveeeeeeaeneennene.... 18 1 1.00 1
................................................................... TCCTGGGACATCTCTCTTGCAGTCAAGATCCTGA . .o on..... 34 1 1.00 1
............................................................... CCTGGGACATCTCTCTTGCAGTC e v v v veveneennene... 23 1 1.00 1
......................... GTGAGTGATGCTCCAGTTAGCTTGG « « -« + v e v e e e ee e et et et e e e et e e et e aeeeeeienieneeneeeene. 25 1 1.00 1
................................................................. AGTCCTGGGACATCTCTCTT . ¢ vve v eeeeenennennenean... 20 1 1.00 1
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dG = -14.3 seq

€G3764_ind

r3L 16991532-16991649 -

CATCAACCACAAGAACTTTCTGCAGGTAAGG:

Ltxt

CACATATACAATACCGITTGAATTTCAAATAATCAGGATTTTGTGTGTGGACCTCAGATCATGT TCCAGGCCTGGCAGGATA

CG3764_ind

— senso
— Rrisense

200

100

0 2 40 60 80 100 120
Position

u

Plus strand

OO

R R R PP DR R R S R DR R RS RS DS P

Blast

L e e e e e e e e e e e e e e e R e e e e e e e e e e e e e e e e e e e e e e e e e e e e e R e R R R S R R

Total

88.00
65.00
32.00
27.00
21.00
20.00
18.00
15.00
11.00
8.00
7.00
6.00
6.00
6.00
4.00
4.00
4.00
3.00
3.00
3.00
3.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

# of
libraries

20
30
15
11
13

i
N

B R R R R R R R R R R R R R R R BB RRBRBERBERRRENRENNNRENRNNNNRNNNNRNNWADS WG VRO SN OB



