Supplemental Figure 1

2Rh !

2R

Cytogenomic
heterochromatin

3L | 3Lh

H3K9m92 v . | R 1= i i bl | ' m | N m..'r- B A Il 7 e ol i ‘i v j i I | 1
1 TN T T O T T TR [ gt ! o CL L B RRT LI TR B Y A TR LR TANT IO A RAUR I I N R
! | | 1 Ik ; \
H3K9me3 ) ) ! ) LA A Ol D R M LA [ ki 0 | Sl N AL i O L I S IRk T | |
I I I TE AT (OO W AT O L TNV T RE AN | [ I 1 o L ol | L AR I LU LU R L LI T U B RO T L LY O R RN e U N
HP1a [l el " -| L TR TR BRPRRTAPY TPTRE X 1 | £ 1 | FEPTITY |
1 R A I T T T R T R R N 1 Il , ! I L NI TR T TR (L O TR O T A TR TN
SU(VAR)3-0 KNI TR I I Al I L |
R R R T T R T T TR ] | TN ) | [ T N R T I N T TR NI T T
H3Kdme2 Btz b LW o e bl e AU, B A 1. O O VO | T S N EYW 1 T S — N T R |
1 TN L i [T O 1 /mEmE 1 NI WNN lel 1 oimml I TN 11 1 |
H3Kame3 Elbaee LU T T [ AT (R N TN T T T T Al |
1 TR o rm TR T TR ER TN mwrr morrom 1 mioumn 1l 1 |
RNA pol Il Bz lioad sb b o o Ll ot alllid] o i WU ¥ LR T s liul). ) PV W - ,
5 ! ' Loddoo! '{ 000,000 ! o Wb odo o' doo = Modooo' ' M 1o;Boclodo = 1 o 500000" M"Y 3080000 23,500,000 24,000,000 24

1Mb



Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 5
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Supplemental Figure 6
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Supplemental Figure 7
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Supplemental Figure 8
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Supplemental Figure 9
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Supplemental Figure 10
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Supplemental Figure 11
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Supplemental Figure 12
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Supplemental Figure 13
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Supplemental Figure 16
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Supplementary Figure 17 - Western Blots
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