Supplemental Figure 1
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Supplemental Figure 2
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Supplemental Figure 3

SL percentages for each trans-splice site

" 190000

270000

240000

210000

180000

150000

120000

number of reads

60000

30000

N



Supplemental Figure 4
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Supplemental Figure 5

Exactly the same operons
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Supplemental Figure 6

Difference in expression

g_ 11135 164 128 106 88 130 118 176 498 1165

§ LS :

S 10}

C I

= 0.5¢} '

O

T 0.0}=

E —-0.5F : I ; : :

Q. — | | |

9 1.0f : | | : | ,

a _1.5 1 1 1 1 1 |

S EEEEEEEE S
~N N M O nn © N © /C‘J)

percent SL2



Supplemental Figure 7
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Supplemental Figure 8

Trans-spliced
gene

Start here

Is site less than 10
nt from a5’ end?

Is site less than 500
nt from a5’ end?

Is site less than 10 nt
from a cis splice site?

Is site less than 10 nt
from a cis splice site?

=

Trans-spliced
cis-splice site

Other




	Sup Fig1
	Sup Fig2
	Sup Fig3
	Sup Fig4
	Sup Fig5
	Sup Fig6
	Sup Fig7
	Sup Fig8

