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Supplementary Figure S1. Profile of Tall binding on gene loci coding for the haem pathway enzymes

For each locus are shown (from top to bottom): the RefSeq annotation of the gene or part of the gene (in
orange, exons; thin lines, introns; arrow, position of the TSS); the ChIP-SEQ profiles in Tall™""(black tracks)
and Tall®™™*"** (red tracks) cells.



