
Supplemental Table 1. Data generation and mapping statistics

Total read pairs

Unique read pairs

Median coverage (bp)

48,223,076 49,120,535

27,007,464 26,678,268

Germline containing
        Adult Rep 1

Germline containing
        Adult Rep 2

Germlineless
  Adult Rep 1

40,732,484 38,377,313

17,115,272 17,035,873

Germlineless
  Adult Rep 2

Embryo 
  Rep 1

Embryo 
  Rep 2

41,412,531 40,522,562

20,813,043 20,932,835
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Supplemental Table 2. Ratio of unique bases per chromosome
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