Synthetic Strain Mutation 1 Mutation 2 Sequence
IN/DEL Strain 1 155 Deletion 174~175 Insertion A CACTGCCCAACAACACCAGCTCCTCTCCCAGCCAAAGAAGAAACCaACTGGATGGAGAATATTTCACCCTTCAG
IN/DEL Strain 2 161 Deletion 177~178 Insertion C CACTGCCCAACAACACCAGCTCCTCTCCCCAGCAAAGAAGAAACCACTCGGATGGAGAATATTTCACCCTTCAG
IN/DEL Strain 3 173 Deletion 183~184 Insertion A CACTGCCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGAAACACTGGATGGAaGAATATTTCACCCTTCAG
IN/DEL Strain 4 152 Deletion 185~186 Insertion C CACTGCCCAACAACACCAGCTCCCTCCCCAGCCAAAGAAGAAACCACTGGATGGAGCAATATTTCACCCTTCAG

IN/DEL Strain 5

163~164 Insertion GT

CACTGCCCAACAACACCAGCTCCTCTCCCCAGCCAgtAAGAAGAAACCACTGGATGGAGAATATTTCACCCTTCAG

Substitution Strain 1

158 Substitution C->T

/
197 Substitution C->G

CACTGCCCAACAACACCAGCTCCTCTCCCTAGCCAAAGAAGAAACCACTGGATGGAGAATATTTCACCGTTCAGA

Substitution Strain 2

149 Substitution T->G

182 Substitution G->A

CACTGCCCAACAACACCAGCGCCTCTCCCCAGCCAAAGAAGAAACCACTGGATAGAGAATATTTCACCCTTCAGA

Substitution Strain 3

170 Substitution A->T

188 Substitution T->C

CACTGCCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGTAACCACTGGATGGAGAACATTTCACCCTTCAGA

Substitution Strain 4

152 Substitution T->C

185 Substitution G->A

CACTGCCCAACAACACCAGCTCCCCTCCCCAGCCAAAGAAGAAACCACTGGATGGAAAATATTTCACCCTTCAGA

Substitution Strain 5

137 Substitution A->T

173 Substitution C->T

CACTGCCCTACAACACCAGCTCCTCTCCCCAGCCAAAGAAGAAATCACTGGATGGAGAATATTTCACCCTTCAGA

4bp IN/DEL Strain 1

159~162 Deletion

183~184 Insertion AAAA

CACTGCCCAACAACACCAGCTCCTCTCCCCAAAGAAGAAACCACTGGATGGAAAAAGAATATTTCACCCTTCAGA

4bp IN/DEL Strain 2

148~151 Deletion

177~178 Insertion AAAA

CACTGCCCAACAACACCAGCCTCCCCAGCCAAAGAAGAAACCACTGGGGGGATGGAGAATATTTCACCCTTCAGA

4bp IN/DEL Strain 3

170~173 Deletion

199~200 Insertion CCCC

CACTGCCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGCACTGGATGGAGAATATTTCACCCTTCCCCCAGA

4bp IN/DEL Strain 4

137~140 Deletion

191~192 Insertion CCCC

CACTGCCCAACCCAGCTCCTCTCCCCAGCCAAAGAAGAAACCACTGGATGGAGAATATTCCCCTCACCCTTCAGA

4bp IN/DEL Strain 5

134~137 Deletion

163~164 Insertion TT

CACTGACAACACCAGCTCCTCTCCCCAGCCA AAGAAGAAACCACTGGATGGAGAATATTTCACCCTTCAGA




