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H3K79me1

H3K79me2

H3K79me3

H3K79un

100 3.31033pM:

9. H3K4me2 Millipore 07-030 
Lot DAM1503382

H3K4me1

H3K4me2

H3K4me3

H3K4un

100 3.31033pM:

14. H3K9me3 Abcam ab8898 Lot 492774

H3K18ac

H3K9acS10PH3K9acH3K4/9/14un

H3K27unH3K27me3H3K27me2H3K27me1H3K23ac

H3K9me1 H3K9me2 H3K9me3

H3K9me3S10P

13. H3K9me2 Abcam ab1220 Lot 387502

H3K18ac

H3K9acS10PH3K9acH3K4/9/14un

H3K27unH3K27me3H3K27me2H3K27me1H3K23ac

H3K9me1 H3K9me2 H3K9me3

H3K9me3S10P

H3K18ac

H3K9acS10PH3K9acH3K4/9/14un

H3K27unH3K27me3H3K27me2H3K27me1H3K23ac

H3K9me1 H3K9me2 H3K9me3

H3K9me3S10P

4. H3K23ac Upstate 07-355 Lot 27133

H3K4me1

H3K4me2

H3K4me3

H3K4un

100 3.31033pM:

10. H3K4me3 Abcam 
ab8580 Lot 199622

100 3.31033pM:
100 3.31033pM:

100 3.31033pM:100 3.31033pM:

Does not detect embryo or recom-
binant histones on a Western.    
However, works well for ChIP and 
mass spec experiments [6.15 
times more enriched than 
H3K27me2, 16.4 times more 
enriched than H3K27me1 and 14.9 
times more enriched than unmeth-
ylated H3K27]. 

6. H3K27me3 
Abcam ab6002 
Lot 455295: 

17. Chromator 

A kind gift from I.F. 
Zhimulev/H. Saumwe-
ber. See Gortchakov et 
al. 2005 Chromosoma. 
May;114(1):54-66.

H3K4me2 (75%), H3K4me3 (24%), H3K4me1 (1%) H3K4me3 (81%), H3K4me2 (19%)

H3K9me3 (85%), H3K27me3 (15%)

H3K79me1 (100%) H3K79me2 (100%)

H3K9me2 (100%)

H3K23ac (100%)H3K18ac (100%)




