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Faecalibacterium <=> Roseburia
(together in 56 environments, and in 11 PubMed entries)

Halomonas <=> Marinobacter
(together in 47 environments, and in 18 PubMed entries)

Bacillus <=> Arthrobacter
(together in 79 environments, and in 216 PubMed entries)

Acidithiobacillus <=> Leptospirillum
(together in 20 environments, and in 37 PubMed entries)
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Cha�ron et al., Figure S5


