
SPECIES Sequence Code Sequence Size bp Begin End Matching repeats Repeat class/family

ECAcons70

TCAGCTGCCTTTGTATGAGAGTTTCCCAGGACGCTGTAAGAGCACTGTGGAA
AGCGAGTTCTTTCCCAGCTTCCTAAAGAGCTGGAAGCAAGACAGTTTATGGC
TTGTCTCCAATTGAAGGATGGAGGCAGTGCTTTGTGCCTTCCACCTCTAGAG
CAATGGAGGGCACGGCTGAGAGCAAAGGGCCCTTTCTGACATAGGTGCATT
CTGACACTCTCTGACCCAGTGCACAATGGCGGTTTGTAAAAAGCCTATTGTC
TGCTCCTCCTAAGCATGTGGAAGCACAATCATCTGGGCCTCGTCCCCGTTGCT
TAAGGGGAAGATGTAGGCATTTCGTCTGAGCCGGGTTGGCAAGGTGGAAAT
GTGGCAGAAGCAGAAGTCCAAAGCGGCGAGTTAAGCGCTGAAAAGAAATG
GCATT

418 7 187 SAT_EC Satellite

ECAcons71

TGTTTCTTAGCTTCCCAAAGAGCTGGAAGCAAGATGCTGTGGGGCCCAACTC
GCCCTTTGGAAAGAAGCCTGCACGTTGTGCCTTTCAGCTCTAGGGCAAAGTA
GCACACCCAGAGCAGAAGTTCTACTTCAGCCAGATCAGGCCTGCAAAGAAA
CTGCGTTTCACAGGCCTTTGGAAGAGATGTTCCCGGTAGGCTGTAAGAGCAC
TGTGCAGAGCGAGT

221 1 221 SAT_EC Satellite

ECA3cons221

TCTTGCTTCCAGCTCTTTGGGAAGCTAAGAAAAAAAGTCGCTCTGCACAGTG
CTCTTACAGCCCTACCGGGAACATCGTCTTACAAGGCCTGTGAAACGCAATT
TCTTTGCAGGCCTGATCTGGCTGAAATAGAACTTCTGCTCTGCGTGTGCTACA
TTGCCCTAGAGCTGAAAGGCACAAAGTGCTGCTTCTTTCCAAAGGGGCAGA
TGGCCCCAAAGCA

221 1 221 SAT_EC Satellite

ECA4cons450

CTCATACAAAGGCCTGTGAAACGCAGTTTACTTGGAAGGCCTGCATCTGGCT
GAAATAGAACTTCTGCTCTGCCATGTCCTACATTGCCCTAGAGCTGAAAGCA
CAAAGTGGAAGCTTCTTCTCCAAAGGGCAGTAGGGCCCCAAAGCATCTTGC
GTTCCAGCTCTTTGGGAAGCTAAGAAAAAAACTCGCTCGGGCCAGTGCTCTT
ACAGCCTACCGGAGAACATCGTCTTACAAGCCCTGTGAAACGCAATTTCTTT
GCAGGCCTGATCTGGCTGAAGTAGAACTTCCGCGCTGAGTGTCCTACATTGC
CATACAGCTGCAAGGCACAAAGTGCTGCCTTCTTTAGAAAGGGGCAGATGA
GCCCACAAAGCATCTTACTTCCAGCTCTTTGGGAAGCTAAGAAAACAAATCG
CTCTGCACAGTGCACTTAAATCCCACCGGGGACATC

450 1 450 SAT_EC Satellite

Table S2. RepeatMasker analysis on the consensus sequences

ECA

475 13 217ECAcons421+424

TATGTCAGAAAGGGCCCTTTGCTCTCAGCCGTGCCCTCCATTGCTCTAGAGGT
GGAAGGCACAAAGCACTGCCTCCATCCTTCAATGGGAGACAAGCCATAAAC
TGTCTTGCCTCCAGCTCTTTAGGAAGCTGAGAAAGAACTCGCTTTCCACAGT
GCTCTTACAGCATACGGGAAACATCTCATACAAAGGCAGCTCAAATGCCATT
TCTTCCCAGCGCTTAACTCGCCGCTTTAGGACTTCCGCTTCTGCCACAATTCC
ACCTTGCCAACCCGGGCTCAGACGAAATGCCTACATCTTCCCCTTAAGCAAC
GGGGGATGAGGCCCAAATGATTGTGCTTCCACATGCTTAGGAGGAGCAGAC
AATAGGCTTTTTACAAACCACCATTGTGCACTGGGTCAGAGAGTGTCAGAAA
GCACCTATGTCAGAAAGAGCCCCTTTGCTCTCAGCCGTGCCCTCCATTGCTCT
AGAGGT

SAT_EC Satellite



ECA5cons451

CCCCAAAGCATCTTGCGTTCCAGCTCTTTGGGAAGCTAAGAAAAAAACTCGC
TCGGGCCAGTGCTCTTACAGCCTACCGGAGAACATCGTCTTACAAGCCCTGT
GAAACGCAATTTCTTTGCAGGCCTGATCTGGCTGAAGTAGAACTTCCGCGCT
GAGTGTCCTACATTGCCATACAGCTGCAAGGCACAAAGTGCTGCCTTCTTTA
GAAAGGGGCAGATGAGCCCACAAAGCATCTTACTTCCAGCTCTTTGGGAAG
CTAAGAAACAAATCGCTCTGCACAGTGCACTTAAATCCCAACGGGGAAATCC
TCATACAAAGGTCCTGTGAACGGCATTTACTTGCAAGGCCTGATCTGGCTGA
AATATGACATTCTGGCTCTGCCATGGGCTACATTGCACTAAAGCTGAAAGGC
ACAAAATGCTGACTTCTTTCCATACGGGCAGAGGGT

451 1 444 SAT_EC Satellite

DNO DNAcons173

TATAGGAAAGCATAACGGCAGGTATAGCAGCTAACTCTTTAAACCTAAATGA
AACAACATGGCACATATGATTTACTTCTGAGAACTAAGCATTGTGTGCAGAGA
TTTTGCAGCTATCTCCTTTCCTTCAGTTTTTGTGCTAACATTCCTATCTGTAAA
ACTAGCATTTACAC

173 No repeat detected No repeat detected

ECA

CFAcons244+246

AGACACAAACCTTCCAGGCCAGCAGCTTGCACTTGCATCTAAGACAGCTTCT
GACAATCATCTAAAAGAAGACGTTAGAAACTAAATCAACAGGCAGTGTGGA
ACTGCCAAGGACAGCAACTGTGCTCAACACTCAGAAGTATACCTTTAAGCCA
CCTTACAACTATACCAGCTCCAATGGGAGTTACAGGCTAACAAGATTCTACA
GTAGGAATTTCCATTGCAAAAACTGTACTAAACTCAGAAACACAAGCCTTCC
AAGCCTGAAGCTTGACACTTGCATCTAATACAGCTTATAACAATCATCTAAAA
TGAGGATGTTGGAAACTAAATCCCCAGGCAGTGTGGAACTGTGAG

LAFcons842+936

AACAGATACTTTAAGCACAGTGAGGCCCAGGGAAAACGCAGTGCACGGTAA
AATCCTAGGAAACCCATGTCTTTCCCCACTTGAATGCATGTCAATTTCAGCTA
TTTGCCAAGAACAGAGCTCAGAGGCAACATCAGATTTAGTGCATCTCGGTGA
AAGAAAGAACACTCTGACTTCATCCATTCCTCTGACGAAAGCAGTTAGAAA
GAGAAAACATCAGTTGGTTTCACTTCCCTGCACTGAGCACGGCAAACCTGCC
CATCGCGAAGGGAAGGTTTCCCCTAGAGAAGTGCCTTGCGGTAGCCTGTTCT
GGAAGTGGAACGAGTATGCAGTGTTAGCTTAAGCTATTGTGAAGGCTCGTTT
TTGCCTCGGGAAAACAAAGTGCCGGTGAAATCCTTACAAGCACTGGGGCGT
TTCCACAGTTCAAAGTGTGGAACTACAGACTCTTTTCCGATGAAGACAGCGC
AGAGACAACAGCAGCCTGCATGTTTCTCAGTGAAAGGGAGAACTCCCTCTC
TTCATCCAGTCCTCTGAGCAAGGGAAGTGTAATGAGAGAAACTTTTCTTTCC
TTCCTAGTTCCTGCAATGAATTCCTCATTTGCTCTTGCAAACGCAAGACTTCT
TCTGAAAAACCACATCGCAGTGGATTTATCCTTCCAGAGGAGAACTACATAC
TCTTAGTTTAAGAGATTGTGAAAGCACCCAGGGAGAAAAAGGCCTTTTGTAT
TCTCTTTCCTGCCTGAAGTCTGTGAATTGGCACTTGCGAAGGCAAGGTTTCC
AAGCACAAACTGCAAAGCAGTAACCTCTCTCCTGGCAGAGTCAATCCTATGT
AGTGTTGCCGTGGACGAGATAGTGTGGGTACGCTGAGGCCCAGGGAAAACA
CACTGCGCAGAGAAATCCTAGCAAAGCCGAGGGCTTCCCCACAGGAACCCA
TGTCCGTTTCAGTTCTTTGCCGAGAACGGAGCTCGGAGGCAACATCAGATTG
TGCGTATCTCAGGGAGAGAAAGAACACTGTGACTTCCCCCGTTCCTCTGACG
AAAGCAGTTAGAAGGAGAAAAGCGTCCTTTGCTTTCGCTTTCCCGCAGGGAGCTCGGCGAAACGGCCCTTCGCGAAGGGCCGTTTTCCCCCGGAGAACTGCCTGGCGGCAGCCCCGTTCTCCAACGGAGAACACGTATTCAGTGTTAGCGTTCAGCTATTGTGAAGGCTCGCTTTGGCCCAGGG

1220LAF

CFA 1 338357 CarSat1 Satellite

No repeat detected No repeat detected



5 235 ERV37_MD_LTR LTR/ERV1
236 477 ERV37_MD_I-int LTR/ERV1

495 527 ERV37_MD_LTR LTR/ERV1

6

528

OAN OANcons144.1+144.2

GTTAAACCTCTGCCCCCGCCCCACCCCTTTGCTCCCGGCCTGATCTTTTCTCC
CGGCTAAACCTCTGCTCCCGGCTAAACCTCTGCTCCCGGCCCGCCCTTTGCT
CCCGGCCTGATCTTTTCTCCCGGCTAAACCTCTGCTCCCGGCTAAACCTCTGC
TCCCGGCCTG

168

MDO MDOcons528

GATCGTCGTAAGGACGCGTGGCGTAGCGGTCCTCCCCGTAGCGAGGATTTTT
CTCCCCGAAAGCCAGCCGTCTGAAGTACGCGTGGAGTAGAGGTCCTCCCATT
TCTGATCCTGGCGCGTTCTCACATCGAAATGGGGGAGTGTTTCCCAGTAGGG
CATTGGTTCCCAGGGAGGGATTGATTCCTCGATGTGGACATTTTTCACATTCA
CAAGTCTGAGCAATTTCAGATTTACAATCCCCCTTGAGGGATCATTGGGAGA
CCAGTCTCCCCCACTGGTCATTTCACATGATCAATTTGTAATCCTCAATGCCCT
TCTAACTCGAGAGAGACACGCTCTTCCACTTTCGAAGAGGAATGAGAACCG
TGAGGGAGCAAATCGGCCAGAAAAGAAAGCCAAACCAATGTTTTGCTGGGC
GCATCGCGAGAAAGCCAAATTCGCGACAGTCCCTTTTTGGCCTAAATGTGTA
CATTTACACTCCACACCGGAAGACGCTTTCATTGCGTAGCAAGGAGTTTTCT
CCCCTAT

168 SatelliteMonoRep114


